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OZET

Tiirkiye’de koyun yetistiriciligi; tarihi, ekonomik ve kiiltiirel bir 6neme sahiptir. Koyun
yetistiriciliginde kolostrum salgis1 koyunlarin verimliliklerinde oldukga etkilidir. Kolostrum,
dogumdan sonra ilk 48 saat boyunca salgilanan, hipoimmun aktivite ve diisiik bir enerji ile
dogmus olan kuzunun hayatta kalmasi ve saglikli bir gelisim gostermesi i¢in kritik 6nemi olan

degerli bir besin maddesidir.

Bu ¢alismada et kalitesi ve siit verimi agisindan Tiirkiye i¢in 6nemli bir yeri olan yerel 1rk
Kivircik koyununun kolostrum salgisini etkileyen genlerin arastirilmasi amaglanmistir. Bunun
icin Istanbul Universitesi Veteriner Fakiiltesi ¢iftliginde bulunan Kivircik ki koyun
kullanildi. Disi Kivircik koyunundan dogumdan bir hafta 6nce ve dogumdan sonra
kolostrumun en yogun salgilandig: ilk 18-36 saat icerisinde memeden biyopsi yontemi ile
doku alindi. Alman doku o6rneklerinden kit yardimi ile total RNA ve mRNA izolasyonu
yapildi, ardindan iki ayr1 cDNA kiitiiphanesi olusturuldu. Kurulan ¢cDNA kiitiiphanelerinden
tesadiifi segilen 3072 klon 6rneklerinin dizin analizleri yapilarak koyun i¢in EST kolleksiyonu
olusturuldu. Ham EST’lerin analizi i¢in elde edilen kromatogram dosyalart Phred/Phrap
programlar1 ile FASTA formatina doniistiirtildii, diisiik kaliteli diziler ve vektor fragmentleri
uzaklagtirildi. CAP3 programi ile fragment eslestirme islemi yapildi ve sonuglarin
degerlendirilmesi i¢cin BEAP programi kullanildi. EST dizileri ve CAP3 programiyla
olusturulan veriler, NCBI’a ait veritaban1 programi1 BLAST la olas1 fonsiyonlar belirlendi ve
NCBI'a kaydedildi. Calismamizda caseinler, whey proteinleri ve immunglobulinler gibi
kolostrum salgisinda bulunan 6nemli genler tespit edildi. Bunun yaninda diger calismalarda
koyunda tespit edilemeyen bazi genler bulunmustur. Bu sonuglarin, koyunlarin fonksiyonel

genom arastirmalarinda onemli bir kaynak teskil edecegi diisiiniilmektedir.

Anahtar kelimeler: Kivircik koyunu, kolostrum, EST, cDNA kiitiiphanesi, Biyoinformatik,
Phred/Phrap, CAP3, BEAP



ABSTRACT

Sheep husbandry has historical and economic impact in Turkey. Because of its effect on sheep
productivity colostrum secretion is very important for the sheep husbandry. Colostrum, which
secrets during first 48 h after the parturition, is essential nutrient for health and growth of the

lamb which was born with very low energy and hipoimmun activity.

The aim of this study is to solve the genetic components of colostrum secretion in Kivircik
sheep which is an important local Turkish sheep according to their meat quality and milk
productivity. In this study Kivircik sheep in farm of the Faculty of Veterinary science at
University of Istanbul was used. The mammary tissues from the same sheep were taken by
biopsy in 18-36 h during high period of the colostrum secretion after the parturition and one
week before parturition. From the tissues, total RNA and mRNA were isolated for
construction of two different cDNA libraries. Total 3072 colonies which are randomly
selected from the two libraries were sequenced for developing a sheep ESTs collection. For
analysis of the raw EST data, the obtained chromatogram folders were converted to FASTA
format, the low-quality sequences and the vector fragment was removed with Phred/Phrap
computer programmes. Fragment assembly was done with the CAP3 software and evaluated
with the BEAP programs. Putative functions of all unique sequences were designated by gene
homology based on BLAST. In our study the genes finding in colostrum such as caseins,
whey proteins and immunoglobulins were determined. Furthermore genes which were not
found in sheep before were observed in the study. This EST data submitted to NCBI database.

The results are very valuable resource for functional genome studies of sheep.

Keywords: Kivircik sheep, colostrum, EST, cDNA library, Bioinformatik, Phred/ Phrap,
CAP3, BEAP



1. GIRIS

Koyunlar, gécebe hayat1 yasayan ilk insan topluluklarindan bugiine kadar siitii, eti, yiinii ve
derisiyle insanlarin en 6nemli gereksinimlerini karsilamiglardir. Bakim ve beslenmelerinin
kolay olmasi ve insanlara ¢ok yonlii yararlar saglamasiyla koyun yetistiriciligi 6nemli bir
iiretim koludur. Ulkemiz koyun yetistiricili§i yapan iilkeler arasmnda 30,2 milyon koyun
sayistyla dikkate deger bir yere sahiptir (Altinel vd., 2001). Fakat Tiirkiye’de koyun bas sayisi
fazla olmasma ragmen bir koyundan elde edilen verim oldukg¢a diisiiktiir. Koyun
yetistiriciliginde verimin artirilmast igin ¢esitli ¢calismalar yapilsa da yerli koyun irklarinda
genotipleme g¢alismalari heniiz istenilen diizeyde degildir. Kuzularin ileride verim
ozelliklerinin ortaya ¢ikmasinda etkili olmasindan dolayr kolostrum salgisini etkileyen

genlerin arastirilmasi bu ¢alismalar i¢in 6nemlidir.

Kolostrum, biitiin yeni dogum yapmis memelilerde meme dokusunda siit olarak iiretilen ilk
lakteal salgidir [1]. Dogumdan sonra sadece ilk 72 saat boyunca salgilanir (Kracmar vd.,
2005). En yogun salgilandigi donem ise 12- 36 saatleri arasidir (Chen vd., 1999). Kolostrum
icerdigi vitamin, mineral (Fantova ve Zikova, 1998), biiyiime faktorleri, doku onarim
faktorleri ve immunglobulinler (Csapo vd., 1998) sayesinde yavrunun bagisiklik sisteminin

giiclenmesinde ve kas-iskelet sisteminin gelismesinde etkilidir (Uruakpa vd., 2002).

Bu calismada, yogun olarak Trakya’da yetistirilen, Marmara bolgesinin diger kesimlerinde ve
Ege bolgesinde de yaygin olan Tiirkiye yerli koyun irki Kivircik koyunu (Ovis aries)
kullanilmistir. Kivircik koyunu, Omurgalilar (Vertebrata) grubunun, Memeliler (Mammalia)
siifina bagli, Tirnaklilar (Ungulata) takiminin Bovidae familyasina ait olan Ovis cinsine
bagl bir tiirdiir. Popiilasyon say1s1 1.834.826 olan Kivircik koyunu irkinda iki tip gortiliir; etgi
tipte viicut genis, yuvarlak gogiislii ve kaslar gelismis, sagr1 hafif meyilli, bacaklar yiiksek
degildir. Siitgl tipte ise viicut dar, yass1 gogiislii ve yiliksek bacaklidir. Kivircik koyununda
kuyruk uzun ve incedir. Viicut kil ortiisti genellikle beyaz olup, siyah ve alacalar da goriiliir.
Bas, karin alt1, bacaklar ve bazilarinda da gerdan yapagisizdir [2]. Kivircik koyununun eti
Tiirkiye koyunlar1 i¢inde lezzet ve kalite bakimindan birinci sirayr alir. Yetistirildigi
bolgelerde de peynir ve yogurt endiistrisi kivircik koyunundan elde edilen siite dayanir

(Kaymake1 ve Sonmez, 1992).

Calismada ilk olarak, kolostrum salgisini etkileyen genlerin bulunmast igin Kivircik

koyununun meme dokusundan dogum oOncesinde ve dogum sonrast kolostrumun salgilandig:



en yogun donemde doku 6rnegi alindi ve iki ayr1 ¢cDNA kiitliphanesi hazirlandi. ¢cDNA,
mRNA molekiillerinin karsiliklar1 olan komplementer DNA’dir. cDNA kiitiiphaneleri DNA
kiitiiphanelerinin aksine sadece anlatim yapan ekson bdlgelerinden olusur. Bu sebeple belli
kosullarda eksprese olan genleri bulmak ve bu genlerin fonksiyonlarmin anlagilmasi i¢in

cDNA kiitiiphanelerinin kurulmasi kolaylik saglar (Adams vd., 1991).

Genomun transkripsiyona ugramis bolgelerinden olusan c¢DNA klonlari, c¢DNA
kiitiiphanelerini olusturur. mRNA’dan elde edilen cDNA klonlarinin dizi analizi sonucu elde
edilen dizilere Expressed Sequence Tags (EST) denir. EST’ler genom ¢aligmalari i¢in oldukca
o6nemli kaynaklardir (Du vd., 2007).

EST sonuclarmin degerlendirilmesi i¢in biyoinformatik analizler icin gelistirilmis bilgisayar
programlarina ve uluslararasi veritabanlarma ihtiya¢ vardir. Bu calismalar1 igine alan
biyoinformatik, biyolojik problemlerin ¢dziimiinde bilisim teknolojilerinin kullanilmasi
esasina dayanir (Luscombe vd., 2001). Giiniimiizde genomik ¢aligmalarin artmasi sonucunda
elde edilen bilgilerin bir araya getirilip kullanilir hale getirilmesi 6nemli olmustur. Bilgilerin
hizli, gilivenilir ve kolay erisilebilir bir ortamda saklanmasi ihtiyact dogmustur. Bilginin
depolanmasi i¢in kullanilan ve etkili erisime olanak saglayan en gegerli yol veritabani
programlaridir. Veritabanlar1 toplanan bilgileri igleyebilen, istenen sonuglart kolaylikla

hazirlayabilen bilgisayar programlaridir (Bayat, 2002).

Bu calismada Tiirkiye icin énemli yere sahip olan Kivircik koyununun kolostrum salgisini
etkileyen genlerin arastirilmasi amaciyla olusturulan EST’lerin, veritabanlarina yiiklenerek
baska organizmalara ait genler ile kiyaslanarak genlerin fonksiyonlar1 hakkinda bilgi elde
etmek ve ayrica cesitli genom aragtirmalarina yonelik katki saglanmasi hedeflenmistir.
Kolostrum salgisinda biiylik 6neme sahip siit proteinleri olan caseinler, whey proteinleri,
savunma sisteminde etkili olan immunglobilinlere ait genlerin yaninda koyunda tespit
edilemeyen bazi genlerin ¢alismamizin sonuglar1 arasinda bulunmasi amaca ulasacagimizin

gostergesidir.
1.1 ¢DNA KUTUPHANELERIi

cDNA Kkiitiiphaneleri, bir hiicreden ya da dokudan izole edilmis mRNA’dan sentezlenen
cDNA kopyalarinin klonlanmasiyla olusturulur. mRNA’lar tek iplikli yapilarindan dolay1

laboratuar sartlarinda ¢ok ¢abuk degrede olabilirler. mRNA molekiilleri calisilmalar1 zor



oldugundan DNA karsiliklar1 olan ¢ift zincirli, kararli cDNA denilen komplementer DNA’ya
gevrilirler ve bu halde kullanilirlar (Ying, 2003).

cDNA kiitiiphanesi mRNA’larin izole edildigi donemde aktif olan genler hakkinda bilgi verir.
cDNA’lar olgun mRNA’lardan sentezlendiklerinden intron, promotor bdlgesi ve regiilator
dizileri icermezler. Dolayisiyla genomik DNA kiitiiphanelerinden genomun Sadece
transkripsiyona ugrayan ekson bolgelerini igermesiyle ayrilirlar (Dale ve Schantz, 2002). Cift
zincirli cDNA sentezi i¢in dnce mRNA kalib1 iizerinden revers transkriptaz enzimi ile tek
zincirli DNA sentezi gerceklestirilir. DNA kalib1 uzaklastirilir, iiretilen ilk DNA zinciri kalip
olarak kullanilir ve ikinci DNA zincirinin olugsmasit saglanir. Son asamada DNA’ya bagh E.

coli DNA polimeraz I gibi DNA polimerazlar kullanilir (Primrose ve Twyman, 2006).

Literatiire gecen ilk cDNA klonlamast 1970’11 yillarda gerceklestirilmistir. Burada kullanilan
teknik homopolimer kuyruk teknigidir. Bu yontem komplementer homopolimer sekanslarin
birbirlerine baglanmalarina dayanir. Bir DNA molekiilleri popiilasyonunun 3’ ucundaki oligo
(dA) dizinleri diger DNA molekiilleri popiilasyonunun 3’ ucundaki oligo (dT) dizinleri ile
koplementer oldugundan bu iki gruptaki molekiiller ayn1 ortama koyuldugu zaman dimerik
halkalar olusur (Chang ve Bollum, 1971).
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Sekil 1.1 Homopolimer kuyruk teknigi (Primrose ve Twyman, 2006)
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cDNA kiitliphanesi kurulmasi i¢in kullanilan alternatif metodlar arasinda en ¢ok bilinen
yontem Maniatis ve arkadaslar1 tarafindan 1976’da gelistirilen sa¢ tokasi teknigidir. Bu

yontemde mRNA kalibinin poliadenelit kuyruguna baglanan oligo(dT) primeri kullanilir.



Buradaki avantaj ilk ¢cDNA zincirinin kendi iizerine katlanmasi ve sa¢ tokasi yapisinin
olusmasidir. Boylece ikinci zincir iginde bir primer baslamis olur. Ikinci zincirin sentezinden
sonra sa¢ tokasi yapisinin tek zincire 6zgii niikleaz enzimleri vasitasiyla klonlama vektoriine

eklenme i¢in kesilmelidir (Efstratiadis vd., 1976).

cDNA kiitiiphanesi olugturmak i¢in en basit yontemlerden birisi de diger yontemlerde oldugu
gibi bir oligo(dT) primerinin Onclliik etmesiyle gergeklestirilen ilk DNA zincirinin
sentezinden sonra s6z konusu zincirin bir ucuna sistidin dizisinin bir terminal transferaz
enziminin yardimiyla baglanmasidir. Bu yapay oligo(dC) kuyrugu ikinci zincirin sentezine
izin veren sentetik bir oligo(dC) primerinin baglanmasini saglar. Bu yontemle tam uzunluk

(full-lenth) cDNA izolasyonu gergeklesir (Land vd., 1981).

cDNA anlatim kiitiiphaneleri kurulurken dikkat edilmesi gereken onemli nokta cDNA’nin
vektor icerisinde dogru bir sekilde yerlesmesini saglamaktir. Kendi primerleme yonteminde
(self-primering method) bu sorun gift zincirli cDNA molekiiliine sag tokasi yapisi kesilmeden

once sentetik bir ek molekiiliin baglanmasiyla giderilir (Kurtz ve Nicodemus, 1981).

Bagka bir alternatif yontemde cDNA sentezi icin plazmide yeni baglanmis primerlerin
kullanilmasidir (Okayama ve Berg, 1982). Bu yontemin iki dikkat ¢ekici 6zelligi vardir;
birincisi full-lenth cDNA’larin verimli bir sekilde elde edilmesidir. Ciinkii ilk zincirin sentez
tirtinii olan RNA-DNA hibrit molekiilii terminal transferaz reaksiyonu i¢in bir 6nciil madde
olarak rol oynar. Normal yontemlerde oldugu gibi cDNA’nin bir mRNA molekiiliine bagh
olmamast cDNA’nin 3’ ucundaki OH grubunun varlig1 sebebiyle zayif bir onciil maddenin
olugmasina sebep olur. Buradaki ikinci avantaj ikinci zincirin sentezi sirasinda RNA’daki
coklu bolgelerin (multiple sites) RNaz H’lerle kesilmesidir. Sonu¢ olarak ikinci zincirin
sentez islemi kesim-translasyon seklindeki bir reaksiyonla gerceklesir. Bu reaksiyon islemin

oldukg¢a verimli olmasini saglar (Okayama ve Berg, 1982).

Giliniimiizde yiiksek kaliteli cDNA kiitliphaneleri kurmak i¢in kullanilan yontemlerden bir
tanesi Gateway Teknolojisidir. Gateway teknolojisi herhangi bir restriksiyon enzimi geregi
duyulmadan yapilan hizli ve verimli bir klonlama teknigidir. Diinyanin her yerinde kullanilan
bu yontem sayesinde DNA sekanslart islevsel analiz veya protein ekspresyonu igin ¢oklu

vektor sistemleri ile klonlanir (Landy,1989).

Bu sistem bakteriyofaj lambdanin bolgeye 6zgii (site-specific) rekombinasyon ozelliklerine



dayanan bir klonlama yontemidir. Boylelikle lambdanin E. coli kromozomu igerisine

yerlesmesi kolaylasir (Ptashne, 1992).

Gateway yonteminde lambda rekombinasyon sisteminin Ogeleri, sistemin verimliligi ve

Ozglinligii artirmak i¢in modifiye edilmistir (Bushman vd.,1985).

Lambda temelli rekombinasyon iki ana bilesenden olusur. Birincisi DNA rekombinasyon
sekanslar1 (att bolgeleri), ikincisi ise rekombinasyon reaksiyonunu kataliz eden proteinlerdir

(Clonase enzimi).

Lambdanin E. coli kromozomu igerisindeki integrasyonu Lambda ve E. coli tarafindan
kodlanan rekombinasyon proteinleri vasitasiyla gergeklesir. Rekombinasyon DNA molekiilii
tizerinde bulunan 0Ozgilin att bolgelerinde gerceklesir. Rekombinasyonda ani ve biiyiik
degisimler olusmaz. Bununla birlikte DNA sentezi gerektirmez. Zincir degisimi tiim att
bolgelerine 6zgli olan bir merkez i¢inde gerceklesir (Landy, 1989), (Ptashne, 1992). Burada
iki att bolgesinden bahsetmek miimkiindiir: attB, E. Coli kromozomu {iizerinde bulunur. attP
ise lambda kromozomu {izerinde bulunur. att bolgeleri rekombinasyon bdlgelerinin
baglanmasi i¢in Ozellesmistir (Weisberg ve Landy, 1983). Lambda integrasyonundan sonra
rekombinasyon attB ve attP bolgeleri arasinda gerceklesir. Boylelikle attR ve attL bolgeleri

meydana gelir.

attB1 attB2 attP1 attP2 artlL1 attL2 aitR1 attR2
DNA DNA dB
e . + T + (= 1R ]
att3-flanked cDNA oDONR 222 E— entry clone by-product

or eniry library

Sekil 1.2 : BP rekombinasyonu reaksiyonu

1.2 BiYOINFORMATIK

Genomik calismalarin artmasiyla tim diinyada fazla miktarda bilgi elde edilmistir. Elde
edilen bilgilerin bir araya getirilmesi ve kullanilabilmesi i¢in biyoinformatik bilimi ortaya
cikmistir. Biyoinformatik, biyolojik bilgilerin yaratilmasi ve saklanmasi igin veritabanlarinin

olusturulmasidir (Bayat, 2002).

1951 wyilinda proteinlerin sekonder yapilarinin dogru tahmini icin gelistirilen yaklasim



biyoinformatik i¢in baslangi¢c kabul edilebilir (Pauling ve Corey, 1953). Cagdas anlamda
biyoinformatik bilimi bilgisayarin destegine ihtiya¢ duydugundan, 1960’11 yillarda protein
dizilerine ait ilk veritabaninin olusturulmasini bu bilim i¢in baslangic saymak daha
gercekcidir (Dayhoff, 1965). Biyoinformatik terimi ise 1980’li yillarin ortalarindan sonra
kullanilmaya baslanmistir (Gentleman vd., 2004).

Biyoinformatik biliminin ortaya ¢ikmasiyla DNA dizilim ¢alismalarindan elde edilen bilgiler
i¢cin bir veritabani olusturulmus ve tiim diinyada bu konu iizerine calisan bilim adamlarinin
elde ettikleri verileri bu veritabanina aktarabilmelerine olanak saglanmistir (Gastgeiger vd.,
2003). 1982’de olusturulan ilk niikleotid veritabani olan GenBank olusturuldugu ilk yil
sonunda 606 diziyi kapsamaktaydi. 1994’te dizi sayist 200 bine 2004°te ise 30 milyona ulasti
(Benson vd., 2004). Giiniimiizde ise GenBank’ta 82 milyon dizi bulunmaktadir.

Genomik verilerin analizi ve yorumlanmasinda ve bu alanla ilgili yeni yontemler gelistirmede
en etkin kurum “National Center for Biotechnology Information (NCBI)” 1988’de
kurulmustur. Insan Genom Projesi (HGP) ile 30-35 bin insan geninin belirlenmesi ve
biyolojik calismalarda kullanilabilecek sekilde hizmete sunulmasi biyoinformatik biliminin

gelisiminde ¢ok 6nemli itici bir gli¢ olmustur (Collins vd., 2003).

Biyoinformatik, veri organizasyonu igin veritabanlari kurarak bilim adamlarinin biyolojik
verilere kolayca ulasabilmesini ve elde ettikleri sonuglarini aktarilabilmesini saglar. Bu
amagcla Vverilerin analizi i¢in sistemler gelistirir. Gelistirilen sistemler ile toplanan verilerin
yorumlanmasi, benzerliklerin belirlenmesi, fonksiyonunun tahmin edilmesi saglanir
(Critchlow vd., 2001).

1.2.1 Veritabanlar1 ve Programlar

Gilinlimiizde DNA dizi caligmalari sonucu elde edilen verilerin yiiklenmesini, giivenli bir
sekilde bir arada tutulmasini ve diger arastirmacilar tarafindan ulasilabilmesini saglayan 3 ana
veritabani vardir: GenBank (Gen Bankasi; ABD-Maryland) [3], EMBL (Avrupa Molekiiler
Biyoloji Laboratuvari; Ingiltere-Hinxton) [4], DDBJ (DNA Japonya Veritabani; Japonya-
Mishima) [5].

Bu o6nemli veritabanlarinin disinda yine siklikla kullanilan Ensembl (Avrupa Molekiiler

Biyoloji Laboratuvari; EBI ve WTSI’nin ortak projesi) [6], GO (Gen Ontoloji) [7], KEGG



(Kyoto Gen ve Genom Ansiklopedisi) [8] veritabanlari da vardir.

Dizi bilgileri veritabanlarinda; dizinin kendisi, intronlar, eksonlar vb. bilgileri igeren tam bir
bilgi seklinde ya da FASTA formatinda bulunmaktadir. FASTA formati benzerlik

arastirmalar i¢in kullanilir ve sadece diziyi igerir (Luscombe vd., 2001).

Her bir dizi, veritabanina girildiginde ilk kez verilen Accession (erisim, ulagsma) numaralarina

sahiptir. Accession numaralar1 dizi kayitlarinin kimlikleridir (Luscombe vd., 2001).
1.2.1.1 GenBank

GenBank EMBL, EBI (Avrupa Biyoinformatik Enstitlisii) ve DDBJ isbirligiyle Ulusal
Biyoteknoloji Enformasyon Merkezi’nde (NCBI) olusturulmustur. GenBank bir¢ok farkli
organizmaya ait DNA niikleotid dizilerini ve proteinlerin aminoasit dizilerini igeren bir dizi
arsivi olarak disliniilebilir. Bir organizmaya ait niikleotid dizi verisi Sequin programi
kullanilarak dogrudan GenBank’a sunulur. Dizi inceledikten sonra erisim numarasi

(Accession Number) verilerek genel kullanima sunulur.
1.2.1.2 NCBI

NCBI ABD’nin en biiyiik tip kitaplig1 olan NLM (National Library of Medicine)’nin bir kolu
olarak 1988’de Maryland’da kurulmustur. Web’e dayali en 6nemli biyolojik veritabanidir.
Iceriginde bircok genom dizisi, makaleler ve Molekiiler Biyoloji alaninda birkag kitabi

barindirir.

NCBI’'in sundugu en 6nemli hizmetlerden birisi de ENTREZ servisidir. ENTREZ’in en

onemli 6zelligi veritabanlari arasinda ¢apraz gezinme olanagi sunar.

Karsilastirmali genomik caligmalar1 igin NCBI veritabaninda bulunan BLAST dizi eslestirme
programi en c¢ok kullanilan fonksiyondur. Elde olan DNA dizisini veritabaninda bulunan
organizmalarla karsilastirarak ayni veya en yakin olan dizinin ait oldugu organizmay: yiizde

(%) benzerlikle verir.
1.3 EST

cDNA’lar anlatim1 yapilan genlerden olusturuldugu icin yeni genlerin taranmasi cDNA

klonlarindan elde edilen kismi dizinlerden yararlanilarak olabilecegi anlasilmistir. Bu amagla



dizin analizi yapilan elde edilen genom pargalar1 Expressed Sequence Tag (EST) olarak

isimlendirilmistir (Adams vd., 1991).

EST projelerinin baslangicinda cDNA kiitiiphanelerini kurmak i¢in baslangic materyali
secilir. Bu materyal hiicreler, 6zellesmis dokular, hatta biitiin bir organizma olabilir. Daha
sonraki asamada s6z konusu materyalden ¢ogunlukla rRNA, tRNA ve mRNA iceren RNA
izole edilir. Burada ¢cDNA kiitliphanesi kurmak i¢in bizi ilgilendiren RNA, bir hiicre veya
dokunun biitlin aktif genlerini temsil eden mRNA’dir. mRNA miktar1 total RNA’nin sadece
%3 linlin olusturur. Bu kararsiz mRNA molekiilii revers transkriptaz enzimi ile daha kararl
cDNA molekiiliine gevrilir. Daha sonra cDNA vektor olarak kullanilan plazmidlerin i¢inde
klonlanir. Plazmidlerin ¢ogaltilmas1 E. coli gibi bakteriler ile gerceklesir. Boylece cDNA
kiitiiphaneleri olusturulmus olur. ¢cDNA kiitiiphanesi klonlar1 sekanslanir. Sekanslama
sonucunda elde edilen nukleotid sekanslari biyoinformatik yontemler ile analiz edilir.
EST’lerin sahip olmasi gereken minimum uzunluk ve siipheli niikleotid (N) sayisi
belirlenerek kalitesi kontrol edilir. Daha sonra bakteri ve vektoér kontaminasyonu sekanslardan

uzaklastirilir (Selzer vd., 2008).

Elde edilen ESTler farkli uzunluklardaki rastgele secilmis cDNA sekanslarmin bir
koleksiyonudur. EST’ler birbirleriyle ortiisen sekanslar1 olusturmak amaciyla hizalanir. Bu
yontemle olusturulan consensus dizinler (contig olusturan dizinler) diger EST’ler ile
kiyaslanarak benzer EST’ler birlestirilir. S6z konusu bu tekrarlayici islem sekans birlestirme
(Sequence Assembly) olarak bilinir. Bu sebeple CAP3 ve Phrap gibi programlar kullanilir.
Contigler birbirleriyle Ortiisen sekanslara sahip consensus dizilerden meydana gelirler.
Singletler ise, baska herhangi bir EST’ye benzemediginden contig seklinde
gruplastirilamayan tek sekanslardir (Selzer vd., 2008).
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Sekil 1.3: EST’ lerin siniflandirilmast

EST arastirmalarinin ¢ogu yeni genlerin saptanmasiyla sonuglanir. Fakat sadece cDNA’larin
sekanslanmasi1 bazi 6nemli kodlanmayan diizenleyici bolgelerin goz ardi edilmesine sebep
olur. Ayrica EST’lerin genin islevini belirtmek i¢in ¢ok kisa olduklart diisiiniiliir. EST ler
otomatik olarak olusturuldugundan diisiik kaliteli sekans elde edilebilir. Bu sebeplerden
dolay1 bircok EST veri bankasinin diisiik kaliteli olabileceginden korkulur. Biitiin bunlara
ragmen EST koleksiyonlari genom calismalari i¢in 6nemli yere sahip olup, ¢aligmalar bu

yonde hizla artmustir (Selzer vd., 2008).

EST’ler elde edildikten sonra sekanslarin NCBI tarafindan yonetilen GenBank adindaki veri
bankasinin onayma sunulur. Cok kisa bir siirede ¢ok sayida EST’nin bu veri bankasina
kaydedilmesi sebebiyle daha dnce bankaya bilgileri girilen bir sekansin varligini tespit etmek
zorlasinca bu sorunu ortadan kaldirmak i¢in NCBI arastirmacilart 1992 senesinde EST
koleksiyon merkezi olarak gelistirilen dbEST adindaki bir veribankasini kurdu. Bu veri
bankasinin yardimiyla EST’lerin diizenlenerek depolanmasi gerceklestirildi. Ayrica bu sayede
daha oOnce veri bankasma kaydedilen veya arastirilma asamasindaki EST’lere ulasmak

kolaylasti. Su an dbEST’de yaklasik 300 farkli organizmanin ESTleri de bulunmaktadir [9].
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2. MATERYAL METOD

2.1 HAYVAN MATERYALI

Calismamizda materyal olarak yerli koyun ki Kivircik koyunu kullanilmustir. Istanbul
Universitesi Veteriner Fakiiltesi ciftliginde bulunan tek bir koyundan dogumdan bir hafta
once ve dogumdan sonra 18-36. saatler arasinda biyopsi yontemi ile meme dokusundan doku

ornekleri alinmastir.
2.2 KULLANILAN KiTLER

RNA izolasyonu icin RNeasy kiti (Qiagen), mRNA izolasyonu icin Oligotex mRNA
(Qiagen), cDNA kiitiiphanesi olusturmak i¢in ise CloneMiner cDNA Library Contruction Kit
(Invitrogen) kullanilds.

2.3 RNA iZOLASYONU

RNA izolasyonu Qiagen RNeasy kiti kullanildi. Dogum oOncesinde ve dogum sonrasinda
alinan dokulardan ayr1 ayr1 total RNA izolasyonu yapildi. 0,377 gr ve -80 °C’de bekletilen
dogum oncesinde alinan doku 3 ml Lysis Reagent ilave edilerek rotor-stator tipindeki
MICCRA D-1 marka homojenizatérle homojenize edildi. Ayni sekilde 1,316 gr olan dogum
sonrast doku 13 ml Lysis Reagent ilave edilerek homojenizasyonu yapildi. Niikleoprotein
komplekslerin ¢oziilmesi i¢in homojenatlar oda sicakliginda 5 dakika bekletildi. 200 pl
kloroform eklenerek faz ayrimi i¢in 6n hazirlik yapildi. Homojenat oda sicakliginda 2-3
dakika bekletildikten sonra 4 °C‘de 12.000 devirde 15 dakika santrifiijlendi. Ornekler ii¢ faza
ayrildi. RNA’nin bulundugu {istteki renksiz kisim baska bir tiipe alinarak iizerine ayni
hacimde %70 etanol eklendi ve votekslendi. Bagka tiiplere yerlestirilen spin kolonlara
ornekler aktarildi ve 15 saniye 10.000 devirde oda sicakliginda santriftij edildi. Supernatant
atildi. Bu islem iki kere tekrar edildi. Kolonlara 700 pl Buffer RW1 eklendi ve 15 saniye
10.000 devirde santifiijlendi. Tekrar spin kolonlar iizerine 500 ul Buffer RPE eklendi ve 15 sn
10.000 devirde santrifiijlendi. Bu islem bir kez daha tekrar edildi. Kolonlar yeni tiiplere
alinarak iizerlerine RNase free water eklendi ve eliisyon i¢in 1 dakika 10.000 devirde

santrifiijlendi. izole edilen RNA’nin tamaminin eliie olmasi igin bu islem tekrarland.
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2.4 mRNA iZOLASYONU

mRNA izolasyonu i¢in Oligotex mRNA Spin Column (Qiagen) kiti kullanildi. Dogum 6ncesi
igin bir dogum sonrasi i¢in ii¢ tiipte bulunan RNA miktarlar1 her bir tiipte yaklasik 0,25 mg
oldugu diisiiniildii. Kit protokoliine gore drnekler 250 pl’ye Rnase-free water ile tamamlandi.
250 ul Buffer OBB ve 15 pl Oligotex Suspension eklenip ve pipetle karistirildi. Ornekler 3
dakika 70 °C’de su banyosunda inkiibe edilerek RNA’nin sekonder yapilarinin yikilmasi
saglandi. Oligotex‘in oligodT30 ve mRNA’nin polyA kuyrugu arasinda hibridizasyonun
gerceklesmesi igin Ornekler oda sicakliginda 10 dakika bekletildi. 2 dakika 13.000 rpm’de
satrifiijlendi ve siipernatant atildi. mRNA pelleti 400 ul OW2 ile karigtirildi ve kolona
uygulanarak 13.000 rpm’de 1 dakika santifiijlendi. Bu islem bir kez daha tekrarlandi.
Kolonlar yeni bir tiipe aktarilarak 70°C’deki Buffer OEB ilkinde 50 pl, ikincisinde ise 20 pl
olarak kolona uygulanip pipet yardimiyla karigtirildi. 13.000 rpm’de 1 dakika santrifiijlenerek
mRNA eliie edildi.

2.5 cDNA KUTUPHANESININ OLUSTURULMASI

Baslangic materyali olarak dogum oncesinde ve dogum sonrasinda alinan dokulardan elde
edilen mRNA’lar ile Invitrogen CloneMiner kiti kullanilarak iki farkli kiitiiphane olusturuldu.
[k olarak primer reaksiyonu i¢in mRNA’nin bulundugu tiipe 1 pl Biotin-attB2-Oligo(dT)
primer ve 1 pl 10 nM dNTP eklendi ve pipetle karistirildi. 65°C’de 5 dakika inkiibe edildikten
sonra 45 °C’de 2 dakika sogutuldu. Ik zincir reaksiyonu i¢in 4 pl 5X First Strand Buffer, 2 pl
0.1 M DTT eklenerek karistirildi. 45°C’de 2 dakika inkiibe edildi. Bdylece primer mRNA nin
polyA kuyruguna hibridize olmasi saglandi. 1 pl SuperScript 1I Revers Transcriptase enzimi
eklendi ve mRNA’nin kalip olarak kullanildigi cDNA’nin ilk zincir sentezi i¢in 45 °C’de 1
saat inkiibasyona birakild1. Ikinci zincir reaksiyonu i¢in 92 ul DEPC, 30 pl 5X Second Strand
Buffer, 3 ul 10 nM dNTPs, 1 pl E.coli DNA Ligaz, 4 ul E.coli DNA polimeraz I, 1 ul E.coli
Rnase H eklendi ve karistirildi. 16°C’de 2 saat bekletilerek E. coli DNA polimeraz I’in birinci
cDNA zincirini kullanarak ikinci zinciri sentezlemesi saglandi. Kor ucun olusturulmasi igin 2
ul T4 DNA Polimeraz eklenip karistirildiktan sonra 16 °C’de 5 dakika birakildi. Daha sonra
reaksiyonu durdurmak i¢in 10 pl 0.5 M EDTA ilave edilir. 160 pl fenol:kloroform:izoamil
alkol (25:24:1) orneklere eklenip elle galkalandi. Oda sicakliginda 14.000 rpm’de 5 dakika
santrifiij edildi. Ustteki renksiz faz baska bir tiipe alindi. CDNA’lar1 ¢dktiirmek igin 1 ul
Glikojen (20 pg/ pl), 80 ul 7,5 M NH40Ac, 600 pl %100 etanol eklendi ve -80°C’de 10
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dakika bekletildi. 4°C’deki santrifiijde 14.000 rpm’de 25 dakika santrifiijlendi. Stipernatant
atilip kalan cDNA pelleti yikanmasi i¢in {izerine %70 etanol eklendi ve 4 °C’deki santrifiijde
14.000 rpm’de 2 dakika santrifiij edildi. Stipernatant tekrar atilip yikama islemi tekrar edildi.
Supernatant atildiktan sonra 10 dk oda sicakliginda cDNA pelleti kurutuldu. Pelletin {izerine
18 ul DEPC eklenip pipetle karistirildi.

Cift zincirli cDNA’ nin 5 ucuna attB1 adaptdriiniin ligasyonu i¢in 10 pul 5X Adaptoér Buffer,
10 pl attB1 Adaptor, 7 pul 0.1 M DTT, 5 ul T4 DNA Ligaz eklendi. Pipetle hafifce
karistirildiktan sonra ligasyonun gergeklesmesi i¢in 16 °C’de 24 saat inkiibe edildi. Ligasyonu
durdurmak i¢in tiip 70°C’de 10 dakika birakildi.

mRNA (A
(T)p0-attB2-Biotin

(A)

n

First Strand Synthesis (T)pg-attB2-Biotin

Second Strand Synthesis -_I

attB2-Biotin

attB1 Adapter Ligation
cDNA Size Fractionation - -—l
attB1 attB2-Biotin

Sekil 2.1: cDNA kiitiiphanesinin olusturulmasinda mRNA’dan birinci ve ikinci zincir sentezi
ve adaptdr ligasyonu

Kolon kromatografisi i¢in kolonlarin igindeki %20’lik etanoliin tamami damlatilarak
kolonlarin yikanmasi saglandi ve 0.8 ml TEN buffer (10 mM Tris-HCI, ph 7.5; 0.1 mM
EDTA; 25 mM NaCl) kolona ilave edilip damlalarin hacmi ve damlalar arasi zaman
hesaplandi. Fraksiyon i¢in tiipler hazirland1 ve 100 pul TEN bufferla beraber inaktive edilmis
c¢DNA kolona uygulandi. Fraksiyon hacmi 600 pl’yi buluncaya kadar TEN buffer eklenmeye
devam edildi. Boylece kalan adaptorler kolon kromotografi ile ortamdan uzaklastiriimis oldu.
Fraksiyonun toplandig ilk birkag tiipte biiyiik boyutlu cDNA fragmentleri diger tiiplerde de
kiiciik boyutlu ¢cDNA fragmentleri oldugu diisiiniildiiglinden bu tiipler iki sekilde biraraya
getirilerek islemlere devam edildi. cDNA’lar1 ¢oktiirmek i¢in 1 pl Glikojen (20 pg/ ul),
c¢DNA hacminin yarist 7,5 M NH40Ac, cDNA hacminin 2.5 katt %100 etanol eklenip
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80°C’de 10 dakika bekletildi. 4°C’deki santrifiijde 14.000 rpm’de 25 dakika santrifiijlendi.
Stipernatant atilip kalan cDNA pelleti yikanmasi igin tizerine %70 etanol eklendi ve 4 °C’deki
santrifiijjde 14.000 rpm’de 2 dakika santrifiij edildi. Stipernatant tekrar atild1 ve yikama islemi
tekrar edildi. Supernatant atildiktan sonra 10 dakika oda sicakliginda cDNA pelleti kurutuldu.
Pelletin lizerine 4.5 pl TE buffer (10 mM Tris-HCI, pH 8; 0.1 mM EDTA) eklenip pipetle
karistirildi.

BP rekombinasyonu i¢in cDNA’ya 1 pl pDONR 222 (250 ng/ ul), 5X BP Clonase Reaction
buffer, 3 ul BP Clonase enzimi eklendi ve pipetlendi. Vektor ve cDNA’ nin birlestirilmesi
icin 25°C°de 20 saat bekletildi. Ornek alindiktan sonra BP Colonase enzimini inaktive etmek
icin 2 pl Proteinaz K eklenip ilk dnce 37 °C’de 15 dakika daha sonra 75°C’de 10 dakika
bekletildi. Rekombinant ¢cDNA’nin ¢okmesi igin tekrar etonol ¢oktiirmesi yapildi ve
sonrasinda 9 pl TE buffer eklendi.

Vektor-cDNA elektroporasyon icin 1.5 pl’lik hacimler seklinde tiiplere ayrildi. Uzerlerine 50
ul -80°C’de bekletilen E.coli DHI10B kompotent hiicrelerden eklenip CellJect Duo

kullanilarak elektroporasyon yontemi ile vektdr-cDNA konake1 hiicre i¢ine alind.

Elde edilen cDNA klonlar1 S.0.C mediumda 1 saat 37°C’ de inkube edildi ve uzerlerine
freezing media eklenerek -80°C” de saklandi.

2.6 KUTUPHANENIN KARAKTERIZASYONU

Olusturulan kiitiiphanelerden LB agar medium {izerinde bulastirilan koloniler tek tek rastgele
secildi ve 384 kuyucuk igeren petrilere alindi. Platelerden rastgele segilen dogum Oncesi
kiitiiphaneye ait 40 klondan ve dogum sonrasi kiitliphaneye ait 102 klondan alkali lizis
yontemi ile plazmid DNA’s1 izole edildi (Sambrook vd., 1989). Bu ydntemle kanamisin
iceren s1vi LB’ye klonlar bulastirildi ve galkalanarak 1 gece 37°C’ de inkiibasyona birakildi.
Daha sonra ependorf tiiplere alinip 4°C’de 7000 rpm’de 3 dakika santrifiijlendi. Hiicrelerin
¢cokmesi saglandiktan sonra supernatant uzaklastirildi. Kalan hiicre pelleti tizerine 100 pl (5
ml 1M glukoz, 2,5 ml 1M Tris HCI, 2 ml 0.5 EDTA, dH20) eklenip kuvvetlice vortekslendi.
1 pl RNaz ilave edildi ve 2 dakika buz tizerinde bekletildi. 200 ml (20 ml 1 m NaOH, 10 ml
%10 SDS, dH20) eklendi ve tiipler alt iist edilerek karistirildi. Buz iizerinde 5 dakika
bekletildi. Tekrar 150 ml (60 ml 5 M Potasyum asetat, 11,5 ml Glicial Asetik asit, 28,5 ml
dH20) ilave edildi ve vorteksle karistirildi. 4 dakika buz iizerinde bekletildi. 4 °C’ de 5
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dakika 13.000 rpm’ de santrifiijledi. Siipernatant yeni ependorf tiiplere alindi. Siipernatantin
yar1 hacmi kadar fenol, yar1 hacmi kadar da kloroform eklendi ve vortekslendi. +4°C’ de
13.000 rpm’de 2 dakika santrifiijlendi. Ustteki faz yeni tiiplere alind1 ve hacminin 1/10’u
kadar 3 M Na-asetat, 2 kat1 kadar da %100 etanol eklendi ve -20°C’de 1 saat bekletildi. +4°C’
de 13.000 rpm’de 15 dakika santrifiij edildi ve slipernatatnt atildi. Kalan pelletler iizerine %
70 Etanol eklendi ve +4 °C’ de 13.000 rpm’de 10 dakika santrifiij edildi ve tist faz atildu.
Alkol uguruldu. Her tiipteki pelletin iizerine TE buffer eklendi ve pipetle karistirildi. Insort
DNA varligin1 belirlemek i¢in %1 lik agaroz jel lizerinde 90 V’da 1 saat yiiriitiildii.

Insort biiyiikliigiinii belirlemek icin DNA’lar Bsp14071 restriksiyon enzimi ile kesildi. Bunun
icin her 13 ul DNA’ya 2 ul (1 hacim Bsp14701, 3 hacim 10X Buffer) eklendi ve +37°C’de
bir gece inkiibe edildi. %1 lik agaroz jel lizerinde 90 V’da 1 saat yiiriitiildii.

2.7 DIZIN ANALIiZi

Insort bityiikliikleri ve kaliteleri gozlendikten sonra 3072 klon dizi analizi i¢in 384 kuyucuga
sahip 8 plate Washington Universitesi Genom Dizileme Merkezi, WUSTL gonderildi. M13
universal primerleri kullanilarak PCR ¢ogaltimi i¢in kalip olarak kullanilan klonlar Genom
Dizileme Merkezi’nde ABI 3730 kapiler sequencer kullanilarak otomatik high-throughput

teknolojisi ile dizileme gerceklestiridi.

2.8 VEKTOR UZAKLASTIRMA

Phred, DNA sekanslarindaki baz izlerini okuyarak dizideki bazlara quality degerler atayan
base-calling yazilimidir. Base-calling dizileme, vektor ve adaptor dizilerinin uzaklagtirilmasi

islemidir (Ewing vd., 1998).

Cross-match, vektor uzaklastirmak igin kullanilan Phrap programi icinde bulunan ek bir

programdir. Bu program phred programu ile atilamayan vektorleri uzaklastirir [10].

Dizileme sonucu elde edilen kromatogram formatindaki 3072 klon Phred programi ile
FASTA formatina doniistiiriildii ve diisiikk degerli olan diziler belirlendi. Phred sonuglarina
gore yetersiz goriilen EST dizileri degerlendirmeden c¢ikarildi. Ardindan Phrap programi

igerisindeki vektor dosyasina c¢alismamizda kullanilan pDONR 222 vektoriiniin baz dizisi
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FASTA formatinda yazildi. Phrap programi iginde yer alan Cross-match uygulamasindan
sonra pDONR 222 vektoriine ait baz dizileri “X” seklinde ifade edildi ve bu kisimlar EST

dizilerinden tamamen silindi.
Phred ve Cross-match programlariyla EST 6n isleme asamasi tamamlandi.

2.9 EST DIZILERININ KONTROLU
Fragment birlestirme islemine gegmeden once Phred ve Cross-match programlariyla EST
dizilerinin vektdr ve adaptor gibi istenmeyen dizilerden arindigini kontol etmek i¢in NCBI

veritabanindaki Vecscreen programi kullanildi.

VecScreen, bir niikleotid dizisindeki vektor kokenli segmenti tanimlamak i¢in kullanilan bir
sistemdir. Bu program bir dizinin vektor tasiyip tasimadigini vektor dizilerine ait veritabani
ile karsilastirma yaparak belirlemektedir. Eger dizi igerisinde vektér kontaminasyonuna

rastlarsa vektor dizisinin yerini ve karakterizasyonunu belirlemektedir [11].
2.10 CONTIG OLUSTURMA

On isleme asamas1 tamamlanmis EST dizilerinin fragment eslestirme islemi CAP3 ve Phrap

programlariyla yapildi.

CAP3 programi, CAP sekans eslestirme programinin ii¢lincii neslidir (Huang, 1992). Phred
programinin olusturdugu baz quality degerlerini kullanir. Bu programin eslestirme algoritmasi
3 ana asamadan olusur. Ilk asama 5’ ve 3’ Kkalitesiz bolgelerin taninip kirpilmasi ve
ortiismelerin degerlendirilip hesaplanmasindan olusur. Ikinci asamada contigler olusturulur.
Son asama ise eslesmelerin olusturulmasi ve consensus dizilerin (contig olacak dizilerin) elde

edilmesi seklindedir (Huang ve Madan, 1999).

Phrap programi da Phred programinin olusturdugu baz quality degerlerini kullanan bir
fragment eslestirme programdir [10]. Ortiisme degeri (overlapping value) olarak farkl
degerlerin uygulanabildigi programda EST dizilerimiz en iyi sonu¢ veren 20 bp Ortiisme

degeri ile degerlendirildi.

Phred ve Cross-match programlari ile fragment birlestirme islemine hazir hale gelen dogum
oncesi ve dogum sonrasina ait EST’lere CAP3 ve Phrap programlar1 uygulanarak contigler

olusturuldu.
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2.11 CONTIGLERIN KONTROLU

CAP3 ve Phrap programlari ile yapilan fragment birlestirme islemlerinin sonuglari i¢in, Phrap
programi ile dizi Ortlismesini goriintiilemek ve diizenlemek i¢in tasarlanmis Linux tabanli
bilgisayarlarda calisabilen bir program olan Consed [10] kullanilmak istenmistir fakat

program Phrap ve CAP3 output dosyalarini agamadigi igin sonu¢ alinamamustir.

CAP3 ve Phrap programiyla elde edilen contig dizileri BEAP programiyla kontrol edilmistir.
BEAP programi olusturulan contiglerin EST igeriklerini ve EST’lerin oOrtiistiigli yerleri

gostermektedir.

BEAP programi, Koltes ve arkdaglari tarafindan gelistirilen CAP3 ve Phrap programlariyla
uyumlu olan bir programdir. Bu programlarin output dosyalari olan “.contig”, “.singlet” ve
“.ace” uzantili dosyalardan “.contig” uzantili dosya birlestirilmis EST dizinleri igermektedir.
.ace uzantili dosya ise, contig dizilerini ve contig dizilerinin incelenmesi i¢in kullanilacak
dosyalar1 icermektedir. Java ile gelistirilmis, Windows XP ve Linux isletim sistemlerinde

kullanilabilen BEAP programi, CAP3 ve Phrap ile olusmus .ace uzantili klasorii input olarak

kullanir (Koltes vd., 2009).

2.12 BLAST YONTEMIYLE FONKSiYONLARIN BELiRLENMESI

NCBI veritabant BLAST arama programi (Altschul vd., 1990) en popiiler dizi benzerlik
sorgulamasidir. BLAST ile diziler aras1 benzerlikler bulunarak fonksiyonlar tahmin edilebilir
(Koonin vd., 2000).

Elde ettigimiz EST’ler icin BLASTN analizi tek tek yapildi. Ayrica EST’ler i¢in BLAST2GO
programindan yararlanildi. BLAST2GO, FASTA formatinda girilen EST dizilerinin otomatik
olarak Blast analizini yapan ve analiz sonuglarint GO (Gene Ontology) (Ashburner vd., 2000)
sayesinde fonksiyonel olarak smiflandirarak genlerin kategorizasyonu saglayan bir

programdir (Conesa vd.,2005).

CAP3 programi ile olusan contigler i¢in ise hem BLASTN (niikleotid vertabani aragtirmasi)
hem de BLASTX ( protein veritabani ararstirmasi) analizleri tek tek yapilmistir. EST lerin ve
contiglerin vertabanlarinda kayith dizilerle karsilastirilmast yapilarak fonksiyonlari tahmin

edilmistir.
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2.13 SONUCLARIN GENBANK VERITABANINA GONDERILMESI

Sequin, NCBI tarafindan gelistirilen EST 6n isemleri tamamlandiktan sonra birlestirilmis ve
bir gen olma ihtimali olabilen contig dizilerinin GenBank veritabanina kaydedilmesini

saglayan bir gonderim (submit) programidir [12].

EST dizileri fragment birlestirme isleminden onceki sekilleriyle batch-sub@ncbi.nlm.nih.gov

adresine istenilen formatta gonderildi. Gonderilen EST’ler i¢in atanan accession numaralari

veritabanindan bize mail yoluyla ulagtirildi.
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3. SONUCLAR
3.1 ¢cDNA KUTUPHANELERININ KARAKTERIZASYONU

cDNA kiitiiphanelerinin olusturdugu klonlarin tasidigi insort biiylikliigli ve nonrekombinant

klon sayisinin belirlenmesi i¢in kiitiiphanelerin karakterizasyonu yapildi.

3.1.1 Dogum Oncesi Meme Dokusundan Hazirlanan Kiitiiphanenin Karakterizasyon

Sonuclari

CloneMiner kiti ile dogum oncesine ait mRNA’dan olusturulan ¢cDNA kiitliphanesinin
yapilan titrasyon analizi ile klon sayisi 3.6 x 10° olarak belirlendi. Bu kiitiiphaneden rastgele
secilmis 40 klondan alkali lizis yontemiyle plazmid DNA izolasyonu yapildi (Sekil 3.1-A).
Sadece 4 klonda insdrt DNA mevcut degildi. Buna gore dogum 6ncesi cDNA kiitliphanesinin
% 2.5 oraninda nonrekombinant klona sahip oldugu kabul edildi. Yapilan Bsp14071
restriksiyon enzim kesimlerinin sonucuna gore klonlarin insort biiyiikliigi 200 baz cifti ile
1500 baz gifti arasinda belirlendi (Sekil 3.1-B). Ayrica ortalama insért DNA biiyiikliigii ise
1.0 kb olarak hesaplandi.

Dogum oncesi kiitliphanesinden rastgele segilen 1536 adet klon EST koleksiyonu olusturmak

tizere dizin analizine gonderildi.

A)

650 750 700 550

e e

. "‘UJH
-

Sekil 3.1: Dogum oncesi plazmid DNA’larin jelde goriiniimii. A) Alkali lizis yontemiyle
plazmid DNA izolasyonu sonucu elde edilen DNA’lar. B) Plazmid DNA’larin Bsp14071

restriksiyon enzimiyle kesimi
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3.1.2. Dogum Sonras1 Meme Dokusundan Hazirlanan Kiitiiphanenin Karakterizasyon

Sonuclari

Dogum sonrasi meme dokusundan olusturulan ¢DNA kiitiiphanesi ise 4.2 x 10° klondan
olugmaktadir. Kiitiiphanenin rastgele secilmis 102 klonundan alkali lizis yontemi kullanilarak
plazmid DNA izolasyonu yapild: (Sekil 3.2-A). Izole edilen plazmid DNA’larin % 6 smin
nonrekombinant klon oldugu belirlendi. Plazmid DNA’larin Bsp14071 restriksiyon enzimi ile
kesilmesi sonucunda insért DNA biiyiikliikklerinin 200 baz ¢ifti ile 1500 baz ¢ifti arasinda
degistigi goriildii (Sekil 3.2-B). Insért DNA’larin ortalama biiyiikliigii ise 0.9 kb olarak

belirlendi.

Sekil 3.2: Dogum sonrasi plazmid DNA’larin jelde goriiniimii. A) Alkali lizis yontemiyle
plazmid DNA izolasyonu sonucu elde edilen DNA’lar B)Plazmid DNA’larin Bsp1407I1

restriksiyon enzimiyle kesimi

Dogum sonrast meme dokusuna ait kiitiiphaneden rastgele secilen 1536 adet klon dizin

analizine gonderildi.
3.2. BIYOINFORMATIK ANALIZLERI
3.2.1. EST’lerin hazirlanmasi ve Contig Olusturulmasi

Dizin analizi sonucu kromatogram dosyasi olarak elde edilen ham EST’ler 6nce Phred
programi ile FASTA formatina doniistiiriildii ve diisiik degerli olan diziler (programin
belirledigi TRIM degeri sifirdan kiigiik olanlar) belirlendi. Dogum &ncesine ait 1536 EST den
318 tanesi, dogum sonrasina ait 1536 EST’den 340 tanesi diisiik kaliteli olarak belirlendi.



20

Diisiik degerli diziler ayrildiktan sonra kalan dogum oOncesine ait 1218 EST ve dogum

sonrasina ait 1196 EST i¢in analizlere devam edildi.

Oncelikle vektdr ve adaptor dizi kontaminasyonunu 6nlemek i¢in Phrap programi icindeki
Cross-match programi ile EST’lerdeki vektor ve adaptor dizileri uzaklastirildi. Ardindan
VecScreen programi ile EST’de vektor ve adaptor dizi kalintis1 varligi kontrol edildi ve

herhangi bir vektér kontaminasyonuna rastlanmadi.

EST dizilerinin bp uzunluklart BLAST analizi sonuglarina gore incelendiginde; dogum o6ncesi
EST’lerde en kisa EST’nin 524 bp, en uzun EST’nin 1587 bp oldugu goriilmiistiir. Dogum
oncesi EST’lerin ortalama bp uzunlugu ise 1023 olarak hesaplanmistir. Ayn1 sekilde dogum
sonrast BLAST analiz sonuglar1 incelendiginde en kisa EST dizisinin 605, en uzun EST
dizisinin ise 1716 bp oldugu ve ortalama bp uzunlugunun ise 1026 bp oldugu bulundu
(Cizelge 3.1).

Cizelge 3.1: Dogum 6ncesi ve sonrast EST lerin uzunluk degerleri

EST Sayisi En kisa EST (bp) | Enuzun EST (bp) | Ortalama EST (bp)
Dogum Oncesi EST 1218 524 1587 1023
Dogum Sonras1 EST 1196 605 1716 1026

Vektor uzaklastirma isleminden sonra EST fragmentlerinin eslestirme islemi ise CAP3
programi ile yapildi. Bu programla EST’lerin birbirleriyle ortiisen kisimlari belirlenip
birlestirilerek contigler (birlesmis diziler) olusturuldu. CAP3 programi ile contig
olusturmayan singleton (Singlet) diye adlandirilan baska bir dizi ile ortiismeyen tek kalan
diziler de belirlenmis oldu. Dogum 6ncesi EST’ler ile olusturulan contiglerin sayis1 23 iken

singletlerin sayis1 da 1164 olarak belirlendi. Ayn1 sekilde dogum sonrasi EST’lerin ise 27

contig ile 1059 adet singlet olusturdugu saptandi (Cizelge 3.2).

Cizelge 3.2: CAP3 Programu ile elde edilen degerler

Dogum Oncesi

Dogum Sonrasi

EST Sayis1 1218 1196
Contig Sayisi 23 27
Singlet Sayisi 1164 1059

En Uzun Contig 1394 2068
En Kisa Contig 765 994
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CAP3 programi ile contigler olusturulurken hatali ortiismeleri ortaya ¢ikarmak i¢cin Consed ve
BEAP programu tercih edildi. CAP3 fragment eslestirme programi ile yaygin olarak kullanilan
Linux tabanli Consed programi denendi fakat sonu¢ alinamadi. CAP3 ile olusturulan contig
dizileri Consed ile ayni isleve sahip BEAP programi ile kontrol edildi. Contig dizilerini hangi
EST dizilerinin olusturdugu ve EST lerin ortiisme sekli BEAP ile tespit edildi (Sekil 3.3).

|| BEAP Graphics Display S0
File View Help

Choose an .ace file to upload. | Upload .ace File | Clear the file before uploading a new one. | Clear | Choose the contig to view. |Contig20 | v

00 bps 20 300 bps. 00 by 500 bps. 600 bps 700 800 900 000

Sekil 3.3: BEAP sonuclar1 dogum sonrast meme dokusundan elde edilen EST’lerin CAP3
programu ile birlestirilmesi sonucu 20. contigi meydana getiren EST’ler ve EST lerin oOrtiisme

sekli.

Contig olusturma iglemi alternatif bir program olan Phrap ile de yapildi. Phrap programi
ortiisen dizileri belirleyip birlestirilmesini saglayan bir fragment eslestirme programidir
(Ewing vd., 1998). En az 20 bp ortiisme degeri (overlapping value) belirlenebilen programda
EST dizilerimiz icin 20 bp ve iizeri benzerlik kabul edildi. Phrap programiyla olusturulan
contig sayilart CAP3 e gore artis gosterdi ve dogum oOncesi i¢in 158 olurken dogum sonrasi

icin 149 contig olarak belirlendi (Cizelge 3.3).

Cizelge 3.3: Phrap Programu ile elde edilen contig sayilari

Dogum Oncesi Dogum Sonrasi
EST Sayis1 1218 1196
Contig Sayisi 158 149

Phrap ile olusturulan contiglerin kontrolii i¢in de Consed programi denendi ama

calistirilmasinda yine basarili olunamadi. BEAP programiyla yapilan contiglerin kontrolii
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sonucunda bazi contig dizilerinin tek bir EST dizininden olustugu gdézlenmistir. Sekil 3.4°te
dogum oOncesi kiitiiphanesine ait EST’lerden Phrap programiyla olusturulan contiglerden
contig 1’in BEAP programiyla kontroliinde tek bir EST’den olustugu gosterilmistir. CAP3
fragment birlestirme programinin Phrap programina gore daha giivenilir olmasi1 sebebiyle

(Huang vd., 1999) calismamizda CAP3 programiyla olusturulan contig dizileri incelenmistir.

Contig?
0 bps 100 bps 200 bps 300 bps 400 bps 500 bps 600 bps 700 bps

U_TL-080730_DO_K3_plate1f09.h1

Sekil 3.4: Dogum 06ncesi EST’lerden Phrap programiyla olusturulan contigl dizisinin BEAP

programiyla kontrolii

3.2.2 BLAST Analizleri

Elde edilen EST ve contig dizilerinin GenBank veritabanindaki kaydedilmis dizilere
benzerliklerinin belirlenmesi ve olasi fonksiyonlarinin tahmin edilebilmesi i¢cin BLAST
programindan yararlanildi. BLAST programi en yaygin kullanilan dizi benzelik
sorgulamasidir. Farkli organizmalarla benzerliklerin karsilastirilabildigi BLAST ile olasi

fonksiyonlarda tahmin edilebilir.

yapilirken otomatik olarak BLAST analizini gergeklestiren bir program olan BLAST2GO ile
de benzerlik arastirmas: yapildi. Tek tek yapilan BLAST caligmasi sonuglar ile otomatik
olarak BLAST analizi ger¢eklestiren Blast2GO analizi sonuglarinda farkliliklar goriildi.

CAP3 programi ile elde edilen contigler i¢cin ise BLASTN ve BLASTX (Protein veritabani
benzerlik arastirmasi) tek tek yapildi.

Caligmamizda, dogum oncesi ve dogum sonrasi EST dizilerinin BLASTN analizlerinde ve
olusturulan contig dizilerinin BLASTN ve BLASTX analizlerinde veritabaninda en yiiksek

oranda benzerlik gosteren organizma ve fonksiyona ait sonu¢ degerlendirmeye alinmistir.

BLAST analizleri degerlendirilirken BLAST analiz sonu¢ sayfasindaki bilgilerden

faydalanilmaktadir. Sonug sayfasi 3 boliim igermekte, ilk boliim yapilan analiz hakkinda kisa
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bilgiler vermektedir. Ornegin Sekil 3.5-A’da ekran goriintiisii verilen contig 23’iin dizin
uzunlugunun 1266 oldugu goriilmektedir. Bunun altinda kalan kisim ise verdigimiz dizinin

benzerlik gosteren genomlar i¢gindeki yerini ve benzerliklerini grafiksel olarak sunmaktadir.

Ikinci boliim ise, inceledigimiz sekans ile onunla benzerlik gosteren farkli organizma
sekanslarini siralar ve her biri i¢in analiz sonuglarmi verir. Contig 23’de en fazla benzerlik
Bos taurus organizmasinin Apolipoprotein E geni ile olmustur (Sekil 3.5-B). Benzerlik
gosteren organizma ve fonksiyonla ilgili detaylara bakildiginda ise Accession Number,
veritabanindaki dizilerin taninmasini saglayan ve her bir dizi i¢in farkli olan numarayzi,
Description terimi, arastirilan dizinin veritabaninda benzerlik gosterdigi dizinin fonksiyonuna
ve ait oldugu organizmaya ait bilgileri, Query Coverage, karsilastirilan iki dizinin uzunluk
anlaminda ne derece birbirlerini kapsadiklarini ifade eder. E-value (Expectation Value),
karsilastirilan iki dizinin bir pozisyonda ayni niikleotide sahip olmasinin ne kadar rastlantisal
olabilecegi hakkinda bilgi veren degerdir. Maximum Identity ise, birbirleri arasinda benzerlik

tespit edilen iki dizi arasinda homolojinin derecesini ifade eder.

Son kisimda ise benzesen her dizi ile karsilastirmali olarak niikleotid seviyesinde benzerlikler

ifade edilir (Sekil 3.5 C).

|y e K
| (Sian In] [Reqiste

CBI/ BLAST/ blastn suite/ Formatting Results - TSKEA6F001S

Edit and Resubmit Save Search Strat > Formatting options P Download
Contig23
Query ID [cl|20799 Database Name nr
Description Contig23 Description All GenBank+EMBL+DDEBEJ+PDB sequences (but no EST,
Molecule type nucleic acid STS, GSS,environmental samples or phase 0, 1 or 2 HTGS
Query Length 1266 sequences)

Program BLASTN 2.2.22+ b Citation

Other reports: P Search Summary [Taxonomy reports] [Distance tree of results
¥ Graphic Summary

Distribution of 117 Blast Hits on the Query Sequence &

[Mouse-over to show defline and scores, click to show alignments ‘

Color key for alignment scores

<40 4050 [ B 80-200 >=200

Aueny I | 1 1 |
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Descriptions
Legend for links to other resources: m UniGene E GEO E Gene B Structure m Map Viewer

Sequences producing significant alignments:
{Click headers toc sort cclumns)
A A Descripti
BC102620.1 Bos taurus apolipeprotein E, mMRNA (cDNA clone MGC:127905 Ii
BT021053.1 Bos taurus apolipoprotein E (APOE), mRNA, complete cds
NM 173991.2 Bos taurus apolipoprotein E (APOE}, mRNA >emb|X64839.1| B.t
BC149667.1 Bos taurus cDNA clone IMAGE:8031513
BC134729.1 Bos taurus apolipoprotein E, mMRNA {cDNA clone MGC:157255 II

X61171.1 B.taurus mRNA for apolipoprotein E
DOS538523.1 Bos taurus apolipoprotein E gene, exon 4 and partial cds
AK232315.1 Sus scrofa mRNA, clone:L\WVR0O10018B07, expressed in liver

Alignments Select Al Get selected sequences Distance tree of results MW

>.!b BC102620.1 m Bos taurus apolipoprotein E, mRNA (cDNA clone MGC:127305 IMAGE:7362554),

complete cds
Length=1230

GENE ID: 281004 APOE | apolipoprotein E [Bos taurus] (10 or fewer PubMed links)

Score = 1420 bits (1574), Expect = 0.0
Identities = 997/1102 (S50%), Gaps = 36/1102 (3%)
Strand=Plus/Plus

Query 36 CTGCTCAATCCCGGAGGCGAAGGACGCGETTTCNCGGAGGCCAAGAGCGCGETTGECCAR
[ N N N e N NNy
Sbjct 3 CTACTCAACCCCGGAGGCGARGGACGCGETTTCT-GEGAGGCCAAGARCGCGETTGGCCAR

Query 96 TNCGCAAGCCAGARGATGAAGETTCNTGTGECTTGCCCTGETGETCGCECTTICNTGGCAG
LR e bbb b et
Sbjct &2 T-CGCARGCCAGARAGATGAAGETTIC-TGTIGGETTIGCCETGETIGETCGCECTTC-TGECAG

Query 156 GATGCCAGGCGGATATGNGAGGCAGAGCTCCGETCCCAGGAGCCCNCTGCCTCCGGAGCA
S e N N A e
Sbjct GATGCCAGGCGGATATG-GAGGGAGAGCTGEEEGCCCGAGGAGCCC-CTGACTACCCAGCA

Query GCCCCGEEENGCAGGRACAGCCAGCCTTEEEACCAGETNGCTEEECCECCTCTGEEATTAC
FEEEEEErr o rerrrre et beererrrer rerrrrrered
Sbjct GCCCCGGGG-GAAGGACAGCCAGCCTTGGEGAGCAGG-CGCTGGECCECTTICTGGGATTAC

Sekil 3.5: Dogum 6ncesine ait contig 23’iin BLASTN analizi sonucu NCBI veritaban1 web

sitesi gorlintiisii

3.2.2.1 Dogum Oncesi EST ve Contiglerin Blast Analizi Sonuclari

Dogum o6ncesine ait EST lerin tek tek yapilan BLASTN sonuglarina gore 1218 EST nin 151
tanesi %80 ve lizerinde GenBankta bilinen organizmalarin sekanslariyla homoloji gosterirken
1066 tanesi %80’nin altinda homoloji gostermistir. 1 tanesinin ise veritabaninda benzestigi

herhangi bir niikleotid dizisi olmamaistir.
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Fonksiyonlart bilinen 6nemli proteinlerin EST’lerde bulunma sayilart ve oranlar1 Cizelge

3.4’te verilmistir. EST’lerin BLASTN analizi sonuglar1 Ek 1’de verilmistir.

Cizelge 3.4: Genlerin % 80 ve lizerinde benzerlik gdsteren, %80°nin altinda benzerlik

gosteren ve tiim dogum oncesi EST’lerde bulunma sayilar1 ve oranlari

Genlerin Genlerin | Genlerin | Genlerin | Genlerin | Toplam
%80 ve %80 ve %80 alt1 | %80 alt1 | toplam EST’ler
tizeri tizeri homoloji |benzesen |EST’lerde |de
benzesen |benzesen |gosteren |EST’lerde |bulunma bulunma
EST’lerde |EST’lerde |EST’lerde |bulunma |sayist orant
bulunma  |bulunma |bulunma |orani (%) (%)
sayis1 orani (%) |sayist
Ribosomal protein 16 10,596 164 15,385 180 14,742
Translation factor
(elongation, initation 10 6,623 17 1,595 27 2,211
factor)
Transcription factor 1 0,662 7 0,657 8 0,655
Alpha S1 casein 2 1,325 4 0,375 6 0,491
Alpha S2 casein 0 0,000 2 0,188 2 0,164
Casein cappa 0 0,000 1 0,094 1 0,082
Beta casein 1 0,662 6 0,563 7 0,573
Beta-lactoglobulin 0 0,000 28 2,627 28 2,293
Immunoglobulin
(gamma 1, light,heavy 6 3,974 29 2,720 35 2,867
chain)
IgA 1 0,662 2 0,188 3 0,246
IgG 1 0,662 2 0,188 3 0,246
MHC class | (antigen, 2 1,325 21 1,970 23 1,884
protein gene)
MHC ovar DR-Alpha 1 0,662 1 0,094 2 0,164
MHC class Il gene 0 0,000 2 0,188 2 0,164
Amyloid beta 1 0,662 9 0,844 10 0,819
Amyloid A3.2 0 0,000 9 0,844 9 0,737
Beta-2-microglobulin 0 0,000 5 0,469 5 0,410
Lactoferrin 0 0,000 1 0,094 1 0,082
Clathrin 2 1,325 0 0,000 2 0,164
Tumor necrosis factor 0 0,000 3 0,281 3 0,246
Chemokine 1 0,662 2 0,188 3 0,246
Transforming growth 1 0,662 0 0,000 1 0,082
factor
Endothelial growth 0 0,000 1 0,094 1 0,082
factor
Fatty acid
synthase(FASN) 1 0,662 7 0,657 8 0,655
Apolipoprotein A 0 0,000 1 0,094 1 0,082
Apolipoprotein E 0 0,000 2 0,188 2 0,164
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Actin (ACTRS, beta, 2 1,325 6 0,563 8 0,655
gamma chain)

Myosin 0 0,000 2 0,188 2 0,164
Vimentin 0 0,000 1 0,094 1 0,082
Ezrin (EZR) 1 0,662 0 0,000 1 0,082
Cingulin 0 0,000 1 0,094 1 0,082
Keratin 0 0,000 3 0,281 3 0,246
Caspase 1 0,662 0 0,000 1 0,082
Clusterin 0 0,000 1 0,094 1 0,082
Annexin (Al, A7, All) 1 0,662 4 0,375 5 0,410
Ferritin 1 0,662 0 0,000 1 0,082
Non-metastic cell, 0 0,000 2 0,188 2 0,164
protein

Lysophosphatidylcholin 4 2,649 1 0,094 5 0,410
e acyltransferase 4

Ubiquitin 3 1,987 13 1,220 16 1,310
Endothelial

differentiation-related 0 0,000 2 0,188 2 0,164
factor 1

L|sosomal-asso_3|ated 1 0,662 1 0,094 5 0,164
membran protein

Thymosin beta (4,10) 0 0,000 9 0,844 9 0,737
Solute carrier protein

(family 25, 31, 37, 12, 9, 2 1,325 11 1,032 13 1,065
29, 39, 24)

Hepsin 0 0,000 1 0,094 1 0,082

Cizelge 3.4’ te belirtilen dogum 6ncesi EST lerin BLASTN analiz sonuglarindan elde edilen
verilere gore 1218 EST nin 180 tanesi proteinlerin sentezinde gorev alan ve ribozomlarin alt
birimlerini olusturan (Nakamichi vd., 1986) “ribosomal protein” lerden, 27 tanesi
translasyonda baglama ve uzama faktorleri olan “translation factor (initation, elongation

factor) ” den, 8 tanesi ise transkripsiyon faktorlerinden olusmustur.

Siitte bulunan proteinler incelendiginde; EST’lerden 16 tanesinin primer siit proteinleri olan
(Jolles vd.,1974; Ferranti vd., 1995) “alpha S1 casein”, “alpha S2 casein”, “beta casein” ve
“casein kappa” oldugu, 28 tanesinin siitte bulunan whey proteinlerinden (Kolde ve Braunitzer,

1983) “beta-lactoglobulin (BLG)” oldugu goriilmiistiir.

Savunma sistemi ile ilgili genlerden EST’lerde “Immunoglobulin (gamma 1, light, heavy
chain)” 35 tane, “IgA” 3 tane, “IgG” 3 tane, antijen tanitim1 genleri igeren (Trowsdale vd.,
1990) “MHC class I (antigen, protein gene)” 23 tane , “MHC class II gene” 2 tane, “MHC
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Ovar DR alpha” 2 tane, hepatositler ve inflamatuar sitokinler tarafindan iiretilen akut faz
apolipoproteini olan (Lundmark vd., 2002) “amyloid (beta ve A3.2)” 19 tane, neredeyse tim
niikleuslu hiicrelerde MHC kompleksinin 6énemli bir komponenti olarak bulunan serum
proteini (Gussow vd., 1987) “beta-2-microglobulin” 5 tane, antimikrobiyal 6zelligi olan ve
dogustan gelen immiinitenin bir pargasi olan multifonksiyonel protein (Sanchez vd., 1992)
“lactoferrin” 1 tane, bagisiklik sisteminde endositoz siirecinde spesifik makromolekiilleri
yakalayan sitoplazmik vezikiillerin yapisinda bulunan protein (Kirchhaussen vd., 1977)
“clathrin (CLTA)” 2 tane, monositlerden salgilanan kanserli hiicrelerin yikiminda énemli rol
oynayan sitokin (Shirai vd., 1985) “tumor necrosis factor, alpha” 2 tane, immiin sistemde
hiicre go¢linli kontrol eden bir sitokin olan (Laing ve Secombes, 2004) “chemokine” 3 tane
bulunmustur. Ayrica biiylime faktorlerinden “transforming growth factor” 1 tane, “endothelial

growth factor” 1 tane bulunmaktadir.

EST’lerin 8 tanesinde yag asid sentaz geni “fatty acid synthase (FASN)” bulunurken kandaki
lipoproteinlerde bulunan yiiksek gliserid igerikli lipoproteinlerin normal katabolizmasi i¢in
gerekli olan 6nemli bir protein (Breslow 1982) “apolipoprotein E” 2 tanesinde, yine lipid

metabolizmasinda kritik role sahip “Apolipoprotein A” ise 1 tanesinde gozlenmistir.

Okaryotlarda temel rolii olan hiicre iskeleti proteinlerinden (Sonneman,2006) “actin (beta,
gamma chain, ACTR8)” den 8, hiicre hareketliliginde ve membran trafiginde gérevi olan
“Myosin (light chain)” den 2, hiicreye esneklik saglayan ve hiicre iginde Kolesterol
tasinmasinda rol oynayan, hiicre iskeletinin yapisinda bulunan ara filaman protein (Mor-
Vaknin vd., 2003) “vimentin” den 1, hiicre aktin iskeleti ve hiicre membrani arasinda
baglayici rol oynayan plazma membran proteini (Pakkanen ve Vaheri,1989) “ezrin EZR” den
1, epitel hiicrelerde bulunan protein (Citi vd., 1988) “cingulin” den 1, sert viicut yapilarini
olusturan lifli protein (Hickman vd., 2003) “keratin (5,13)” den 3 tanesi benzesme

gostermistir.

EST’lerden 1 tanesinin apoptoziste 6nemli rol oynayan “caspase” la, 1 tanesinin de bir

apolipoprotein olan (Jones vd.,2002) “clusterin”le homoloji gosterdigi goriilmiistiir.

Ayn1 zamanda dogum Oncesi EST’lerin 9 tanesi terminal deoksiniikleotidil transferaz
aktivitesini saglayan, makrofajlarin go¢iinii engelleyen ve hipotalamik luteinizing hormon
(LH) salgisim1 uyaran (Clauss vd., 1981) “thymosin beta (4,10)”, 2 tanesi endotel hiicre
farklilasmasi ile ilgili (Dragoni vd., 1998) “endothelial differentation- related factor 1


http://tr.wikipedia.org/wiki/Kolesterol
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(EDF1)”, 13 tanesi tasiyici protein ailelerinden “solute carrier (family 25, 31, 37, 12, 9, 29,
39, 24)”, 1 tanesi intraseliiler demir depolama proteini (Brown vd., 1983) “ferritin”, 5 tanesi
kalsiyum araciligiyla fosfolipid membranlara baglanan protein ailesinden “Annexin (A1,A7,

All)” ile benzesme gostermistir.

6% M Bos taurus
M Ovis aries
Homo sapiens

H Diger

Sekil 3.6: Dogum 6ncesi EST’lerin GenBank’taki organizmalara benzerlik orani

Sekil 3.6’da BLASTN analizlerine gore dogum 6ncesi EST’lerin en ¢ok benzerlik gosterdigi
tirler sematik olarak gosterilmistir. 1218 EST dizisinin 783 tanesi Bos taurus tiiriine (%64),
122 tanesi kendi tiirii Ovis aries’e (%]10), 71 tanesi Homo sapiens’e (%6) benzerlik
gostermektedir. Bundan bagka Capra hircus, Macaca mulatta ve Equus caballus tiirlerine
benzerlik gosteren dizinlerde bulunmaktadir. GenBank’ta koyuna ait (Ovis aries) 335.950 dizi
varken Bos taurus organizmasina ait ¢ok daha fazla (1.559.485) dizi bulunmasindan (Nisan
2010, dbEST) ve ayni familyada bulunmalarindan dolayr Kivircik koyunu EST’lerinin en

fazla Bos taurus’a benzerlik gosterdigi diigtiniilmektedir.

Dogum o6ncesine ait EST dizilerinin BLAST analizleri disinda EST’lerden CAP3 programiyla
olusturulan contiglerin BLASTN ve BLASTX analizleri de tek tek yapildi. Contiglerin bp
uzunluklar1 ve BLASTN sonuglar1 Cizelge 3.5’te verilmistir.
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Cizelge 3.5: Dogum oncesine ait contiglerin BLASTN analizi sonuglari

Contig Accession Description Query  Evalue Max
Number coverage ident
Contig 1 BC134702.1 Bos taurus cDNA clone IMAGE: 7944277 56% 3,00E- 92%

164

Contig 2 BC102560.1 Bos taurus ribosomal protein S25, mRNA 45% 0.0 92%
(cDNA clone MGC:127761
IMAGE:7962930), complete cds

Contig 3 AC034139.7 Homo sapiens BAC clone RP11-67M24 from 59% 9,00E- 72%
4, complete sequence 91

Contig 4 BC133478.1 Bos taurus thymosin beta 4, X-linked, mMRNA 73% 0.0 94%
(cDNA clone MGC.:157367
IMAGE:8260878), complete cds

Contig 5 NM_00115933 Equus caballus clathrin, light chain (Lca) 85% 0.0 96%

4.1 (CLTA), mRNA >dbj|AB495091.1| Equus

caballus clc mRNA for clathrin light chain,
complete cds

Contig 6 XM_00124998 PREDICTED: Bos taurus similar to 83% 0.0 91%
7.2 eukaryotic translation elongation factor 1
alpha 1, transcript variant 1 (EEF1A1l),
mRNA
Contig 7 NM_00103746 Bos taurus ribosomal protein S19 (RPS19), 45% 0.0 93%
7.1 mRNA  >gh|BC108158.1f Bos taurus

ribosomal protein S19, mRNA (cDNA clone
MGC:133566 IMAGE:8056826), complete
cds

Contig 8 XM_867284.3 PREDICTED: Bos taurus similar to Calcium- 77% 0.0 94%
binding mitochondrial carrier protein Aralar2
(Mitochondrial aspartate glutamate carrier 2)
(Solute carrier family 25 member 13) (Citrin)
(SLC25A13), mRNA

Contig 9 X69797.1 O.aries mMRNA for immunoglobulin gammal 88% 0.0 87%
chain secreted form

Contig NM_00103478 Bos taurus ribosomal protein L32 (RPL32), 61% 0.0 94%

10 3.1 mRNA  >gh|BC102748.1] Bos taurus

ribosomal protein L32, mRNA (cDNA clone
MGC:127804 IMAGE:7963527), complete

cds
Contig NM_00102534 Bos taurus ribosomal protein L31 (RPL31), 47% 0.0 92%
11 1.2 mRNA  >gb|BC102125.1] Bos taurus

ribosomal protein L31, mRNA (cDNA clone
MGC:127011 IMAGE:7942112), complete
cds


http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=MHE7DV98016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=11&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=MHE7DV98016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=11&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=MHE7DV98016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=11&DISPLAY_SORT=0&HSP_SORT=0#sort_mark
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=134024819&dopt=GenBank&RID=MHE7DV98016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74354987&dopt=GenBank&RID=MHV4903R016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=18042346&dopt=GenBank&RID=MHV96EU901N&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=124829100&dopt=GenBank&RID=MHVDR2SA016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=226823334&dopt=GenBank&RID=MHVHPARF012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=226823334&dopt=GenBank&RID=MHVHPARF012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194687854&dopt=GenBank&RID=MHVRG5AT013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194687854&dopt=GenBank&RID=MHVRG5AT013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=82697364&dopt=GenBank&RID=MHVX5G6H012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=82697364&dopt=GenBank&RID=MHVX5G6H012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194666185&dopt=GenBank&RID=MHW25T0801N&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1268&dopt=GenBank&RID=MHW9YZ4401S&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77736512&dopt=GenBank&RID=MHWFPJDS013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77736512&dopt=GenBank&RID=MHWFPJDS013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75832126&dopt=GenBank&RID=MHWM3X9D013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75832126&dopt=GenBank&RID=MHWM3X9D013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=nucleotide&cmd=Display&dopt=nucleotide_unigene&from_uid=116004214&RID=MHWSGFUZ013&log$=unigenetop&blast_rank
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?db=nucleotide&cmd=Display&dopt=nucleotide_unigene&from_uid=149642622&RID=MHWXVPTD01S&log$=unigenetop&blast_rank
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Bos taurus ribosomal protein L13a
(RPL13A), mRNA >gh|BC103039.1] Bos
taurus ribosomal protein L13a, mMRNA
(cDNA clone MGC:128198
IMAGE:7984430), complete cds

Bos taurus ribosomal protein S7 (RPS7),
mRNA  >gb|BC146133.1]f Bos taurus
ribosomal protein S7, MRNA (cDNA clone
MGC:165697 IMAGE:8068046), complete
cds

Capra hircus serum amyloid A3.2 precursor,
MRNA, complete cds

Capra hircus ribosomal protein S18 (RPS18)
MRNA, complete cds

Ovis aries beta-lactoglobulin (BLG), mRNA
>emb|X04520.1] Ovine mRNA for beta-
lactoglobulin

Bos taurus ribosomal protein S11 (RPS11),
mRNA >gb|AY911366.1| Bos taurus clone
IMAGE:7961505 ribosomal protein S11
MRNA, complete cds
Capra hircus ribosomal protein S18 (RPS18)
MRNA, complete cds

Bos taurus endothelial differentiation-related
factor 1 (EDF1), mRNA >gb|BC102246.1|
Bos taurus endothelial differentiation-related
factor 1, mRNA (cDNA clone MGC:127033
IMAGE:7942128), complete cds

Sheep MHC class | protein gene, complete
cds

Bos taurus ribosomal protein L11 (RPL11),
mRNA  >gh|BC102524.1] Bos taurus
ribosomal protein L11, mRNA (cDNA clone
MGC:127967 IMAGE:7956291), complete
cds

Bos taurus ribosomal protein L7a (RPL7A),
mRNA  >gh|BC109810.1f Bos taurus
ribosomal protein L7a, mRNA (cDNA clone
MGC:133961 IMAGE:8043487), complete
cds

Bos taurus apolipoprotein E, mRNA (cDNA
clone MGC:127905 IMAGE:7962554),
complete cds

54%

68%

65%

73%

79%

47%

40%

74%

43%

64%

46%

87%

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

5,00E-
150

0.0

5,00E-
164

0.0

95%

93%

95%

95%

91%

92%

97%

88%

94%

92%

87%

88%


http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=116004214&dopt=GenBank&RID=MHWSGFUZ013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=116004214&dopt=GenBank&RID=MHWSGFUZ013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=149642622&dopt=GenBank&RID=MHWXVPTD01S&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=149642622&dopt=GenBank&RID=MHWXVPTD01S&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=147744633&dopt=GenBank&RID=MHX3E53T016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=147744668&dopt=GenBank&RID=MHX9Z010016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164366&dopt=GenBank&RID=MHXE6UZ4012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164366&dopt=GenBank&RID=MHXE6UZ4012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=66792923&dopt=GenBank&RID=MHXKY4B4013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=66792923&dopt=GenBank&RID=MHXKY4B4013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=147744668&dopt=GenBank&RID=MHXRZKPA012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78369499&dopt=GenBank&RID=MHXXKPPA012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78369499&dopt=GenBank&RID=MHXXKPPA012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=166001&dopt=GenBank&RID=MHY2KP14013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497633&dopt=GenBank&RID=MHY6RK50016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497633&dopt=GenBank&RID=MHY6RK50016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=94966838&dopt=GenBank&RID=MHYCYADW016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=94966838&dopt=GenBank&RID=MHYCYADW016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74355003&dopt=GenBank&RID=MHYJ8C3N016&log$=nucltop&blast_rank=1

31

Dogum oncesi contiglerin BLASTN analiz sonuglarindan elde edilen verilere gére 23 contigin
11 tanesinin GenBank veritabanindaki, ribozomlarin alt birimlerini olusturan ribozomal
proteinlerden S19, L32, S25, L13, S7, L31, S11, L11, L7A, S18 ile benzestigi goriilmiistiir
(Cizelge 3.5).

Cizelge 3.5’te goriilen diger contig benzesmeleri ise; contig 4 “thymosin beta 4”, contig 5
“clathrin (CLTA)”, contig 6 translasyon uzama faktorii “translation elongation factor alpha-
17, contig 8 “Calcium-binding mitochondrial carrier protein Ararlar2 (citrin)”’, contig 9
immunglobilin gamma 1 zinciri “immunglobulin gamma 1 chain”, contig 14 apolipoprotein
“serum amyloid A3.2 precursor”, contig 16 siitte bulunan whey protenlerinden “beta-
lactoglobulin (BLG)”, contig 19 endotel hiicre farklilagsmasi ile ilgili (Dragoni vd., 1998)
“endothelial differentation- related factor 1 (EDF1)”, contig 20 “MHC class 1 gene protein”,
contig 23 “apolipoprotein E” seklindedir.

Cizelge 3.6’da ise contiglerin bp uzunluklar1 ve ve ka¢ tane EST’den meydana geldikleri

verilmistir.

Cizelge 3.6: Dogum 6ncesi contiglerin bp uzunluklar1 ve olustugu EST sayisi.

C?\In:g Contig bp EST sayis1
1 768 4
2 1121 2
3 1049 2
4 860 2
5 1193 2
3] 1083 5
7 1171 4
8 1049 2
9 1394 2
10 842 2
11 1088 2
12 1239 2
13 1036 2
14 875 4
15 765 3
16 1032 4
17 1101 2
18 1297 2
19 1082 2
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20 890 2
21 965 2
22 1097 2
23 1288 3

BLASTN analizlerine gére dogum 6ncesi igin elde edilen contiglerin %65°1 Bos taurus tiiriine
benzerlik gostermektedir. %131 Capra hircus’a, %9’u Ovis aries’e, %5’1 Homo sapiens’e,

%1°1 Equus caballus’a, diger %1°1 ise koyuna benzerlik gostermektedir (Sekil 3.7).

4%

M Bos taurus

M Capra hircus
B Ovis aries

B Homo sapiens
M Equus caballus

m Sheep

Sekil 3.7: Dogum oOncesi contiglerin BLASTN sonuglarina gore GenBank’taki diger

organizmalarla olan benzerligi

Dogum Oncesi contiglerin niikleotid veritabani karsilagtirmasi olan BLASTN analizlerinin
yaninda BLASTX analizleri de yapild1 (Cizelge 3.7). BLASTX ile protein veritabanlarinda
verilen dizinin homologu aranir. Buna gore Cizelge 3.6’da verilen BLASTX analiz sonuglari
incelendiginde BLASTN sonuglarindan farkli olarak contig 3’iin hiicre hareketliliginde ve
membran trafiginde gorevi olan “Myosin-1", contig 17°nin varsayimsal bir protein olan
(Zarembinski vd., 1998) “hypothetical protein”, contig 20’nin ise dogustan gelen
immuniteden sorumlu proteinlerden (Li vd., 2004) “alpha-2 macroglobulin domain-containing

protein” ile benzerlik gosterdigi goriilmiistiir.
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Cizelge 3.7: Dogum oncesine ait contiglerin BLASTX analizi sonuglari

Contig
Number

Contig 1

Contig 2

Contig 3

Contig 4

Contig 5

Contig 6

Contig 7

Contig 8

Contig 9

Contig 10

Contig 11

Contig 12

Contig 13

Contig 14

Contig 15

Contig 16

Accession

CAGO00919.1

XP_536549.2

XP_001095126.1

XP_001089690.1

NP_001152806.1

XP_850227.1

XP_533657.2

XP_001088340.1

CAA49451.1

XP_532633.2

XP_851916.1

NP_001070466.1

CAA40177.1

AAF77630.1

XP_001085646.1

AAA31510.1

Description

unnamed protein product [Tetraodon
nigroviridis]

PREDICTED: similar to 40S ribosomal
protein S25 [Canis familiaris]

PREDICTED: similar to Myosin-1
(Myosin heavy chain D) (MHC D)
[Macaca mulatta]

PREDICTED: similar to thymosin, beta 4
[Macaca mulatta]

clathrin, light chain (Lca) [Equus
caballus] >dbj|BAH56384.1| clathrin light
chain [Equus caballus]

PREDICTED: similar to eukaryotic
translation elongation factor 1 alpha 1
isoform 1 [Canis familiaris]
>ref|[XP_861012.1| PREDICTED: similar
to eukaryotic translation elongation factor
1 alpha 1 isoform 2 [Canis familiaris]

PREDICTED: similar to ribosomal
protein S19 [Canis familiaris]

PREDICTED: solute carrier family 25,
member 13 (citrin) [Macaca mulatta]

immunoglobulin gamma-1 chain [Ovis
aries]

PREDICTED: similar to 60S ribosomal
protein L32 [Canis familiaris]

PREDICTED: similar to ribosomal
protein L31 [Canis familiaris]

60S ribosomal protein L13a [Bos taurus]
>sp|Q3SZ90.3|RL13A_BOVIN

RecName: Full=60S ribosomal protein
L13a >gb|AAI03040.1| Ribosomal protein
L13a [Bos taurus]

ribosomal protein S8 [Rattus norvegicus]

serum amyloid A protein [Bos taurus]

PREDICTED: similar to ribosomal
protein S18 [Macaca mulatta]

beta-lactoglobulin [Ovis sp.]

Query
coverage

24%
38%

7%

22%

54%

73%

43%

62%

85%

55%

25%

50%

57%
49%

59%

49%

E value

2.2

1,00E-09

0.74

2,00E-06

2,00E-31

5,00E-09

2,00E-13

5,00E-23

2,00E-34

3,00E-21

7,00E-11

1,00E-17

3,00E-10

8,00E-16

5,00E-13

3,00E-08

Max
ident

37%

36%

100%

69%

47%

35%

42%

43%

34%

52%

51%

42%

34%

44%

43%

39%


http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SYZ2ABP4016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SYZ2ABP4016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SYZ2ABP4016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=0&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SYZ2ABP4016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=3&HSP_SORT=3#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SYZ2ABP4016&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=3&HSP_SORT=3#sort_mark
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=47214871&dopt=GenPept&RID=SYZ2ABP4016&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=73955048&dopt=GenPept&RID=SYZ5N4MF01S&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=109074411&dopt=GenPept&RID=SYZH618W01S&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=109078382&dopt=GenPept&RID=SYZJPEV4012&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=226823335&dopt=GenPept&RID=SYZPRWNT01N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=74007871&dopt=GenPept&RID=SYZUCMZE014&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=73948285&dopt=GenPept&RID=SZ000M7G012&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=109067461&dopt=GenPept&RID=SZ01JC9X012&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=388235&dopt=GenPept&RID=SZ05ED6T01N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=73978135&dopt=GenPept&RID=SZ07689B012&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=74002246&dopt=GenPept&RID=SZ0A8PR101S&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=116004215&dopt=GenPept&RID=SZ0BTN77014&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=57141&dopt=GenPept&RID=UPCF9R86012&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=8574568&dopt=GenPept&RID=SZ0H8B8101S&log$=prottop&blast_rank=5
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=109097924&dopt=GenPept&RID=SZ0PE197016&log$=prottop&blast_rank=3
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=165839&dopt=GenPept&RID=SZ0S39A2014&log$=prottop&blast_rank=1

Contig 17

Contig 18

Contig 19

Contig 20

Contig 21

Contig 22

Contig 23

Diger organizmalara benzerlik arastirildiginda Sekil 3.8’de goriildiigli gibi dogum Oncesi
contiglerin BLASTX analizlerinde contiglerin %22’sinin “Macaca mulatta” ya, %17 sinin
“Canis familiaris”’e, %13 iinlin “Bos taurus”a, %13 liniin “Mus musculus™a, %13’liniin de
“Ovis aries’e benzedigi goriilmistiir. Kalan %?26’lik kismin ise diger organizmalarla

benzestigi saptanmistir. BLASTX analizlerinde dogum oOncesi contiglerin en ¢ok benzestigi

EFB23939.1

XP_001099031.1

XP_537793.2

YP 001866665.1

XP_001480238.1

XP_001476975.1

AAX09070.1
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hypothetical protein PANDA_006272
[Ailuropoda melanoleuca]

PREDICTED: similar to ribosomal
protein S18 isoform 1 [Macaca mulatta]
>ref|[XP_001099137.1] PREDICTED:
similar to ribosomal protein S18 isoform
2 [Macaca mulatta]
>ref|XP_001099240.1| PREDICTED:
similar to ribosomal protein S18 isoform
3 [Macaca mulatta]

PREDICTED: similar to endothelial
differentiation-related factor 1 isoform
alpha [Canis familiaris]

Alpha-2-macroglobulin domin-containing
protein [Nostoc punctiforme PCC 73102]

PREDICTED: similar to ribosomal
protein L11 [Mus musculus]
>ref|[XP_001475458.1| PREDICTED:
similar to ribosomal protein L11 [Mus
musculus] >gb|EDL11957.1] mCG11809
[Mus musculus]

PREDICTED: similar to Ribosomal
protein L7a [Mus musculus]

apolipoprotein E precursor [Bos taurus]
>gh|AAI02621.1| Apolipoprotein E [Bos
taurus]

43%

27%

42%

21%

56%

34%

68%

6,00E-15

4,00E-07

7,00E-16

2.8

8,00E-12

4,00E-07

1,00E-12

45%

46%

44%

38%

39%

43%

32%

organizmanin BLASTN analizlerinden farkli olarak Macaca mulatta oldugu goriilmiistiir.


http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=281348355&dopt=GenPept&RID=SZ0W8GS8012&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=109073771&dopt=GenPept&RID=SZ0Y1HJ501N&log$=prottop&blast_rank=5
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=73967496&dopt=GenPept&RID=SZ11J1KT016&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=149251925&dopt=GenPept&RID=SZ16M5N3014&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=149256849&dopt=GenPept&RID=SZ185FDV01N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=59858471&dopt=GenPept&RID=SZ1BZWCF01N&log$=prottop&blast_rank=2
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B Macaca mulatta
B Canis familiaris
M Bos taurus

B Mus musculus

M QOvis aries

m Diger

Sekil 3.8: Dogum 6ncesi contiglerin BLASTX sonuglarina gore GenBank’taki diger

organizmalarla olan benzerligi

3.2.2.2 Dogum Sonrasina Ait EST ve Contiglerin Blast Analizi Sonuclar:

Dogum sonrasina ait 1196 EST’nin BLASTN sonuglarina goére 268 EST %80 ve iizerinde,

923 EST %80’nin altinda veritabanindaki organizmalarin bilinen niikleotid dizilerine

homoloji gostermistir. 5 EST nin ise veritabaninda benzestigi bir fonksiyon olmamustir.

Cizelge 3.8: Genlerin % 80 ve lizerinde benzerlik gosteren, %80’ nin altinda benzerlik

gosteren ve tiim dogum sorasi EST’lerde bulunma sayilari ve oranlari

Genlerin | Genlerin Genlerin | Genlerin | Toplam |Toplam
%80 ve %80 ve %80 alt1  |%80 alt1 |EST’ler |EST’ler
lizeri tizeri benzesen |benzesen |de de
benzesen |benzesen |[EST’lerde |EST’lerde |bulunma [bulunm
EST’lerde [EST’lerde [bulunma |bulunma |sayist a orant
bulunma |bulunma |sayisi orant (%) (%)
sayisl orani (%)
Ribosomal protein 24 8,955 131 14,208 155 13,01
Translation factor 11 4,104 14 1518 | 25 | 2,10
(elongation, initation)
Transcription factor 3 1,119 3 0,325 6 0,50
Alpha S1 casein 57 21,269 79 8,568 136 11,42
Alpha S2 casein 19 7,090 39 4,230 58 4,87
Beta casein 32 11,940 42 4,555 74 6,21
Casein cappa 5 1,866 9 0,976 14 1,18
Beta-lactoglobulin 1 0,373 23 2,495 24 2,02
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Prealpha-lactalbumin 0 0,000 8 0,868 8 0,67
MHC (class I, 11 gene) 0 0,000 6 0,651 6 0,50
MHC ovar DR-Alpha 1 0,373 0 0,000 1 0,08
Immunoglobulin

(gammaL, light chain) 0 0,000 15 1,627 15 1,26
IgG 0 0,000 7 0,759 6 0,50
Amyloid (A3,

A3.3 Ad,APP) 1 0,373 6 0,651 7 0,59
Beta-2-microglobulin 2 0,746 5 0,542 7 0,59
Chemokine 1 0,373 0 0,000 1 0,08
Fatty acid synthase

(FASN) 0 0,000 5 0,542 5 0,42
Apolipoprotein D 0 0,000 1 0,108 1 0,08
Actin (beta, gamma 6 2,239 3 0,325 9 0,76
chain)

Myosin 1 0,373 1 0,108 2 0,17
Vimentin 1 0,373 2 0,217 3 0,25
Keratin 0 0,000 1 0,108 1 0,08
Collagen type 111, 1 0,373 7 0,759 8 | 067
alphal

Caspase 0 0,000 1 0,108 1 0,08
SCA'EBZB()BCLZL“’ 0 0,000 4 0434 | 4 | 034
Clusterin 0 0,000 2 0,217 2 0,17
Ezrin (EZR) 0 0,000 0 0,000 0 0,00
Annexin 1 0,373 0 0,000 1 0,08
Apolipoprotein A 0 0,000 0 0,000 0 0,00
Tumor necrosis factor 0 0,000 0 0,000 0 0,00
Thymosin beta (4,10) 0 0,000 5 0,542 5 0,42
Hepsin 0 0,000 0 0,000 0 0,00
Non-metastic cell, 0 0,000 0 0,000 0 0,00
protein

Lysophosphatidylcholin 0 0,000 9 0,217 5 0.17
e acyltransferase 4

Gonadothropin- 1 0,373 0 0,000 1 0,08
hormonogen

Solute carrier family

(25, 31, 37,12, 9, 29, 1 0,373 7 0,759 8 0,67
39, 24)

Clathrin 0 0,000 0 0,000 0 0,00
Llsosomal-asso_5|ated 0 0,000 1 0,108 1 0,08
membran protein

Cingulin 0 0,000 1 0,108 1 0,08
Ubiquitin 1 0,373 10 1,085 11 0,92
Casein kinase 2 0,746 1 0,108 3 0,25
Ferritin 1 0,373 2 0,217 3 0,25
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Dogum sonrasi EST dizilerin BLASTN analiz sonuglarindan elde edilen verilere gore, 1196
EST’nin %]13’li ribozomlarin alt birimlerini olusturan “ribosomal protein”lerle, %2’si
translasyon faktorlerinden “translation factor (initation, elongation)’lerle, %0,5’i

“transcription factor” leriyle benzesme gdstermistir.

Dogum oncesi EST’lerin %251 primer siit proteinleri olan “casein (alpha S1, alpha S2, beta,

% ¢
1

kappa)” lerden olusmus, bunlardan %11,4’ti “alpha S1 casein”, %4.,8’1 “alpha S2 casein”,
%6,2°s1 “beta casein” ve %]1,1’1 “casein kappa” olmustur. Siitte bulunan whey protenleri
(Kolde ve Braunitzer, 1983) “beta-lactoglobulin (BLG) ve alpha lactalbumin”den %2’si

“beta-lactoglobulin (BLG)”, %0,7’s1 “prealpha lactalbumin” ile benzesmistir.

EST dizilerinde savunma sistemi elemanlari incelendiginde %0,5’inin “MHC class (I, 1l
gene)”, %0,1’inin “MHC Ovar DR-Alpha”, %]1,8’inin ¢esitli immiinglobulinler, %0,6’s1
“Amyloid (A3, A3.3, A4, APP) ” protein bilesenleri, %0,6’sinin “beta-2- microglobulin”,

%0,08’inin “chemokine” oldugu goriilmiistiir.

EST dizilerinin %0,4’1 “fatty acid synthase (FASN)” den, %0,1’i “Apolipoprotein D” den

olugmasi1 yag metabolizmas1 hakkinda bilgi vermistir.

Hiicre iskeleti proteinlerinden “actin (beta, gamma chain,)” %0,8 , “Myosin” %0,2 |,
“vimentin” %0,25 , “keratin” %0,1 , deri ve i¢ organlarin ekstraseliiler matriksinin en 6nemli

proteini “collagen,type 11, alpha” %0,7 oraninda bulunmustur.

Apoptoziste rol oynayan “caspase” lar EST dizilerinin %0,4’iinli, “Bcl-2 (BCL2L14,
BAG3)” %0, 34’ini, “clusterin”in %0,2” sini olusturdugu saptanmustir.

Dogum sonrasma ait EST’lerde diger onemli genler incelendiginde ise; EST dizilerinin
%0,7’sinin tasiyici protein ailelerinden “solute carrier (family 25, 31, 37, 12, 9, 29, 39, 24)”,
%0,25’inin “ferritin”, %0,1’nin “Annexin”, %0,4’iniin “thymosin beta (4,10)”, %0,1’inin
“gonadotrophin hormone gene”, %0,1’i epitel hiicrelerde bulunan protein “cingulin”, ile

benzestigi gorilmiistiir.
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M Bos taurus
W Ovis aries

= Homo sapiens
2%
6%

M Capra hircus

m Diger

Sekil 3.9: Dogum sonras1t EST’lerin GenBank’taki organizmalara benzerlik orani

Dogum sonrasi EST’lerin BLASTN analizlerine gore; 1196 EST’nin %49’u Bos taurus
tirtine, %16’s1 Ovis aries’e, %6’s1 Homo sapiens’e benzerlik gostermektedir (Sekil 3.9).
Bundan bagka Capra hircus, Macaca mulatta ve Equus caballus tiirlerine benzerlik gosteren

diziler de bulunmaktadir.

Dogum sonrast EST dizilerinden CAP3 programiyla olusturulan contiglerin BLASTN

sonuclar1 ve Cizelge 3.9°da verilmistir.
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Cizelge 3.9.: Dogum sonrasina ait contiglerin BLASTN analizi sonuglar1

Contig Accession
Number

Contigl NM_001102005.1

Contig2 NM_001076831.1

Contig3 NM_001114515.1

Contig4 BC105315.1

Contig5 NM_001034047.1

Contig6  AC199502.1

Contig7  48181.3

Contig8  X59836.1
Contig9 NM_173893.3

Contig 10 NM_001009795.1

Contig 11 NM_001009363.1

Contig 12 NM_001009363.1

Description

Bos taurus sperm associated antigen 8
(SPAG8), mMRNA >gh|BC149514.1|
Bos taurus sperm associated antigen 8,
mRNA (cDNA clone MGC:157314
IMAGE:8574351), complete cds

Bos taurus collagen, type Ill, alpha 1
(COL3A1), mRNA >gh|BC123469.1|
Bos taurus collagen, type Ill, alpha 1,
mRNA (cDNA clone MGC:139882
IMAGE:8284510), complete cds

Bos taurus nuclear protein,
transcriptional regulator, 1 (NUPR1),
mRNA >gb|BC103251.1] Bos taurus
nuclear protein 1, mMRNA (cDNA clone
MGC:128797 IMAGE:7989513),
complete cds

Bos taurus eukaryotic translation
elongation factor 1 alpha 1, mRNA
(cDNA clone MGC:126913
IMAGE:7928985), complete cds

Bos taurus ribosomal protein S3
(RPS3), mRNA >gb|BC102090.1| Bos
taurus ribosomal protein S3, mRNA
(cDNA clone MGC:127206
IMAGE:7945675), complete cds

Monosiga brevicollis clone JGIACYI-
73F18, complete sequence

Muntiacus muntjak vaginalis clone
CH244-181H7, complete sequence

C.hircus mRNA for asl1-casein

Bos  taurus  beta-2-microglobulin
(B2M), mRNA >gbh|BC118352.1] Bos
taurus beta-2-microglobulin, mRNA
(cDNA clone MGC:140690
IMAGE:8275195), complete cds

Ovis aries alpha-Sl-casein (csnlsl),
MRNA >emb|X03237.1| Sheep mMRNA
for alpha-S1-casein

Ovis aries alpha-S2-casein
(LOC443383), mRNA >emb|X03238.1|
Sheep mRNA for alpha-S2-casein

Ovis aries alpha-S2-casein
(LOC443383), mRNA >emb|X03238.1|
Sheep mRNA for alpha-S2-casein

Query E
coverage value
79% 0.0
67% 0.0
58% 0.0
95% 0.0
82% 0.0
3% 9,00E-
06
17% 4,00E-
19
83% 0.0
79% 0.0
83% 0.0
86% 0.0
82% 0.0

Max ident

87%

86%

91%

90%

92%

80%

7%

89%
89%

91%

89%

90%


http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=MHZ2SZU501N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=11&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=MHZ2SZU501N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=11&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=MHZ2SZU501N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=11&DISPLAY_SORT=0&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=MHZ2SZU501N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=11&DISPLAY_SORT=0&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Nucleotides&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=MHZ2SZU501N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=11&DISPLAY_SORT=3&HSP_SORT=3#sort_mark
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=156120656&dopt=GenBank&RID=MHZ2SZU501N&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=116003880&dopt=GenBank&RID=MHZEFKEP016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=167583505&dopt=GenBank&RID=MHZJHV3A01N&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=86827650&dopt=GenBank&RID=MHZND43001N&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77404289&dopt=GenBank&RID=MJ08X1SU013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=128587097&dopt=GenBank&RID=MHZYZKRY01N&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=118142662&dopt=GenBank&RID=MJ0CCS47016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=953&dopt=GenBank&RID=MJ0FV1VP01N&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=110347591&dopt=GenBank&RID=MJ0M5UKD016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57526468&dopt=GenBank&RID=MJ0PWYZ9016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164370&dopt=GenBank&RID=MJ0VDMH001S&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164370&dopt=GenBank&RID=MJ0ZX2GJ016&log$=nucltop&blast_rank=1

Contig 13

Contig 14
Contig 15

Contig 16

Contig 17

Contig 18

Contig 19

Contig 20

Contig 21

Contig 22

Contig 23

Contig 24

Contig 25

Contig 26

Contig 27

BC133478.1

X16482.1
XM_881729.3

NM_001035445.1

BC109683.1

M94327.1

NM_001009795.1

NM_001009378.1

NM_001024541.1

BC102490.1

BC102789.1

BC133430.1

XM_001790296.1

AY948385.1

EF490455.1
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Bos taurus thymosin beta 4, X-linked,
mRNA (cDNA clone MGC:157367
IMAGE:8260878), complete cds

Sheep mRNA for beta-casein

PREDICTED: Bos  taurus  N-
ethylmaleimide-sensitive factor,
transcript variant 4 (NSF), mRNA

Bos taurus ribosomal protein S4, X-
linked (RPS4X), mRNA
>gb|BC102476.1| Bos taurus ribosomal
protein S4, Y-linked 2, mMRNA (cDNA
clone MGC:127573 IMAGE:7950762),
complete cds

Bos taurus ribosomal protein L27a,
mRNA (cDNA clone MGC:133578
IMAGE:8058503), complete cds

Bovine alpha s2 casein type A protein
(CASAS?) gene, exons 1-18

Ovis aries alpha-S1-casein (csnlsl),
mMRNA >emb|X03237.1| Sheep mRNA
for alpha-S1-casein

Ovis aries casein kappa (CSN3),
MRNA >emb|X51822.1| Sheep kappa-
Cn mRNA for kappa-casein

Bos taurus ribosomal protein S15
(RPS15), mMRNA >gb|AY911317.1|
Bos taurus clone IMAGE:7961456
ribosomal protein S15-like mMRNA,
complete cds

Bos taurus ribosomal protein SA,
mRNA (cDNA clone MGC:127394
IMAGE:7952265), complete cds

Bos taurus ribosomal protein S3A,
mRNA (cDNA clone MGC:127088
IMAGE:7943245), complete cds

Bos taurus ribosomal protein L6,
mRNA (cDNA clone MGC:148603
IMAGE:8113933), complete cds

PREDICTED: Bos taurus similar to
mCG10725 (LOC785691), mMRNA

Bubalus bubalis alpha S1 casein
mMRNA, complete cds

Ovis aries cell-line 1LL2
mitochondrion, complete genome

60%

79%
80%

84%

38%

66%

85%

80%

45%

50%

86%

71%

45%

82%

79%

0.0

0.0
0.0

0.0

0.0

3,00E-
167

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

0.0

94%

90%
92%

91%

93%

93%

93%

92%

94%

93%

91%

90%

95%

92%

95%


http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=124829100&dopt=GenBank&RID=MJ16E48H016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1210&dopt=GenBank&RID=MJ1A3BHU01S&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194676239&dopt=GenBank&RID=MJ1JFKKT016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78369407&dopt=GenBank&RID=MJ1R8RN6016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=83638539&dopt=GenBank&RID=MJ1UG7E9016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=162795&dopt=GenBank&RID=MJ1YTP17013&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57526468&dopt=GenBank&RID=MJ21FBT301S&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164380&dopt=GenBank&RID=MJ27633C012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=66792867&dopt=GenBank&RID=MJ2CYWFA016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=73587276&dopt=GenBank&RID=MJ2GF18K016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74267632&dopt=GenBank&RID=MJ2M18MZ016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=126717392&dopt=GenBank&RID=MJ2PWRBN012&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194673248&dopt=GenBank&RID=MJ2UE4ZK016&log$=nucltop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=61658243&dopt=GenBank&RID=T4DS2JCN014&log$=nucltop&blast_rank=4
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=158187291&dopt=GenBank&RID=MJ3NEXS3016&log$=nucltop&blast_rank=1

41

BLASTN analizi sonuglarina gére contiglerin homoloji  gosterdigi  fonksiyonlar
incelendiginde; contig 5, contig 16, contig 17, contig 21, contig 22, contig 23 ve contig 24’lin

ribozomal proteinlerle benzestigi goriilmiistiir.

BLASTN sonuglarina gore en ¢ok benzerlik gosteren protein kazeindir. Onemli bir siit
proteini olan kazein (Dayhoff 1976) tiirleri, contig 8’de “as-1 casein”, contig 10’da ““alpha-
Sl-casein”, contigl1’de “alpha-S2-casein”, contig 12’de “alpha-S2-casein” contig 12’ de
“beta-casein”, contig 18’ de “alpha S2 caseintype A protein”, contig 19°da “alpha-S1-casein”,

contig 20’de “casein kappa”, contig 26’da “alpha-S1-casein” olarak gortilmiistiir.

Benzerlik gosteren diger fonksiyonlara bakildiginda ise, contig 1 sperm membran proteini
olan (Liu vd., 1996) “sperm associated antigen 8”, contig 2 extraseliiler matriksin 6énemli bir
komponenti olan (Liu vd., 1997) “collogen type IlII, alpha 17, contig 3 bir niikleer protein
“nucleer protein, transcriptional regulator”, contig 4 translasyon faktorii “translation
elongation factor alpha-1”, contig 9 neredeyse tiim niikleuslu hiicrelerde MHC kompleksinin
onemli bir komponenti olarak bulunan bir serum proteini (Gussow vd., 1987) “beta-2-
microglobulin”, contig 13 ”thymosin beta 4”, contig 15 golgi membranlarinda inaktive olmus
vezikiiler transportu aktive eden (Glick ve Rothman, 1087) “N-ethylmaleimide-sensitive

factor, transcript variant 4” ile benzerlik géstermistir.

Contiglerin igerisinde sadece 1’inin veritabaninda homoloji gosterdigi bir fonksiyon

bulunmamastir.

Cizelge 3.10: Dogum sonrasi contiglerin bp uzunluklar1 ve olustugu EST sayisi.

Contig No | Contigbp | EST sayisi
1 1015 2
2 1332 2
3 1039 3
4 1992 10
5 1074 2
6 2068 2
7 1031 2
8 1072 3
9 1383 2
10 1283 5
11 1042 4
12 1071 13
13 1048 2
14 1487 21
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15 1116 2
16 1088 2
17 1361 2
18 1054 2
19 994 2
20 1105 3
21 1060 2
22 1318 2
23 1069 2
24 1150 2
25 1079 2
26 1439 38
27 1059 3

BLASTN analizlerine gore dogum sonrasina ait contiglerin en ¢ok benzerlik gosterdigi
organizma Bos taurus (%59), ikinci organizma ise kendi tiirii olan Ovis aries’tir (%22). Diger

organizmalarla olan benzesme oranlari sekil 3.10°da verilmistir.

4% 4% 11%

W Bos taurus

m Ovis aries

[ Bubalus bubalis
M Capra hircus

W Diger

Sekil 3.10: Dogum sonrasi contiglerin BLASTN sonuglarina gére GenBank’taki diger

organizmalarla olan benzerligi

BLASTX sonuglar1 fonksiyon bakimindan BLASTN sonuglariyla karsilastirildiginda contig
17, contig 18, contig 21 ve contig 27 disindaki contiglerin ayn1 fonksiyona sahip oldugu tespit
edilmistir. Contig 17’nin Bos taurus’un “ORF (Open reading frame)” bdlgesi, contig 21’in
endokrin pankreas tiimorlerinden (Miani vd., 1993) “Insulinoma protein”, contig 27’nin
“ATPase subunit 6” ile benzerlik gosterirken, contig 18’in veritabanindaki herhangi bir

fonksiyonla benzesmedigi goriilmiistiir (Cizelge 3.11).
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Cizelge 3.11: Dogum sonrasina ait contiglerin BLASTX analizi sonuglari

Contig
Number
Contig 1

Contig 2

Contig 3

Contig 4

Contig 5

Contig 6

Contig 7

Contig 8

Contig 9

Contig 10

Contig 11
Contig 12
Contig 13

Contig 14

Contig 15

Contig 16

Contig 17

Contig 18
Contig 19

Accession

NP_001095475.1

ABK®88272.1

NP_001107987.1

XP_851320.1

EDL16390.1

XP_001882785.1

XP_954699.1

ACR58469.1

ABP37877.1

NP_001009795.1

CAB94236.1

CAB94236.1

XP_001477701.1

AAA30430.1

XP_511626.2

EAW71815.1

CAA65760.1

Description

sperm associated antigen 8 [Bos taurus]
>gb|AAI49515.1] SPAG8 protein [Bos
taurus]

procollagen type 11 alpha 1 [Lama pacos]

p8 protein [Bos taurus] >gbJAAI03252.1
Nuclear protein 1 [Bos taurus]

PREDICTED: similar to eukaryotic
translation elongation factor 1 alpha 1 [Canis
familiaris]
ribosomal protein S3, isoform CRA e [Mus
musculus]

predicted protein [Laccaria bicolor S238N-
H82] >gb|EDR06413.1| predicted protein
[Laccaria bicolor S238N-H82]

Theileria-specific  sub-telomeric  protein,
SVSP  family  [Theileria  annulata]
>emb|CAI74019.1] conserved Theileria-
specific sub-telomeric protein, SVSP family
[Theileria annulata]

alpha-sl-casein variant precursor [Ovis
aries]

beta-2-microglobulin [Ovis aries]

alpha-S1-casein [Ovis aries]
>emb|CAA26982.1| alpha-S1-casein [Ovis
aries]

alpha s2-casein [Capra hircus]

alpha s2-casein [Capra hircus]

PREDICTED: similar to thymosin beta-4
[Mus musculus]

beta-casein precursor [Bos taurus]

PREDICTED: hypothetical protein [Pan
troglodytes]

ribosomal protein S4, X-linked, isoform
CRA_a [Homo sapiens]

ORF [Bos taurus]

No significant similarity found

NP_001009795.1

alpha-S1-casein [Ovis aries]
>emb|CAA26982.1| alpha-S1-casein [Ovis
aries]

Query
covera

ge
35%

15%

11%

71%

63%

9%

25%

59%

22%

49%

S57%
63%
12%

26%

74%

73%

35%

51%

E value

2,00E-07

2,00E-11

0.001

5,00E-24

7,00E-19

1.9

55

1,00E-13

6,00E-10

4,00E-18

6,00E-18
3,00E-04
6,00E-07

4,00E-07

2,00E-20

6,00E-33

6,00E-15

2,00E-15

Max ident

45%

93%

58%

33%

70%

33%

28%

39%

60%

42%

100%
32%
100%

55%

37%

47%

43%

39%


http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SZ1R67G101N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SZ1R67G101N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SZ1R67G101N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=4&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SZ1R67G101N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=0&HSP_SORT=0#sort_mark
http://blast.ncbi.nlm.nih.gov/Blast.cgi?CMD=Get&ALIGNMENTS=100&ALIGNMENT_VIEW=Pairwise&DATABASE_SORT=0&DESCRIPTIONS=100&FIRST_QUERY_NUM=0&FORMAT_OBJECT=Alignment&FORMAT_PAGE_TARGET=&FORMAT_TYPE=HTML&GET_SEQUENCE=yes&I_THRESH=&MASK_CHAR=2&MASK_COLOR=1&NEW_DESIGN=on&NEW_VIEW=yes&NUM_OVERVIEW=100&OLD_BLAST=false&PAGE=Translations&QUERY_INDEX=0&QUERY_NUMBER=0&RESULTS_PAGE_TARGET=&RID=SZ1R67G101N&SHOW_LINKOUT=yes&SHOW_OVERVIEW=yes&STEP_NUMBER=&WORD_SIZE=3&DISPLAY_SORT=3&HSP_SORT=3#sort_mark
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=156120657&dopt=GenPept&RID=SZ1R67G101N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=118420021&dopt=GenPept&RID=SZ1WK63301N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=167583506&dopt=GenPept&RID=SZ1XVABP01S&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=73960787&dopt=GenPept&RID=SZ21SGE401S&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=148684443&dopt=GenPept&RID=SZ246AU101N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=170103140&dopt=GenPept&RID=SZ2GNGV301S&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=84999956&dopt=GenPept&RID=SZ2JJYHE01S&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=238821256&dopt=GenPept&RID=SZ2P3EXC01N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=145207025&dopt=GenPept&RID=SZ2RR31M01S&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=57526469&dopt=GenPept&RID=SZ2V1PYE01S&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=8439287&dopt=GenPept&RID=SZ2Y21CV01N&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=8439287&dopt=GenPept&RID=SZ2ZWSUE01N&log$=prottop&blast_rank=3
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=149272386&dopt=GenPept&RID=SZ3600FJ01N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=162797&dopt=GenPept&RID=SZ38RH8M014&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=114666582&dopt=GenPept&RID=SZ3CSF7S01S&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=119592221&dopt=GenPept&RID=SZ3J0CVH01N&log$=prottop&blast_rank=4
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=1263104&dopt=GenPept&RID=SZ3P95G2016&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=57526469&dopt=GenPept&RID=SZ3UVN4K016&log$=prottop&blast_rank=1

Contig 20

Contig 21

Contig 22

Contig 23

Contig 24

Contig 25
Contig 26

Contig 27

Dogum sonrasi contiglerin BLASTN sonuglarindan farkli olarak BLASTX analizlerine gore
en ¢ok benzerlik gosterdigi tiir %26 benzerlik ile Ovis aries’tir. Bunu sirasiyla %22 ile Bos
taurus, %8 ile Capra hircus, %7 ile Homo sapiens, %4 ile Canis familiaris izlemistir (Sekil

3.11). Ayrica Mus musculus, Lama pacos, Equus caballus gibi organizmalarla da homoloji

NP_001009378.1

XP_001513459.1

XP_001497153.2

EAX04994.1

XP_001250790.1

XP_001253910.1

ACJ46472.1

ABW?22859.1

gosterdigi belirlenmistir.
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casein kappa precursor [Ovis aries]
>sp|P02669.2|CASK_SHEEP RecName:

Full=Kappa-casein; Flags: Precursor
>emb|CAA36122.1| unnamed protein
product

[Ovis aries]

PREDICTED: similar to insulinoma protein
(rig), partial [Ornithorhynchus anatinus]

PREDICTED: similar to ribosomal protein
SA [Equus caballus]

ribosomal protein S3A, isoform CRA g
[Homo sapiens]

PREDICTED: similar to ribosomal protein
L6-like [Bos taurus]

PREDICTED: similar to ribosomal protein
S25 [Bos taurus]

alpha s1 casein precursor [Ovis aries]

ATPase subunit 6 [Ovis aries]
>gb|ABW22872.1| ATPase subunit 6 [Ovis
aries] >gh|ABW22885.1| ATPase subunit 6
[Ovis aries] >gb|ABW22898.1| ATPase
subunit 6 [Ovis aries] >gb|ABW22911.1|
ATPase subunit 6 [Ovis aries]
>gb|ABW22924.1| ATPase subunit 6 [Ovis
aries]
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3,00E-08

8,00E-51

1,00E-07
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41%

44%

39%

41%

93%

93%
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=57164381&dopt=GenPept&RID=SZ3WYCP001N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=149641938&dopt=GenPept&RID=SZ40YMP401N&log$=prottop&blast_rank=3
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=194209702&dopt=GenPept&RID=SZ42J8KJ016&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=119625399&dopt=GenPept&RID=SZ45R9MV01N&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=119906919&dopt=GenPept&RID=SZ4B937T01S&log$=prottop&blast_rank=2
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=119912821&dopt=GenPept&RID=SZ4D3JYC01N&log$=prottop&blast_rank=1
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=213391435&dopt=GenPept&RID=T4DJE41K014&log$=prottop&blast_rank=9
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Protein&list_uids=158187241&dopt=GenPept&RID=SZ4RTH7A012&log$=prottop&blast_rank=1
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M Bos taurus

B Ovis aries

m Capra hircus

B Homo sapiens
B Canis familiaris

m Diger

Sekil 3.11: Dogum sonrasi contiglerin BLASTX sonuglarina gore GenBank’taki diger

organizmalarla olan benzerligi

3.3. SONUCLARIN GENBANK VERITABANINA KAYDEDILMESI

EST dizileri dbEST veritabanina kaydedilmek iizere batch-sub@ncbi.nlm.nih.gov adresine

istenilen formata gore gonderildi. Gonderilen EST’lerin GenBank tarafindan belirlenen

accession numaralart BLAST analizi sonuglari ile birlikte Ek 1°de belirtilmistir.

BEAP programindan elde edilen contig dizilerinin igerikleri olan EST dizileri ve bunlarin

accession numaralari ¢izelge halinde hazirlanmistir (Ek 2 ve Ek 3).


mailto:batch-sub@ncbi.nlm.nih.gov
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4. TARTISMA

Genom c¢alismalarinda genler hakkindaki bilgilere ulasmanin en kisa ve hizli yolu EST
calismalaridir [9]. EST’lerin dogru analiz edilmesi ¢alisma sonuglarinin giivenilirligi igin
olduk¢a oOnemlidir. EST sekanslar1 tekli sekanslamadan elde edlilir. Bu sekanslar ¢oklu
sekanslamadan elde edilenlere nazaran %3 kadar daha fazla hata orani1 gosterirler (Boguski
vd., 1993). Bu hatali veya diistik kaliteli EST i¢in 6n islem gerceklestirilir. Ayrica EST
sekanslarinda vektor, bakteriyel DNA veya RNA tekrar sekanslar1 ve adaptor sekanslar1 gibi
cesitli kontaminasyonlar da siklikla gozlenir (Hillier vd., 1996). Calismamizda cDNA’lardan
olusan ham EST’lerin 6n islemesi Phred ve Cross-match programlar1 kullanilarak yapildi.
Phred programi ile diisiik degerlikli EST dizileri belirlenip ayrilirken Cross-match ile EST
dizilerindeki vektor dizileri maskelenerek dizilerden uzaklastirilidi. Vektor, adaptor ve tekrar
sekanslart gibi kontaminasyonlarin EST dizilerimizde olup olmadigmin kontrolii igin

NCBI'in VecScreen programi kullanildi.

cDNA’lar1 olusturan EST’ler ayn1 gende olugsmasina ragmen, ayni genin farkli bolgelerinden
eksprese olan iirlinler klonlanmis olabilecegi gibi, genin farkli uzunluklarda fragmentleri
klonlanmig olabilir. Bu ylizden birlesmis EST’lerden meydana gelen contigler farkli olabilir.
Diger yandan bir¢ok memeli geninde alternatif kesme (splicing) ger¢ceklesmektedir. Bu islem
sonucunda da ayni genden elde edilen EST’ler farkli consensus dizilerini olusturabilirler

(Zhixi vd., 2005).

Calismamizda da islenmis EST dizilerinin Phrap ve CAP3 fragment eslestirme programlari ile
ortiisen baz dizileri belirlenip birlestirilerek gen olma olasilig1 olan contig dizileri meydana
getirilmistir. Phrap ile olusan contiglerin BEAP programi ile kontroliinde goriilen hatalar
sebebiyle bu contigler degerlendirilmeye alinmamig, CAP3 ile olusturulan contiglerle

calismamiz devam etmistir.

EST dizilerinden olusan cDNA kiitiiphanelert mRNA’larin izole edildigi donemde aktif olan
genler hakkinda bilgi verdigi i¢in (Dale ve Schantz, 2002) meme dokusunun farkli gelisim
evrelerindeki gen ekspresyonunun arastirilmasi i¢in olduk¢a dnemlidir. Benzer aragtirmalar
sayesinde organogenez, hiicre farklilagsmasi gibi fizyolojik siirecler hakkinda bilgi edinmek
miimkiindiir. Meme dokusundaki gelisim, cinsel gelisim ve tiremeye bagli olarak farkli
evrelerde gerceklesir. Bu asamalar, embriyonik, ergenlik Oncesi, ergenlik, hamilelik,

laktasyon ve involiisyon evreleridir. Yeni dogan koyunlarda meme dokusunda kiigiik
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duktuslar tam gelismemis sekilde bulunurken, ergenligin baslamasiyla duktlarda biiyiime
baslar. Ergenlik caginin ilerlemesiyle beraber duktus agaci olarak bilinen yap1 biitiin memenin
yagl kisminda dagilir. Duktuslarin ileri diizeyde dallanmas1 ve alveolar biiyiime hamilelikte
gozlenir ve dogumda had sathaya ulasir. Alveolar epiteldeki farklilasma gebeligin sonunda
stit salgilanmasinin baslanmasiyla son bulur. Meme epitelyum hiicrelerinin proilferasyon,
farklilasma ve apoptozis mekanizmalarinin diizenlenmesi olduk¢a karmasiktir. Meme
dokusunda s6z konusu fizyolojik siireclerin diizenlenmesi ile ilgili bazi hormonlar ve 6nemli
genler gibi farkli faktorler bulunmustur. Buradaki etkili genler hiicre-hiicre veya hiicre-

matriks etkilesiminde islevsel genlerdir (Rosen vd., 1999; Jaggi vd., 1999).

Calismamizda dogumdan bir hafta 6nce ve dogum sonrasinda kolostrumun en yogun
salgilandigi donemde alinan materyal ile iki farkli zamana ait cDNA kiitliphanesi
olusturularak Kivirctk koyununda kolostrumun salgilanmasinda etkili olan genlerin

belirlenmesi amaglanmustir.

Cizelge 4.1: Dogum oncesi ve dogum sonrast EST’lerde BLAST analizi sonucu ribosomal

proteinlerin, transkripsiyon faktorlerin ve translasyon faktorlerinin bulunma oranlari

Dogum Oncesi EST'lerde Dogum Sonras1 EST'lerde
Bulunma Orani (%) Bulunma Orani (%)
Ribosomal protein 14,74 13,01
Translation factor (elongation, initation) 2,21 2,10
Transcription factors 0,66 0,50

Tablo 4.1’ de goriildiigli gibi ribozomal proteinlerin dogum oncesi EST’lerde yaklasik %15
oraninda dogum sonrasi EST’lerde ise %13 oraninda bulundugu goriilmiistiir. Ayn1 sekilde
contiglerde ribozomla proteinin varligina bakildiginda dogum o6ncesi 23 contigin 11 tanesi,
dogum sonrasina ait 27 contigin sadece 6 tanesi ¢esitli ribozomal proteinlerle benzesmistir.
Laktasyon asamasinda yiiksek miktarda protein sentezi yapildigindan ribozom yapisina
katilacak olan proteinlerin ekspresyonu laktasyona hazirlik asamasi olan dogum Oncesi
evrede artmaktadir (Zhixi vd., 2006). Calismamizdaki ribozomal proteinlerin dogum 6ncesi
ve dogum sonrasinda bulunma oranlarindaki farklilik bunu desteklemektedir. Ayn1 zamanda
dogum oOncesinde trankrisiyonel ve translasyonel regiilasyonda islevsel olan genler yiiksek
miktarda eksprese olur (Zhixi vd., 2006). Bununla ilgili olarak dogum oncesi EST’lerin
%2,21°’1 dogum sonrast EST’lerin %2,1’1 translasyon faktorlerinden translasyon uzama ve

baslama faktorleriyle benzesmistir. Transkripsiyon faktorlerinin bulunma yiizdesi dogum
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oncesi EST’lerde % 0,66, dogum sonras1t EST’lerde ise %0,50°dir.

Cizelge 4.2: Dogum oOncesi ve dogum sonrasi EST’lerde BLAST analizi sonucu siit proteini

ve whey proteini genlerinin bulunma oranlar1

Dogum Oncesi Dogum Sonrasi
EST'lerde Bulunma EST'lerde Bulunma
Oran (%) Orani (%)

Alpha S1 casein 0,49 11,42

Beta casein 0,57 6,21

Casein cappa 0,08 1,18

Alpha S2 casein 0,16 4,87
Beta-lactoglobulin 2,29 2,02
Prealpha-lactalbumin 0 0,67

Toplam Casein 1,3 23

Dogum oncesinde siit iiretimi ger¢eklesmediginden siit iiretimi ile ilgili genlerin ekspresyonu
minimal diizeydedir. Siit protein genlerinin yani sira bu bilesenlerin biyosentez yolaklarinda
islevsel olan genler de diislik bir sekilde anlatim yaparlar. Dogum 6ncesi EST’lerin %1,3’i

kazeinlerden olusurken contiglerde kazein benzesmesine rastlanmamistir (Cizelge 4.2).

Dogum sonrasinda yani laktasyon doneminde 6zellikle kolostrumun salgilandig1 donemde siit
proteinleri ve onun bilesenlerinin biyosentezinde aktif olan genler yliksek miktarda anlatim
yaparlar. Bu calismada dogum sonrasi kolostrumun en yogun salgilandigi donemde
olusturulan EST’lerin %11,4’1 alfa-S1 kazeinden, %4,2’si alfa S2 kazeinden, %6,2’si beta-
kazeinden ve % 4,8’1 kappa kazeinden olusmustur. Toplamda EST lerin %231 kazeinlerden
olusmaktadir (Cizelge 4.2). Dogum sonrasma ait 27 contigden 9 tanesi de kazeinlerden
olusmaktadir. Dogum sonrast EST ve contiglerde kazein transkriptlerinin fazla olusu kazeinin

primer siit proteinlerinin %80’sini olusturdugu gercegini kanitlamaktadir (David vd., 1990).

%20’sin1

bilesenlerinden beta-laktoglobulin ve alfa-laktalbuminin de dogum sonras1 EST ve contiglerde

Cizelge 4.2’de gorildigi gibi siitiin - yaklasik olusturan whey proteini
anlatim1 yapildig1r goriilmiistiir. Buna gore EST’lerin %2’sini beta-laktoglobulin, %0,6’sinin

EST’lere bakildiginda 1ise beta-

Alfa-laktalbumin

alfa-laktalbumin olusturmaktadir.
22,2

Dogum Oncesi

laktoglobulinin oraninda benzerlik gosterdigi  saptanmustir.
ekspresyonuna rastlanmamistir. Ayrica dogum Oncesine ait contiglerin birinde de beta-

laktoglobulin benzerligi goriilmiistiir. Dogum 6ncesine ait EST ve contiglerde az miktarda siit
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proteinlerinin bulunmas1 meme epitel hiicrelerinin kiigiik bir kismimnin olgunlasmaya dogru

ilerledigi teorisini desteklemektedir (Robinson vd., 1995).

Cizelge 4.3: Dogum oncesi ve dogum sonrasi EST’lerde BLAST analizi sonucu savunma

sistemi ile ilgili genlerin bulunma oranlari

Dogum Oncesi Dogum Sonrasi
EST'lerde EST'lerde Bulunma
Bulunma Orani Orani (%)
(%)
Immunoglobulin (IgG, 1gA, chain) 3,50 1,85
Beta-2-microglobulin 0,41 0,59
Amyloid beta 0,82 0,00
Amyloid protein 2 0 0,08
Amyloid A3.2 0,74 0,00
MHC class | antigen gen 1,80 0,50
MHC ovar DR-Alpha, MHC class 1l gen | 0,49 0,08
Chemokine 0,25 0,08
Tumor necrosis factor 0,16 0,00
Clathrin 0,16 0,00
Lactoferrin 0,08 0
Transforming growth factor 0,08 0
Endothelial growth factor 0,08 0

Dogum 6ncesi donemde fetiise, dogum sonrasinda ise kolostrum vasitasiyla bir¢ok hastalik
etkenine karsi immiinite saglamak adina laktasyon Oncesi ve laktasyon sonrasi donemde
bagisiklik sistemi ile ilgili proteinler yaklasik ayni orandadir. Cizelge 4.3’te goriildiigii gibi
dogum oOncesi EST’lerde %3,5 oraninda immunglobulinler, %0,4 oraninda beta-2-
mikroglobulin, %0,8 oraninda Amiloid beta, %0,1 oranina “lactoferrin”, %0,25 oraninda
“chemokine”, %2 oraninda MHC proteinleri ekspresyonu olmustur. Dogum sonras1 EST lerin
immunglobulinler %1,8, MHC proteinleri %0,6 , Amiloid A %0,6 , kemokin %0,1 , beta-2-
mikroglobulin %0,6 oraninda anlatim yaptig1 goriilmiistiir. Ayrica dogum sonrasi EST ve
contiglerde rastlanmayan “clathrin” (klatrin) ve “tumor necrosis factor” dogum oOncesi
EST’lerde ikisi de %0,16 oraninda goriilmiistiir. Dogum oncesi contiglerde ise immun

sisteme ait bir proteine rastlanmamustir.

Yeni dogan icin savunma sistemi kompotentleri ne kadar 6nem arz ediyorsa biiyiime
faktorleri de oldukg¢a Onemlidir. Dogum o©ncesi EST’lerde biiytime faktorlerinden

“transforming growth factor” ve “endothelial growth factor” 1’er EST’de goézlenmistir
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(Cizelge 4.3). Biiyime faktorlerine dogum sonrasi EST’lerde rastlanmamistir. Ancak
kolostrumun salgilandig1 bu donemde biiylime faktorlerinin eksprese olmadigi diisiiniilemez,

bu tesadiifi bir sonugtur.

Cizelge 4.4: Dogum oOncesi ve dogum sonrast EST’lerde BLAST analizi sonucu yag

metabolizmasi ile ilgili genlerin bulunma oranlari

Dogum Oncesi
EST'lerde Bulunma

Dogum Sonrast
EST'lerde Bulunma

Orani (%) Orani (%)
Fatty acid synthase (FASN) | 0,66 0,42
Apolipoprotein A 0,08 0,00
Apolipoprotein D 0 0,08
Apolipoprotein E 0,16 0

Siit icerigindeki yag asitlerinin salgilanmasi i¢in laktasyon donemine yakin ve laktasyon
doneminde eksprese olan yag asitleri sentezinde islevsel olan protein kompleksi “fatty acid
sythase (FASN)” dogum oncesi EST’lerde %0,66 , dogum sonrast EST’lerde ise %0,42
oraninda bulunmustur. Ayrica dogum oOncesi EST’lerde lipid metabolizmasinda 6nemli
“Apolipoprotein E” %0,16 oraninda, “Apolipoprotein A” ise %0,1 oraninda anlatimi
yapilirken dogum sonras1 EST’lerde apolipoprotein olarak sadece “Apolipoprotein D %0,1
oraninda goriilmiistiir (Cizelge 4.4). Dogum 6ncesinde lipid metabolizmasina ait proteinlerin

daha fazla bulunmasi laktasyon evresine hazirlik olarak agiklanabilir.

Cizelge 4.5: Dogum oncesi ve dogum sonrasi EST’lerde BLAST analizi sonucu hiicre

yapisinda rol oynayan bazi genlerin bulunma oranlari

Dogum Oncesi Dogum Sonrasi
EST'lerde Bulunma | EST'lerde Bulunma
Orani (%) Orani (%)

Actin (beta, gamma chain) 0,66 0,76

Myosin 0,16 0,17

Vimentin 0,08 0,25

Cingulin 0,08 0,08

Keratin 0,25 0,08

Ezrin (EZR) 0,08 0,00

Collagen 0 0,67

Cizelge 4.5’te gosterildigi gibi hiicre iskeleti proteinlerinden aktin dogum 6ncesi EST’lerde

%0,66 oraninda bulunurken dogum sonras1 EST’lerde %0,76 oraninda bulunmaktadir. Hiicre
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hareketliliginde gorevi olan miyozin proteini ise dogum 6ncesi EST’lerde %0,16 oraninda
dogum sonras1 EST’lerde ise %0,17 oranindadir. Yine hiicre iskeletinde rol oynayan ve
hiicreye esneklik saglayan vimentin dogum oncesi EST’lerde %0,08 , do§um sonrasi
EST’lerde ise %0,25 oraninda bulunmaktadir. Ekstraseliiler matriksin énemli proteini olan
kollajen ise sadece dogum sonrasi EST ve contiglerde eksprese oldugu saptanmistir.
EST’lerde 90,67 oraninda bulunan “collagen type III, alpha” dogum sonrasi contiglerin
sadece bir tanesinde goriilmiistiir. Aktin ve miyozin proteinlerinin dogum sonrast EST analiz
sonuclarinda daha fazla olmasi siit verme asamasindaki meme dokusunun sitolojik geligimi ve
yapisal degisimi i¢in gerekli esneklik ve mekanik destegin saglanmasi ile ilgili kaniyi
destekler. Ayrica vimentinin dinamik yapisi sebebiyle hiicreye esneklik saglar. Bu protein ve
kollajen gibi ekstraseliiler matriksin Oonemli 6gelerinin bulunmasi  laktasyon sirasinda
genisleyen hiicrenin iizerindeki baskiy1 azaltarak hiicre tarafindan katlanilir hale gelmesi

diistincesini akla getirir.

Cizelge 4.6: Dogum o6ncesi ve dogum sonrasi EST’lerde BLAST analizi sonucu apoptoziste

rol oynayan bazi proteinlerin bulunma oranlari

Dogum Oncesi | Dogum  Sonrasi
EST'lerde EST'lerde
Bulunma Orani | Bulunma  Oram
(%) (%)

Caspase 0,08 0,08

Clusterin 0,08 0,17

Bcl-2 0 0,34

Apoptoziste rol oynayan proteinlerden dogum oOncesine ait EST’lerde kaspazlar %0,08,
klasterin ise %0,08 oraninda bulunmustur. Dogum sonrasi EST’lerde ise apoptozisle ilgili
kaspazlarin %0,08 , klasterinin %0,17 oranlarinda bulunmasimin yaninda “Bcl-2"ye %0,34
oraninda rastlanmistir (Cizelge 4.6). Dogum Oncesi ya da dogum sonrasina ait contiglerde
apoptoziste rol oynayan proteinlere rastlanmamistir. Dogum Oncesi ve dogum sonrasi
EST’lerde kaspaz genlerinin ayni oranda goriilmesinin tesadiifi oldugu diistiniilmektedir.
Dogum sonrasina ait EST’lerde Bcl-2 geninin varligi ile meme dokusunun histolojik
gelisiminin dogumdan sonra da bir dongii seklinde devam ettiginden laktasyon sonrasi evrede
stit iireten epitel hiicrelerinin apoptozise girmeleri i¢in kaspazlarin ve apoptoziste rol oynayan

diger proteinlerin varliginin 6nemli ve gerekli oldugu (Jaggi vd., 1996) diisiindiirmektedir.

Onceki senelerde siit kalitesi iizerinde ve yapay yolla laktasyonun baslatilmasi iizerine bir gok
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calisma yapilmistir. Birgok gen ve onlarin etkileri degisik boyutlarda arastirilmistir.
Koyunlarda siit kalitesini etkileyen genlerin arastirildigi g¢alismalarda alpha-S1-casein
(Chianese vd., 1996), alpha-S2-casein (Boisnard vd., 1991), beta-casein (Chianese vd., 1995),
kappa casein (Feligini vd., 2005) , alpha-lactaloumin (Chifalo ve Micari, 1987), beta-
lactoglobulin (Kolde ve Braunitzer, 1983) genleri temel siit protein genleri olarak
tanimlanmistir (Mioli vd., 2007). Kivrcik koyunu meme dokusundan olusturdugumuz cDNA

kiitiiphanesinde de temel siit proteinlerin ekspresyonuna rastlanmistir.

Veltri ve arkadaslarinin italyan koyunlarin meme dokularindan yaptiklar1 calismada laktasyon
asamasinda yag asit metabolizmasinda etkili olan “Acetyl-CoA carboxylase (ACACA)”, lipid
metabolizmasinda ve siit kalitesinde onemli role sahip “stearoyl-CoA desaturase (SCD)”
(Ward vd., 1998), laktasyon donemindeki koyunlarda serbest yag asidi “lipoprotein lipase”
(Graziano vd., 2005), trigliseridlerin sentezinin kontroliinde gorevli enzim “acylCoA-
diacylglycerol-acyltransferase 1 (DG-AT1)” (Barillet vd., 2005), yag asidi baglayici protein
“fatty acid-binding protein type 3 (FABP3)” (Calvo vd., 2002), yag asid sentaz “fatty acid
synthase (FASN)” siitte kalitesini etkileyen yag metabolizmasina ait genler olarak
bulunmustur. Ayrica “ alpha amylase gene (AMY)” (Calvo vd., 2004), “cingulin (CGN)
gene” (Calvo vd., 2005), “lysophosphatidic acid phosphatase protein (ACP6) gene” (Calvo
dv., 2005), “ annexin A9 protein (ANXA9) gene” (Calvo vd., 2005), “alpha amylase isoform
2 gene” (Calvo vd., 2005) koyunlarda yapilan meme dokusu gen anlatim profili amagl

calismalarda siit kalitesinde etkili olas1 fonksiyonel genler olarak tespit edilmistir.

Meme dokusundan siit kalitesi lizerine hazirlanan EST kiitiiphaneleri, domuz, koyun, ke¢i ve
s181r gibi bir ¢ok organizmada dogum Oncesi, laktasyon donemi, laktasyon sonrasi donem gibi

farkli zamanlarda hazirlanmistir. Kivircik koyununa ait boyle bir genomik ¢aligma ise ilktir.

Dogum oncesine ve dogum sonrasina ait EST’lerin BLASTN sonuglara bakildiginda
dizilerimizin en fazla homoloji gdsterdigi organizmanin Bos taurus oldugu goriilmiistiir. Bu
oran dogum 6ncesi EST’lerde %64, dogum sonras1 EST’lerde ise %49 dur (Sekil 4.1 ve Sekil
4.2). Bunun sebebi GenBank’ta Bos taurus tiiriine ait tanimlanmis ¢ok sayida gen olmasindan

ve bu tiirin Ovis aries’e olan evrimsel yakinligindan oldugu diisiiniilmektedir.
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Sekil 4.1: Dogum oncesi EST dizilerinin GenBank’taki organizmalarla gosterdigi benzerlik
oranlari

Kivircik koyunu irkinin ait oldugu Ovis aries’e ait bilinen genlerle benzesmesi dogum dncesi
EST’lerde %10, dogum sonrasi EST’lerde ise %16 oraninda olmustur. Iki ayr1 zamanda
olusturulan EST’lerimizin GenBank’ta kayitli diger organizmalarla benzesme oranlar1 Sekil

4.1 ve Sekil 4.2°de verilmistir.

60%
49%
50%
40%
30% 28%
20% 16%
10%
2%
0%
Ovis aries Bos taurus Homo sapiens Capra hircus Diger

Sekil 4.2: Dogum sonras1 EST dizilerinin GenBank’taki organizmalarla gosterdigi benzerlik
oranlari

BLAST analizi sonuglarina gore EST dizilerinin %26’s1 GenBank’taki Kivircik koyunun

kendi tiiriine ait genlerle benzerlik gostermis, %74’ ise farkli tiirlerle homoloji gostermistir.

EST dizilerinin yaklasik %75’inin GenBank’taki farkli organizmalarla benzesme géstermesi
calismamizin daha oOnce koyunda tespit edilemeyen bazi genlerin bulundugunu

gostermektedir.
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Bu c¢aligmanin Tiirkiye koyun yetistiriciligi alaninda biiylik bir 6neme sahip olan Kivircik
koyununa ait ilk genomik ¢alisma olmasindan dolay1 elde edilen bulgularin ve sonuglarin
bundan sonraki ¢alismalara 6nemli bir kaynak teskil edecegi, ayrica buradaki bulgularin farkli

aragtirmalar ile desteklenerek saglikli ve verimli koyunlar yetistirilebilecegi diisiiniilmektedir.
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EKLER

EK 1: Dogum oncesi ve dogum sonrasi
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sonuclari, dbEST Id numaralar1 ve accession numaralari.

EST dizilerinin bp uzunluklari,

BLAST analizi

EST bp | Accession Description Max | Total | Que | E Max [EST EST
score | score | ry value | ident | dbES | Accessi
cove Tid |on
rage No Number
Bos taurus aldehyde dehydrogenase 9 family, member A1 (ALDH9AL), mMRNA >gb[BC105335.1| Bos taurus aldehyde dehydrogenase 9 family, member A1,
DO_K2_Plate1a01 1093 NM_001046423.1 MRNA (cDNA clone MGC:127331 IMAGE:7947148), complete cds 823 823 58% 0.0 88% [p9736858 GW996847
DO_K2_Plate1a03 635 BC134702.1 Bos taurus cDNA clone IMAGE:7944277 681 681 64% 0.0 96% [p9736859 GW996848
DO_K2_platela04 1026 BC103383.1 Bos taurus polypyrimidine tract binding protein 1, mRNA (cDNA clone MGC:127312 IMAGE:7949527), complete cds 1166 1166 76% 0.0 93% [p9736860 GW996849
DO_K2_Platela05 732 NM_001037467.1 ‘:B::";s‘r:i;isbusomal protein S19 (RPS19), MRNA >gb|BC108158.1| Bos taurus ribosomal protein S19, mRNA (cDNA clone MGC:133566 IMAGE:8056826), 856 856 68% 0.0 97% k9736861 GW996850
DO_K2_Plate1a06 1053 BT030715.1 Bos taurus calcium binding protein P22 (CHP), mRNA, complete cds 518 518 62% i‘oaoE- 7% [9736862 GW996851
DO_K2_Plate1a08 1042 BC140616.1 Bos taurus keratin 5, MRNA (cCDNA clone MGC:148701 IMAGE:8111946), complete cds 583 583 74% ;;O;)E 7% 9736863 GW996852
DO_K2_Plate1a09 1090 XM_001698027.1 Chlamydomonas reinhardtii strain CC-503 cw92 mt+ 55.4 55.4 6% ngE- 79% [9736864 GW996853
DO_K2_Platelal0 1031 | X59836.1 C.hircus mRNA for as1-casein 1218 1218 75% 0.0 95% 9736865 GW996854
DO_K2_Platelall 1017 XM_868077.3 PREDICTED: Bos taurus similar to zinc finger protein 511 (ZNF511), mRNA 1135 1135 76% 0.0 93% [9736866 GW996855
DO_K2 Platelal? | 1131 | NM 0010244962 | BoSEUlUS zinc finger protein 692 (ZNF692), MRNA >gb[BC126714.1| Bos taurus zinc finger protein 692, mMRNA (cDNA clone MGC:155196 589 589 46% 1,00E- 36% Lo7asss? | cweossss
IMAGE :8138660), complete cds 164
DO K2 Platelals 1003 NM 0011003751 Buslaur‘us Bardet-Biedl syndrome 12 (BBS12), mRNA >gh|BC148995.1| Bos taurus Bardet-Biedl syndrome 12, mRNA (cDNA clone MGC:142804 1326 1326 87% 00 94% k9736868 GW996857
- - IMAGE:8279059), complete cds
DO_K2 Platelalé | 977 | NM_001034438.1 ‘lzxrf‘pui:lr:i;lsbnsomal protein 520 (RPS20), mRNA >gb|BC103289.1] Bos taurus ribosomal protein 520, mRNA (cDNA clone MGC:128832 IMAGE:8119473), | ¢, 818 50% 00 97% ko73ssss | Gweossss
DO_K_Platelal? | 1087 | NM_001034438.1 Sun;pui:‘r:i:sbnsomal protein $20 (RPS20), MRNA >gblBC103289.1] Bos taurus ribosomal protein 520, MRNA (cDNA clone MGC:128832 IMAGE:8119473), | . o 818 50% 00 o7% bo7ass7o | owoscsse
DO_K2_Platelal9 1002 NM_001038109.1 Bos taurus tetraspanin 6 (TSPANE), mRNA >gb|BC109924.1| Bos taurus tetraspanin 6, MRNA (cDNA clone MGC:133784 IMAGE:8041223), complete cds 1373 1373 85% 0.0 96% 9736871 GW996860
DO_K2_Plate1a20 1014 [ XM_001788572.1 PREDICTED: Bos taurus hypothetical protein LOC100138796 (LOC100138796), mRNA 257 257 24% é‘;)OE' 81% 9736872 GW996861
DO_K2_Plate1a21 986 NM_001009202.1 Ovis aries ubiquitin C (UBC), mRNA >gb|AF038129.1|AF038129 Ovis aries polyubiquitin mMRNA, complete cds 1438 2635 89% 0.0 98% 9736873 GW996862
DO_K2_Platela22 1126 EF490456.1 Ovis aries cell-line OLL15 mitochondrion, complete genome 928 928 57% 0.0 92% 9736874 GW996863
DO K2 Platela23 524 NM 0010405201 Buslaur‘us ribosomal protein L7a (RPL7A), mRNA >gb|BC109810.1| Bos taurus ribosomal protein L7a, mMRNA (cDNA clone MGC:133961 455 455 59% 2,00E- 91% k9736875 GW996864
- - IMAGE:8043487), complete cds 124
Bos taurus aldehyde dehydrogenase 9 family, member A1 (ALDH9A1), MRNA >gb[BC105335.1| Bos taurus aldehyde dehydrogenase 9 family, member A1,
DO_K2_Plate1b01 1050 NM_001046423.1 MRNA (cDNA clone MGC:127331 IMAGE:7947148), complete cds 801 801 58% 0.0 89% 9736876 GW996865
DO_K2_Plate1b03 867 XM_001108085.1 PREDICTED: Macaca mulatta hypothetical protein LOC716978 (LOC716978), mMRNA 734 734 39% SéJOE' 66% 9736877 GW996866
DO_K2_Plate1b04 1047 NM_001034438.1 CBuu;:]i?:‘r:‘s:élslmsomal protein S20 (RPS20), mRNA >gb|BC103289.1| Bos taurus ribosomal protein S20, mRNA (cDNA clone MGC:128832 IMAGE:8119473), 560 560 37% ?5060E 929 k9736878 GW996867
DO_K2_Plate1b05 967 AC034139.7 Homo sapiens BAC clone RP11-67M24 from 4, complete sequence 453 453 78% IZOBE 72% 9736879 GW996868
DO_K2_Plate1b06 1089 XM_001790296.1 PREDICTED: Bos taurus similar to mCG10725 (LOC785691), MRNA 733 733 41% 0.0 95% [p9736880 GW996869
DO_K2_Plate1b07 1003 [ XM_002327494.1 Populus trichocarpa predicted protein, MRNA 44.6 446 2% 01.0ca 93% [p9736881 GW996870
DO_K2_Plate1b08 1014 NG_009786.1 Homo sapiens glycan anchor class A (PIGA) on chromosome X 156 156 18% g‘fOE' 78% [p9736882 GW996871
DO_K2_Plate1b09 1007 | AK230537.1 Sus scrofa mRNA, clone: AMP010007F04, expressed in alveolar macrophage 237 237 31% :‘QOOE' 74% [p9736883 GW996872
DO_K2_Plate1b10 1032 U03092.1 Ovis aries MHC class | allele ShB mRNA, partial cds 1002 1002 64% 0.0 93% 9736884 GW996873
DO_K2_Platelb1l 1023 [ XM_847459.1 PREDICTED: Canis familiaris similar to yippee-like 2 (LOC610066), nRNA 241 241 24% ZbOOE' 82% [p9736885 GW996874
DO_K2_Platelb13 | 1111 | NM_001082607.1 | Bos taurus SH3KBP1 binding protein 1 (SHKBP1), MRNA 138 138 10% ;;’05 86% 9736886 | GW996875
Human DNA sequence from clone RP11-190A12 on chromosome 1 Contains the gene for a novel protein (FLJ20442), the gene for a novel protein similar to 2.00E-
DO_K2_Platelbl4 | 1013 | AL590560.9 1gG Fc fragment receptors (FCGRs), the SLAMF8 gene for SLAM family member 8, two genes for novel proteins, the gene for nasopharyngeal epithelium 246 246 49% o1 1% 9736887 | GW996876
specific protein 1 (NESG1) and two CpG islands, complete sequence
DO_K2_Platelbl5 | 913 | AJB74676.3 Ovis aries partial MRNA for MHC class | antigen (ovar-MHCI-E2 gene) 208 208 22% ;g’OE' 83% 9736888 | GW996877
DO_K2_Plate1b16 819 NM_001034438.1 cBﬂo;::g‘r:zélsboscmal protein S20 (RPS20), mRNA >gb|BC103289.1| Bos taurus ribosomal protein S20, mRNA (cDNA clone MGC:128832 IMAGE:8119473), 841 841 60% 00 98% k9736889 GW996878
DO_K2_Plate1b18 | 1081 | NM_001038109.1 | Bos taurus tetraspanin 6 (TSPANG), MRNA >gblBC109924.1| Bos taurus tetraspanin 6, mMRNA (CDNA clone MGC:133784 IMAGE:8041223), complete cds 134 134 17% ngE' 76% 9736890 | Gw996879
DO_K2_Plate1b19 1029 | X16482.1 Sheep mRNA for beta-casein 962 962 68% 0.0 90% [p9736891 GW996880
Bos taurus coiled-coil domain containing 120 (CCDC120), mRNA >gb|BC150087.1] Bos taurus coiled-coil domain containing 120, mRNA (CDNA clone
DO_K2_Plate1b21 943 NM_001101906.1 MGC:166385 IMAGE:8231598), complete cds 518 518 4% 0.008 86% [9736892 GW996881
Bos taurus acyl-Coenzyme A oxidase 3, pristanoyl (ACOX3), MRNA >gb|BC134478.1| Bos taurus acyl-Coenzyme A oxidase 3, pristanoyl, mRNA (cDNA
DO_K2_Plate1b22 1095 NM_001103236.1 clone MGC:139222 IMAGE:8091229). complete cds 971 971 68% 0.0 88% [p9736893 GW996882
DO_K2_Plate1b23 977 BC109683.1 Bos taurus ribosomal protein L27a, MRNA (cDNA clone MGC:133578 IMAGE:8058503), complete cds 902 902 54% 0.0 97% 9736894 GW996883
Bos taurus nuclear receptor subfamily 1, group H, member 2 (NR1H2), mMRNA >gb|BT021903.1| Bos taurus nuclear receptor subfamily 1, group H, member 2 2,00E-
DO_K2_Plate1b24 1055 NM_001014883.1 (NRLH2), mRNA, complete cds 262 262 17% 66 90% [9736895 GW996884
Bos taurus ribosomal protein L18a (RPL18A), MRNA >gb|BC102624.1| Bos taurus ribosomal protein L18a, mRNA (CDNA clone MGC:127693
DO_K2_Platelc01 1081 NM_001033619.1 IMAGE:7962947), complete cds 966 966 58% 0.0 93% [p9736896 GW996885
DO_K2_Platelc02 | 952 | EF564257.1 Capra hircus serum amyloid A3.2 precursor, mRNA, complete cds. 499 499 58% i;o E- 79% 9736897 | GW996886
DO_K2_Plate1c03 743 EF564257.1 Capra hircus serum amyloid A3.2 precursor, MRNA, complete cds 949 949 75% 0.0 97% [p9736898 GW996887
DO_K2_Platelc04 852 EF564257.1 Capra hircus serum amyloid A3.2 precursor, MRNA, complete cds 937 937 65% 0.0 97% [p9736899 GW996888
DO_K2_Plate1c05 782 EF564257.1 Capra hircus serum amyloid A3.2 precursor, MRNA, complete cds 949 949 71% 0.0 97% [9736900 GW996889
DO_K2_Platelc06 | 1064 | XM_001249987.2 | PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEFLAL), MRNA 351 351 48% S;’OE' 75% 9736901 | GW996890
DO_K2_Plate1c07 919 BT060349.1 Salmo salar clone ssal-rgh-516-135 60S ribosomal protein L18a putative mRNA, complete cds 60.8 207 4% ég)OE' 94% [9736902 GW996891
DO_K2_Plate1c09 1070 FJ545482.1 Uncultured bacterium clone $1-53 16S ribosomal RNA gene, partial sequence 1040 1040 85% 0.0 85% [9736903 GW996892
DO_K2 Platelclo | 1066 | NM_175808.2 f‘i:‘?.“c:?ysg?;age and polyadenylation specific factor 2, 100kDa (CPSF2), MRNA >emb|X75931.1] B.taurus mRNA for cleavage and polyadenylation 121 1121 76% 00 01% Lo7assos | cweosssos
specificity factor
DO_K2_Platelcl | 1022 | NM_175808.2 ?poesc :?luc:?ys 'calslal;/’age and polyadenylation specific factor 2, 100kDa (CPSF2), MRNA >emb|X75931.1] B.taurus mRNA for cleavage and polyadenylation 348 . 70% 00 33% bo736005 | cwooesos
Bos taurus nuclear receptor subfamily 1, group H, member 2 (NRIH2), mRNA >gb[BT021903.1| Bos taurus nuclear receptor subfamily 1, group H, member 2 1,00E-
DO_K2_Platelc12 1040 NM_001014883.1 (NRLH2), mRNA, complete cds 320 320 17% 83 97% [9736906 GW996895
DO_K2_Platelc13 1023 U67853.1 Ovis aries selenoprotein W (SelW) mRNA, complete cds 1263 1263 69% 0.0 99% 9736907 GW996896
Bos taurus transforming, acidic coiled-coil containing protein 3 (TACC3), mRNA >gh|BC147883.1| Bos taurus transforming, acidic coiled-coil containing 7,00E-
DO_K2_Platelc14 1017 NM_001100305.1 protein 3, MRNA (cDNA clone MGC:152317 IMAGE:8032221), complete cds 536 536 54% 149 80% [9736908 GW996897
DO_K2_Platelcl5 | 1080 | XM_866023.3 PREDICTED: Bos taurus hypothetical LOC614490 (LOC614490), mRNA 410 410 40% IfioE' 80% 9736909 | GW996898
DO_K2_Platelcl6 | 1057 | EFS64257.1 Capra hircus serum amyloid A3.2 precursor, mRNA, complete cds 152 152 48% 2‘3005 67% 9736910 | GWO996899
Bos taurus hypothetical protein MGC126945 (MGC126945), mMRNA >gb|BC102234.1| Bos taurus hypothetical protein MGC126945, mRNA (cDNA clone
DO_K2_Plate1c17 992 NM_001076983.1 MGC:126045 IMAGE:7928811), complete cds 893 893 61% 0.0 92% 9736911 GW996900
DO_K2_Platelcl8 | 1046 | AK296188.1 Homo sapiens cDNA FLJ56630 complete cds, highly similar to Homo sapiens phospholipase D family, member 4 (PLD4), MRNA 681 681 55% 00 86% 9736912 | GW996901
DO_K2_Platelc19 1008 NM_001033613.1 g;)r;:j:‘r:iélsboscmal protein S2 (RPS2), mRNA >gb|BC102227.1| Bos taurus ribosomal protein S2, MRNA (cDNA clone MGC:126925 IMAGE:7929390), 1301 1391 820 00 97% k9736913 GW996902
Human DNA sequence from clone RP5-1028D15 on chromosome 20 Contains the 3' end of the C200rf9 gene (NGD5, CGI-53), ribosomal protein L27a 1,00E-
DO_K2_Plate1c20 1015 | AL121886.22 pseudogene RPL27AP, the MYBL2 gene for v-myb avian myeloblastosis viral oncogene homolog-like 2, the C200rf65 gene for a novel protein similar to 150 150 32% 3‘2 72% 9736914 GW996903
Xenopus laevis D7 protein and three CpG islands, complete sequence
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Bos taurus ribosomal protein L9 (RPLY), mRNA >gb|BC103427.1] Bos taurus ribosomal protein L9, mRNA (cDNA clone MGC:128037 IMAGE:7963712),

DO_K2_Platelglé | 1040 | NM_001024469.2 | BOSLaurus it w74 | w074 |6 |00 93% 9736984 | GW996973
DO_Ka Plate1gt? | 996 | L7sssa1 ::"?: i?;epnlzll:ziﬁngsﬁi"/\;‘:’ 3?."&%‘3'22:3,&35"‘ Srlft:ﬁz:grnuaglhpéuazs;nplﬁltllilé;spmtein (1pL21) pseudogene, complete sequence; Rho? (Rho?) and Vatl (Vatl) | ;¢ 15 0% 00 so%  borasess | cwessera
DO_K2_Platelgls | 1010 | GQ221055.1 Ovis aries mitochondrial superoxide dismutase 2 (S0D2) MRNA, complete cds; nuclear gene for mitochondrial product 719 719 4% | 00 92% 9736986 | GW996975
DO_K2_Platelgld | 1005 | XM_617999.4 PREDICTED: Bos taurus similar to Notch homolog 4 (Drosophila) (NOTCH), partial mRNA 1279 | 1279 [ | oo 95% 9736987 | GW996976
DO_K2_Plate1g20 | 1019 | FN424088.1 Bubalus bubalis csn2 gene for beta casein, exons 1-9 86.0 86.0 5% S5 | oaw  poracess | Gwoseer7
DO_K2_Plate1g21 985 AC190283.8 Rhesus Macaque BAC CH250-333B12 () complete sequence 48.2 482 4% 0.089 87% 9736989 GW996978
DO_K2_Plate1g22 1171 XM_001250020.2 PREDICTED: Bos taurus similar to ribosomal protein L27a-like (RPL27A), mRNA 499 499 37% ?3070E- 85% 69736990 GW996979
DO_K2_Platelg23 | 1023 | BC140619.1 Bos taurus apolipoprotein A-1, MRNA (cDNA clone MGC:148617 IMAGE:8115458), complete cds w002 |00 [78% |oo0 90% 9736991 | GW996980
DO_K2_Platelhol | 1060 | AJ874677.2 Ovis aries MRNA for MHC class | antigen (ovar-MHCI-C6 gene) 217 217 1% [ 295 o1 poraeez | Gwegsest
DO_K2_Plate1h02 1067 XM_001250681.2 PREDICTED: Bos taurus similar to ribosomal protein L7 (LOC784388), mMRNA 522 522 43% i‘OAOE- 85% 9736993 GW996982
D0 1 paanan | 1020 | coiorsesos | B98I CRED equlted arorpion ;g;gl‘v:;zpzle(((e:r:;rsczy MRNA >gb|BC123454.1] Bos taurus CREB regulated ranscription coactivator 2, mRNA o1 |01 | e | oo 06 boraseos | Gwessess
DO_K2_Plate1ho4 | 1550 | AL112223.1 Botrytis cinerea strain T4 cDNA library 165 165 a% | 50%F | e poraesss | Gwagesss
DO_K2_Plate1h05 811 XM_587874.4 PREDICTED: Bos taurus similar to Rho-related GTP-binding protein RhoN precursor (Rho family GTPase 2) (Rnd2) (Rho7) (RND2), mMRNA 865 865 65% 0.0 96% 9736996 GW996985
DO_K2_Plate1h07 1035 NM_030627.2 Homo sapiens cytoplasmic polyadenylation element binding protein 4 (CPEB4), mMRNA 403 403 32% 1‘0080E- 86% 9736997 GW996986
DO_K2_Plate1h09 1193 XM_001224997.1 Chaetomium globosum CBS 148.51 hypothetical protein (CHGG_07342) partial mRNA 50.0 50.0 % 0.027 74% 9736998 GW996987
DO_K2_Platelh10 | 1133 | NM_001101249.1 | Bostaurus ephrin-A4 (EFNA4), mRNA >gb|BCL48126.1] Bos taurus ephrin-Ad, mRNA (cDNA clone MGC:148745 IMAGE:8251174), complete cds 842 842 % W05 | eew  porssess | Gwooesss
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DO_K2_Plateth14 | 1072 | XM 8655383 PREDICTED: Bos taurus similar to mCG3164, transcript variant 2 (ARF6), MRNA 857 857 5% | 00 94% 9737003 | GW996992
DO_K2_Platelh1s | 1026 | BC102490.1 Bos taurus ribosomal protein SA, MRNA (cDNA clone MGC:127394 IMAGE:7952265), complete cds 073 73 63% | 00 93% 9737004 | GW996993
DO_K2_Plate1n17 | 695 | NM_001164440.1 | Homo sapiens ankyrin repeat domain 338 (ANKRD33B), mRNA 259 250 g | 3005 F7gw borsroos | cweoseos
DO_K2_Platelnis | 1069 | XM 8724993 PREDICTED: Bos taurus similar to filamin B, beta (actin binding protein 278), ranscript variant 7 (FLNB), mRNA 181 181 ao | S90% | 70w boraroos | Gwooeess
DO_K2_Plateth21 | 1027 | XM 6100373 PREDICTED: Bos taurus similar to KIAALG09 protein, transcript variant 1 (LOC531539), MRNA 874 976 0% | 00 93% 9737007 | GW996996
DO_K2_Plateth22 | 1020 | AC2006304 Pongo abelii BAC clone CH276-463821 from chromosome unknown, complete sequence 109 109 | 3% | % poraroos | Gwageser
Bos taurus methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1, Synthetase
DO_K2_Plate1h23 | 1008 | NM_001083477.1 | (MTHFDL), mRNA >gb|BC114711.1] Bos taurus methylenetetrahydrofolate dehydrogenase (NADP+ dependent) 1, methenyltetrahydrofolate cyclohydrolase, | 1173 | 1173 | 81% | 0.0 92% 9737009 | GW996998
formyltetrahydrofolate synthetase, MRNA (cDNA clone MGC:137793 IMAGE:8087161), complete cds
DO_K2_Plate1i01 1029 CR624412.1 full-length cDNA clone CSODF023YJ04 of Fetal brain of Homo sapiens (human) 1258 1258 81% 0.0 94% (9737010 GW996999
DO_K2_Plate1i03 1042 AJ276820.1 Ovis aries c/EBP delta gene for CCAAT/enhancer binding protein delta 1144 1144 76% 0.0 93% 9737011 GW997000
DO_K2_Plateli04 | 1052 | AF024645.1 Ovis aries immunoglobulin alpha heavy chain (IgA) mRNA, partial cds 432 432 62% if;)E' 75% 9737012 | GW997001
DO_K2_Platelios | 991 | XM_5452082 PREDICTED: Canis familiaris similar to Kinase, catalytic, alpha (LOC488084), MRNA 1252 | 1252 |84 | oo 93% 9737013 | GW997002
DO_K2_Plate1i06 1036 XM_545208.2 PREDICTED: Canis familiaris similar to i i k , catalytic, alpha (LOC488084), mMRNA 1038 1038 80% 0.0 89% 9737014 GW997003
DO_K2_Platelio? 1037 NM_001133439.1 ;t:’r;‘geo[)aﬁeg;s:gaﬁé?ﬁ;ranslanon elongation factor 1 alpha 1 (EEF1A1), mRNA >emb|CR861176.1| Pongo abelii mMRNA; cDNA DKFZp459L0516 (from 690 690 1% 00 95% 9737015 GW997004
DO_K2_Plate1i09 611 BC134702.1 Bos taurus cDNA clone IMAGE:7944277 621 621 61% ig?E' 96% 9737016 GW997005
DO_K2_Plateli1l 999 AF024645.1 Ovis aries immunoglobulin alpha heavy chain (IgA) mRNA, partial cds 944 944 80% 0.0 87% 9737017 GW997006
DO_K2_Platelil2 | 1059 | XM 5846634 PREDICTED: Bos taurus similar to Rho GTPase activating protein 9, transcript variant 1 (ARHGAP9), mRNA 172 305 2% | 3% | esw  porarons | Gwegroor
DO_K2_Platelil3 | 992 | NM_173912.1 Bos taurus fused in sarcoma (FUS), MRNA 1202 | 1202 [8o% | o0 93% 9737019 | GW997008
DO_K2_Platelils | 1026 | XM_001497075.2 | PREDICTED: Equus caballus WD repeat domain 90 (WDR90), mRNA 854 854 81% | 00 83% 9737020 | GW997009
DO_K2_Plateli16 | 1126 | NM_001035097.1 f;z?::eﬁgi /f?fgm’zlzcnce"mg'?:"1‘2”72;’;";‘,\'/‘"2& 5‘;’;‘,’5]'35) Sﬂf;ﬂ‘emm >gbJBC102505.1]Bos taurus TSR2, 208 rRNA accumulation, homolog (S. | 5, 579 38% iffE' 97% 9737021 | GW997010
DO_K2_Platelil7 | 1022 | F3425508.1 Uneultured Desulfovibrio sp. clone MD3.10 168 ribosomal RNA gene, partial sequence 385 385 s | 3095 | ey porarozz | Gwegront
DO_K2_Plate1i18 1089 AC193262.4 Pan troglodytes BAC clone CH251-300C2 from chromosome 17, complete sequence 66.2 66.2 20% 8$0E7 69% (9737023 GW997012
DO_K2_Platel1i19 994 XR_027950.2 PREDICTED: Bos taurus misc_RNA (LOC539274), miscRNA 1068 1068 87% 0.0 87% [9737024 GW997013
DO_K2_Plateli20 1035 NM_001046216.1 g};:;{:i;;ﬂg finger protein 8 (RNF8), mRNA >gb|BC113317.1| Bos taurus ring finger protein 8, mRNA (cDNA clone MGC:137933 IMAGE:8080297), 728 728 71% 00 820 k9737025 GW997014
DO_Ko_Plaetizn | 765 | NM_oo1Tess 1 | B2 U1 BTt 15 (TUBATE). MRNA >GHCH46080.1]s s Wbl e 15, TRNA (iON A o MGC60720 IMAGE 084433 w0 | w0 |7 | oo s borarozs | oweerors
DO_K2_Platel1i22 1062 BC142380.1 Bos taurus cytochrome b-245, alpha polypeptide, mMRNA (cDNA clone MGC:166045 IMAGE:8632874), complete cds 778 778 53% 0.0 91% 9737027 GW997016
DO_K2_Plateli23 | 989 | AC2349102 Bos taurus Y Chr CH240-37H23 (Children's Hospital Oakland Research Institute Bovine BAC Library (male)) complete sequence 217 e | saw | 2% | eow  porarozs | cwesror?
DO_K2_Plate1j01 1067 AC083973.14 Homo sapiens chromosome 8, clone RP11-231D20, complete sequence 235 235 26% g‘BOOEV 78% [9737029 GW997018
DO_K2_Plateljo2 | 1036 | NM_001034390.1 :qu‘:iﬁ)"“;’;%ﬁ“&’;ﬁﬁ';‘;::ﬁéﬁ%58;';"";\,‘3;21;;;:’2“2”;2;Pgﬂf;?['e";“ZNA >gblBC102772.1] Bos taurus polymerase (ONA directed), epsilon 3 (p17 863 863 51% 00 95% 9737030 | GW997019
DO_K2_Plate1j03 | 1028 | NM_001012478.1 | Homo sapiens U2 small nuclear RNA auxiliary factor 2 (U2AF2), transcript variant 2, mRNA 637 637 [ 3005 | 7e%  poraroar | Gweorozo
DO0_K2_plecion | 1089 | XM_oor7eseors | PREDICTED: 75555 S ST 028 KDa et 210 210 Sle pHOSphoproten (PDGF- 2550002 proen) (PAP) (PG A-assocatedproten 1) (PAPE) o o | oo an borarom | oweeroa
DO_K2_Plate1j05 1027 XR_027546.2 PREDICTED: Bos taurus misc_RNA (LOC782776), miscRNA 1187 1187 72% 0.0 96% 9737033 GW997022
DO_K2_Plate1jos | 1034 | BC102695.1 Bos taurus ribosomal protein, large, P1, mRNA (cDNA clone MGC:127703 IMAGE:7955197), complete cds 580 580 s | 7095 | oaw  poraross | Gweorozs
DO_K2_Plate1j07 1149 BC142302.1 Bos taurus eukaryotic translation elongation factor 1 alpha 1, mRNA (cDNA clone MGC:157125 IMAGE:8441523), complete cds 69.8 69.8 11% g‘BOOEV 71% [9737035 GW997024
DO_K2_Plate1j08 1159 BT059944.1 Salmo salar clone ssal-rgg-511-368 40S ribosomal protein S7 putative mMRNA, complete cds 53.6 103 3% 0.002 94% [9737036 GW997025
DO_Ka_Platetjos | 1062 | AL1sBE25 12 :e"nffgnzmséfé??E;’E’ﬁcﬂ?;@:sﬂl&ﬂf on chromosome 9 Contains a novel gene (FLJL0110), a novel pseudogene, a novel gene (FLI25795), two novel | o0 280 2 34005 263 borarosr | owesrozs
DO_K2_Platetj1o | 1048 | NM_001076237.3 zﬁ;ﬁ:{?é{‘gg;ﬁ%?xﬁ% igri‘zpilné::::poner)‘ member 7 (SLC39A7), MRNA >gb|BT030517.1| Bos taurus solute carrier family 39 (zinc transporter), 5 3 0% 00 0% boraross | weerozr
DO_K2_Plate1j11 1010 BT060013.1 Salmo salar clone ssal-rgg-516-172 60S ribosomal protein L27 putative mMRNA, complete cds 64.4 128 3% ééDOE- 97% [9737039 GW997028
DO_K_Pltelis | 1021 | NML001080244. | ok A RS GUEOese, r (PEKL), A >gHECIZ6578.1 B s prosphol ks, T, mRNA (DA clone MGC142668 2 - 2% | S | o boraron | owssrozs
DO_K2_Plate1jls | 1006 | AC000003. Homo sapiens chromosome 17, clone 104H12, complete sequence 149 195 2% | 5% | % poraroar | Gweoroso
DO_K2_Plate1j16 1112 EF489521.1 Ovis aries isolate sheep308c28 MHC class | antigen (ovar) mRNA, partial cds 84.2 84.2 13% I‘ZOOEV 73% 9737042 GW997031
e e e R el C T ol P e
DO_K2_Platelj20 | 1020 | DQ915966.3 Capra hircus breed Xinong Saanen fatty acid synthase (FASN) mRNA, complete cds 207 207 179 L ‘GOOE' 97%  |o7aToas | GW997033
DO_K2_Platelj21 | 844 | XM_001249789.2 | PREDICTED: Bos taurus similar to 40S ribosomal protein 526 (LOC781943), mRNA 706 706 50% | 00 96% 9737045 | GW997034
DO_K2_Plate1j22 | 1048 | L08792.1 Sheep MHC class Il (OVAR-DQB1) mRNA, complete cds 904 904 6% | 00 90% 9737046 | GW997035
DO_K2_Plate1j23 | 1052 | BC102500.1 Bos taurus ribosomal protein S12, MRNA (cDNA clone MGC:127883 IMAGE:7953998), complete cds 872 872 5% | 00 95% 9737047 | GW997036
DO_K2_Platelj24 | 1151 | BC149486.1 Bos taurus cDNA clone IMAGE:8446029 571 571 38% ‘1“50905 80%  [9737048 | GW997037
DO_K2_Plate1kol | 1098 | CUB87155.1 Synthetic construct Homo sapiens gateway clone IMAGE:100023086 3 read CLECTA mRNA 554 554 0% | 2O | 70w poraross | Gwesross
DO_K2_Platelk03 | 1086 | BC149631.1 Bos taurus cDNA clone IMAGE:8581169, containing frame-shift errors 410 410 28% TO0E | gow  poraroso | Gweaross
DO_K2_Plate1kod | 1063 | AMA420315.1 Equus caballus genomic BAC clone CH241-440E11, containing KIT gene 518 518 6% 0008 | 77%  porarost | Gwoesrodo
DO_K2_Pleetkis | 544 | NM_00110615.1 | B0 GUs Cenvometspoti P (CENPP), MRNA >goIBCL34639 1] B aruscentomers proein . MRNA (GONA lne MGC 146497 IMAGE SISB0BE). | o, o w6 | 25 oo porsoss | oweoroar
DO_K2_Plate1kos | 1050 | AJ874677.2 Ovis aries MRNA for MHC class | antigen (ovar-MHCI-C gene) 699 699 s3% | 00 8%  [o7370s3 | GWearos2
DO_K2_Plate1ko7 | 1038 | XM_001250641.1 | PREDICTED: Bos taurus similar to serile alpha motif domain containing 1 (SAMDL), mRNA 576 576 sa | D05 | g% poraross | Gweeross
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DO_K2_Plate1k08 1052 XM_001929306.1 PREDICTED: Sus scrofa similar to Pescadillo homolog 1 (LOC100154050), mRNA 818 818 61% 0.0 88% 9737055 GW997044
DO_Ka_Platetkos | 1007 | AL1sBa2512 :e\;?;a:"[;rmosg};gr;g;rmr‘nczlri‘r;;::sleﬁ:;:ez on chromosome 9 Contains a novel gene (FLJL0110), a novel pseudogene, a novel gene (FLI25795), two novel | ¢, 2 0% iﬂ)s 2y boraross | wesross
DO_K2_Platetkil | 773 | NM_175777.3 ﬁ;’;'f;::fﬁ:g"peoI"y"pce'sfiggelf’i':giﬁ&p('g[‘fri‘”ﬁlg;‘;ﬂg‘gi'zagf)‘;'l}/’l’:ﬁpgd;éa(fzq‘;lgiy';‘m:;fﬁ’fs’cmmo 1| Bos taurus guanine nucleotide binding protein | 7,5 746 58% 00 96% 9737057 | GW997046
DO_K2_Platelki2 | 1094 | XM_001789259.1 | PREDICTED: Bos taurus thymosin beta 4 (TMSB4), mRNA 531 531 agw | 30% | eew  poraross | Gwooroar
D0_K2_Platetkid | 1016 | NM_o01101104.1 fn"ééai9“9532?'337«"32’?5?5&??’3&3\32’233 (AMDHD2), mRNA >gblBC151478.1] Bos taurus amidohydrolase domain containing 2, MRNA (cDNAclone | oo 08 P o DT —
DO_K2_Plate1k1s | 1008 | BC102865.1 Bos taurus ribosomal protein L13, MRNA (cDNA clone MGC:127884 IMAGE:7961743), complete cds 980 980 66% | 00 93% 9737060 | GW997049
DO_K2_Platelk16 1029 NM_001046216.1 S:;'ﬂi:{:iélsﬂg finger protein 8 (RNF8), mRNA >gb|BC113317.1| Bos taurus ring finger protein 8, mMRNA (cDNA clone MGC:137933 IMAGE:8080297), 212 12 500 iflOE' 78% k9737061 GW997050
DO_K2_Platelk17 1024 BC146205.1 Bos taurus PHD finger protein 1, mRNA (cDNA clone MGC:166079 IMAGE:8324875), complete cds 1070 1070 64% 0.0 96% 9737062 GW997051
DO_K2_Plate1k18 1065 EU301803.1 Ovis aries Acdi 1(DGAT1) mRNA, complete cds 461 833 61% ?‘2060E- 95% 9737063 GW997052
DO_K2_Plate1lk19 1013 XM_002189798.1 PREDICTED: Taeniopygia guttata aldehyde dehydrogenase 4 family, member A1 (LOC100228902), mMRNA 53.6 53.6 5% 0.002 83% 9737064 GW997053
DO_K2_Plate1k20 1002 NM_001046216.1 ‘:B;f";is‘r:i;;"g finger protein 8 (RNF8), mRNA >gb|BC113317.1| Bos taurus ring finger protein 8, mMRNA (cDNA clone MGC:137933 IMAGE:8080297), 428 128 47% ?‘1060E' 79% k9737065 GW997054
DO_K2_Platetk21 | 1005 | AY119665.1 Drosophila melanogaster SD12357 full insert cONA 500 500 3% 0028 | 91% 9737066 | GW997055
DO_K2_Plate1k22 | 1050 | XM_001249987.2 | PREDICTED: Bos taurus similar to eukaryotic transiation elongation factor 1 alpha L, transcript variant 1 (EEF1AL), mRNA 798 798 59% | 00 89% 9737067 | GW997056
b0_Ka_Plate1kzs | 1072 | NM_oon1011041 zué(v:a::r?ugsszr;iﬁ\:yg;?éssggiirgsgﬂzizgsz (AMDHD2), mRNA >gb|BC151478.1] Bos taurus amidohydrolase domain containing 2, MRNA (CONA clone [ ;¢ 1256 0% 00 03 boraross | cweazos?
DO_K2_Plate1101 1043 NM_001034047.1 S:;';i:{:iéisbﬂsﬁmﬂ protein S3 (RPS3), mRNA >gb|BC102090.1| Bos taurus ribosomal protein S3, mMRNA (cDNA clone MGC:127206 IMAGE:7945675), 1326 1326 820 0.0 950 k9737069 GW997058
DO_K2_Plate1l03 1032 AK239618.1 Sus scrofa mRNA, clone: THY010116G04, expressed in thymus 257 257 16% él‘OOE- 93% 9737070 GW997059
DO_K2_Plate1104 1021 NM_001099859.1 Bos taurus eukaryotic translation initiation factor 4 gamma, 2 (EIF4G2), mRNA 1222 1222 3% 0.0 96% 9737071 GW997060
DO_K2_Plate1l05 1047 NM_001034374.2 Bos taurus microtubule-associated protein, RP/EB family, member 2 (MAPRE2), MRNA 976 976 3% 0.0 88% 9737072 GW997061
DO_K2_Plate1l06 1081 XM_001173476.1 PREDICTED: Pan troglodytes suppressor of variegation 4-20 homolog 1, transcript variant 2 (SUV420H1), mMRNA 847 847 63% 0.0 87% 9737073 GW997062
0012 Plaetlo? | 1018 | Nw7az303 ﬁ;sAlguEr%sOZ;Jé\il;;ig::llré‘ceocnd(:lnlng 2 (FUNDC?2), mRNA >gblBC 108698 1 Bos taurus FUN14 domain containing 2, MRNA (cDNA clone MG C: 134489 s ;. 7% oo o9 borarors | oweaross
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DO_K2_Plateinis | 1076 | BCi51412.1 Bos taurus CD63 molecule, MRNA (CDNA clone MGC:L79258 IMAGE 7947319), complete cds 764 764 50% | 00 91% 9737120 | GW997109
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DO_K2_Plateln23 | 1044 | XM_548006.2 PREDICTED: Canis familiaris similar to phosphofurin acidic cluster sorting protein 2 (LOC490884), MRNA 324 604 s2% | o 91% 9737125 | GW99T1l4
DO_K2_Plate1001 925 XM_001251995.2 (PERIEZDég)Ti‘DRSZS taurus similar to Translation initiation factor elF-2B subunit epsilon (elF-2B GDP-GTP exchange factor subunit epsilon), transcript variant 1 1043 1043 70% 00 94% k9737126 GW997115
DO_K2_Platelo03 | 891 | DQ915966.3 Capra hircus breed Xinong Saanen fatty acid synthase (FASN) mRNA, complete cds 926 926 60% | 00 98% 9737127 | GW99TLL6
DO_K2_Plate1005 1014 XM_001250641.1 PREDICTED: Bos taurus similar to sterile alpha motif domain containing 1 (SAMD1), mRNA 1287 1287 83% 0.0 94% 9737128 GW997117
DO_K2_Plate1006 1061 XM_001249987.2 PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1A1), MRNA 836 836 55% 0.0 92% 9737129 GW997118
DO_K2_Plate007 776 NM_001037467.1 ‘:B;f";is‘f:i;isbﬂsﬁmﬂ protein $19 (RPS19), MRNA >gb|BC108158.1| Bos taurus ribosomal protein S19, mRNA (cDNA clone MGC:133566 IMAGE:8056826), 884 884 67% 00 97% k9737130 GW997119
00_K2_Platetoos | 1002 | N _ootosszo01 | Bostauspling (fsaé:tg‘r)gasr;;ér;lzr;e/cs(j:l"rsiezlec:di (SFRS3), MRNA >gb|BCL02735.1] Bos taurus splicing factor, argininelserine-rich 3, mRNA (cDNA clone w80 | 130 | e | oo 0% borarist | cweerizo
DO_K2_Platelol0 | 1047 | BC148151.1 Bos taurus Mov10, Moloney leukemia virus 10, homolog (mouse), MRNA (cDNA clone MGC:157146 IMAGE:8445513), complete cds 967 967 65% | 00 9%  poTaTia2 | Gweerial
DO_K2_Plateloll 1051 BC109713.1 Bos taurus glutathione synthetase, PRNA (cDNA clone MGC:134298 IMAGE:8065103), complete cds 1278 1278 76% 0.0 95% 9737133 GW997122
DO_Ka Platetot2 | 1088 | NM_ootosezasy | BoStaurus c;xa%l:le'mle‘ major ‘§|ocgﬂrr\m;z'3a:;:ilwci‘);scson|ple'x; class 11 in\:a:ia(néé@a;)n‘ (';:RD’:‘L): ;nulranr\plll:l:gcsz021459 1| Bos taurus CD74 antigen (invariant 103 103 S0 00 0% ot | oweerizs
DO_K2_Plate1013 1005 AF024645.1 Ovis aries immunoglobulin alpha heavy chain (IgA) mRNA, partial cds 958 958 7% 0.0 88% 9737135 GW997124
DO_K2_Platelo15 1025 XM_618046.3 PREDICTED: Bos taurus putative plexin 2 (PLEX2), mMRNA 372 372 21% é‘:OE- 97% 9737136 GW997125
DO_K2_Platelol6 | 1036 | XM_001790349.1 | PREDICTED: Bos taurus hypothetical LOC510927 (LOC510827), mRNA 188 188 s | #OF | e poraniar | Gweorize
DO_K2_Plate1019 1064 NM_001110164.1 Ovis aries diacylglycerol O-acyltransferase homolog 1 (DGAT1), mRNA 796 1300 75% 0.0 100% 9737138 GW997127
DO_K2_Plate1021 1006 AK234835.1 Sus scrofa mMRNA, clone:OVRM10021C09, expressed in ovary 479 479 61% ?3010E- 78% 9737139 GW997128
DO_K2_Plate1022 1069 CU229275.1 Populus EST from mild drought-stressed leaves 53.6 53.6 6% 0.002 78% 9737140 GW997129
DO_K2_Platelo23 | 991 | AC156367.3 Bos taurus clone RP42-394P24, complete sequence 123 1838 wn | 0% | saw  porariar | Gweariae
DO_K2_Plate1p01 993 AC156367.3 Bos taurus clone RP42-394P24, complete sequence 123 1838 14% %l‘OOE- 83% 9737142 GW997131
DO_K2_Plate1p02 1044 X16482.1 Sheep mRNA for beta-casein 744 744 51% 0.0 91% 9737143 GW997132
DO_K2_Platelp03 | 1020 | NM_001103228.1 Sj‘ﬁe'::,’n“jy'ymsi‘nfm')‘b;'g,;iij‘;‘gu;’:m ::npé'g'l"s"z‘g5’;‘?’&%2%!;%%%;2hc‘sf“%ag 1/Bos taurus lymphotoxin beta receptor (TNFR 1122 1122 74% 00 93%  |or3Tias | Gweer133
DO_K2_Plate1p04 1048 XM_876757.3 PREDICTED: Bos taurus similar to Heterogeneous nuclear ribonucleoprotein H (hnRNP H), transcript variant 26 (HNRPH1), MRNA 769 812 49% 0.0 93% 9737145 GW997134
DO_K2_Platelp0s | 1035 | CR616238.1 full-length cDNA clone CSODK009YL L1 of HeLa cells Cot 25-normalized of Homo sapiens (human) 809 809 67% | 00 86% 9737146 | GW997135
DO_K2_Plate1p06 1040 CR616238.1 full-length cDNA clone CSODK009YL11 of HeLa cells Cot 25-normalized of Homo sapiens (human) 623 623 61% i;’SOEV 82% 9737147 GW997136
DO_K2_Plate1p07 1019 BC102608.1 Bos taurus ribosomal protein S8, mRNA (cDNA clone MGC:127751 IMAGE:30957337), complete cds 1198 1198 68% 0.0 98% 9737148 GW997137
DO_K2_Plate1pa | 1038 | nm_ontoreat0s :&ﬁ;T:)b;r:Nrr;:rgsrt:‘gilelre\‘e;isdpsrolein Teceptor, type 1A (BMPRIA), mRNA >gbjDQ922946.1] Bos faurus bone morphogenetic protein receptor type 1A o o o 00 s borariee | oweeriss
DO_K2_Plate1p09 1053 AB099020.1 Bos taurus mRNA for similar to elongation factor 1 gamma, partial cds, clone: ORCS12443 141 141 17% zé’OEV 78% 9737150 GW997139
DO_K2_Plate1p10 1078 X69797.1 O.aries mRNA for immunoglobulin gammal1 chain secreted form 735 735 63% 0.0 85% 9737151 GW997140
DO_K2_Platelpll | 1036 | NM_001046010.1 gxijgé“; ‘g‘,’f:‘(“:lgmljc"f:b’éacd'{‘;g;;“;iigé“gé%%g;‘is"m';fgl mRNA >GbBC111635.1| Bos taurus chromosome 19 open reading frame 56 1059 1059 63% 00 950  |poraTis2 | Gweerial
DO_K2_Platelpl2 | 1038 | Avo11322.1 Bos taurus clone IMAGE:7961461 beta-2-microglobulin mRNA, complete cds 785 785 60% | 00 8%  p737153 | GW99T142
DO_K2_Platelp13 | 1014 | BC114801.1 Bos taurus immunoglobulin light chain, lambda gene cluster, MRNA (cDNA clone MGC:140380 IMAGE:8188713), complete cds 751 751 60% | 00 87% 737154 | GW997143
DO_K2_Platelp14 1032 M73983.1 Ovis aries MHC Ovar-DR-alpha mRNA, complete cds 1220 1220 73% 0.0 96% 9737155 GW997144
DO_K2_Platelp15 1007 NM_001098932.1 ‘:Bdﬂss taurus MICAL -like 2 (MICALL2), mRNA >gb|BC146098.1| Bos taurus MICAL -like 2, mMRNA (cDNA clone MGC:160023 IMAGE:8497692), complete 1150 1150 83% 00 91% k9737156 GW997145
DO_K2_Plate1p16 1071 BC149297.1 Bos taurus cDNA clone IMAGE:8183597, containing frame-shift errors 511 511 33% il‘oloEr 92% 9737157 GW997146
DO_K2_Platelpl? 1077 NM_001102503.1 ‘:B;!:‘lﬂi:lf:idl(slAADSZB-“kE (LOC520387), mRNA >gh|BC148077.1| Bos taurus KIAA0528-like, NRNA (cCDNA clone MGC:142988 IMAGE:8317089), 246 246 20% éfOE- 78% k9737158 GW997147
DO_K2_Plate1p18 1097 AC016134.7 Homo sapiens chromosome 15 clone RP11-380D11 map 15q14, complete sequence 93.3 933 38% i‘soOE- 67% 9737159 GW997148
DO_K2_Plate1p19 1072 NM_174000.2 Bos taurus calreticulin (CALR), mRNA >dbj|AB067687.1| Bos taurus crt mRNA for calreticulin, complete cds 491 491 40% i,?SOEV 85% 9737160 GW997149
DO_K2_Plate1p20 | 1400 | AL112552.1 Botrytis cinerea strain T4 cDNA library 206 206 as% | 2% | et porarier | Gweoriso
DO_K2_Platelp21 | 1057 | AJ318335.1 Ovis aries partial MRNA for high affinity IGE receptor gamma subunit (fceR1g gene) 838 838 4% | 00 100%  po7aTie2 | Gwsoris
00_K2_ Platetpz2 | 1033 | N ootods1dor :3:; s srlogcally dfinedcolon ancer ;nég;r;éés;gc;\ea)‘ MRNA >gbBC105395 1| Bos taurus serologically defined colon cancer antigen 3, MRNA | ¢ w5 s | oo 100%  boraries | Gweeriss
50Kz Platetpz | 1062 | NWLootose1t01 f,."ééa;ﬂ“fvéffﬂfg’éﬁ'é%i? E:s‘splzr::g:in (VASP), mRNA >gb|BC111116.1] Bos taurus vasodilator-stimulated phosphoprotein, mRNA (GDNA clone e i o ?fZOE- 0% boraries | oweeris
DO_K2_Plate2a01 715 XM_854787.1 PREDICTED: Canis familiaris similar to Non-muscle caldesmon (CDM) (L-caldesmon), transcript variant 2 (LOC608135), MRNA 529 529 53% I;‘O7OE- 90% [9737165 GW997154
DO_K2_Plate2a02 | 997 | X59994.1 Ovis aries MRNA for immunoglobulin mu chain precursor secreted form 71 o71 8% | 00 86% 9737166 | GW9971SS
DO_K2_Plate2a03 | 1056 | AC153729.1 Mus musculus BAC RP23-88C11 (Roswell Park Cancer Institute (C57BL/6) Female) Mouse BAC Library) complete sequence 824 824 % S00E | asw  porarier | Gweorise
DO_K2_Plate2a04 968 BC102374.1 Bos taurus ribosomal protein S5, mRNA (cDNA clone MGC:127574 IMAGE:7951084), complete cds 1137 1137 73% 0.0 95% [p9737168 GW997157
DO_K2_Plate2a05 | 1050 | XM_001249987.2 | PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1AL), mRNA 104 | 1104 [76% | o0 91% 9737169 | GW997158
DO_K2_Plate2a06 | 1011 | X69797.1 ©.aries MRNA for immunoglobulin gammal. chain secreted form 951 951 81% | 00 85% 9737170 | GW997159
DO_K2_Plate2a07 1011 BT026179.1 Bos taurus granulin (GRN), mRNA, complete cds 1269 1313 81% 0.0 94% 9737171 GW997160
DO_K2_Plate2a08 | 1008 | NR_001464.2 Bos taurus X (inactive)-specific transcript (XIST), non-coding RNA 1243 1243 91% 00 9% 9737172 | GW99T161
DO_K2_Plate2a09 997 XM_591046.4 PREDICTED: Bos taurus similar to Rho guanine nucleotide exchange factor 1 (ARHGEF1), mMRNA 1184 1184 7% 0.0 94% 9737173 GW997162
o0 sz | |t corarcs | B e a0 et e (1) o ST 15 s s e s | i | 1w | o0 | o o | owris
DO_K2_Plate2all | 982 | NM_001100305.1 s:;:lan“ ’3“ Sn:’sai“(’g‘D""\?:cclfr:g 32?:Ts;¥ignmﬂggsp§8§£;;1%:%%?;;?;?A >gb|BC147883.1| Bos taurus transforming, acidic coiled-coil containing 785 1221 88% 0.0 92% 9737175 | GwW997164
po_re_pitearz | 1053 | L0108 | e ttor 2 mRVA (sONA lone MGG 53588 IMAGE B0SS310) dampits oo /@M | 756 | 796w |00 | wm  feranms | owsriss
DO_K2_Plate2al3 | 1009 | XM_001255072.2 | PREDICTED: Bos taurus similar to lectin, galactose binding, soluble 7 (LGALST), mRNA 489 489 s | o= |esw  porarr | weories
DO_K2_Plate2al4 | 1008 | XM 5857333 PREDICTED: Bos taurus solute carrier family 24 (sodium/potassium/calcium exchanger), member 6 (SLC24A6), mRNA 250 250 6% | 5% | oaw  porarize | Gwesrier
DO_K2_Plate2al5 1038 NM_001009366.1 Ovis aries beta-lactoglobulin (BLG), mRNA >emb|X04520.1| Ovine mRNA for beta-lactoglobulin 223 223 64% él‘OOEV 68% 9737179 GW997168
DO_K2_Plate2al6 996 NM_174095.4 Bos taurus F11 receptor (F11R), mRNA >gb[BC103325.1| Bos taurus F11 receptor, MRNA (cDNA clone MGC:127228 IMAGE:7945663), complete cds 1207 1207 75% 0.0 95% [9737180 GW997169
DO_K2_Plate2al? | 1007 | AC1481813 Muntiacus muntjak vaginalis clone CH244-181H7, complete sequence 158 1101 w6 | 50 |sow  porarier | Gwesriro
o0 sz | 112 | e g | S0 St o et ko) VT e gt e won, prv oo e | oy | | | 9 | o o | owr
DO_K2 Placaets | 067 | NM_ootodosoo.s | BOS LS Fboxand euine s ot g:g;sile:elczd(;axuzy MRNA >gblBC108120.1] Bos taurus F-box and leucine-rich repeat protein 12, MRNAGONA | 1,00 | 109 | 856 | 00 soe  koraniss | oweeri
00, K2_plaezazo | 1003 | NM_sotoasads | CoE U ol Ep’709‘e5|17n72;').>$r|::?e‘:e(§;sw<)' MRNA >gbJBCL02476 1] Bos furus ribosomal protein 4, ¥ -Tinked 2, mRNA (cDNA clone o6 1 o oo wwn borares | oweorirs
DO_K2_Plateza21 | 701 | NM_001034389.1 s&i;fﬂ“;“;L”e";"'n:‘;ﬁf'(isﬁf’cfo'ﬁzaM'"Gdc”ffs';'fgﬁ',\”ﬂig?fggg‘gg':g;é:e[";m’* >GbIBC103244.1| Bos taurus tumor necrosis factor, alpha-induced 841 841 8% 00 4%  |poraTies | Gweeriza
DO_K2_Plate2a22 795 NM_001015556.2 CB(}D;‘?:{:;;LDOSONG' protein L18 (RPL18), MRNA >gb|BC104507.1| Bos taurus ribosomal protein L18, mRNA (cDNA clone MGC:129138 IMAGE:8122333), 1005 1005 76% 00 96% k9737186 GW997175
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DO_K2_Plate2b09 1024 XM_001249987.2 PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1A1), mMRNA 1012 1012 66% 0.0 93% 9737195 GW997184
DO_K2_Plate2b12 991 XM_001915898.1 PREDICTED: Equus caballus exportin 6 (XPO6), MRNA 796 796 64% 0.0 89% 9737196 GW997185
DO_K2_Plate2b13 1202 XM_001788060.1 PREDICTED: Bos taurus hypothetical protein LOC100140964 (LOC100140964), mRNA 933 933 9% ?:OEV 85% 9737197 GW997186
DO_K2_Plate2b14 1052 XM_001788060.1 PREDICTED: Bos taurus hypothetical protein LOC100140964 (LOC100140964), MRNA 325 325 28% g‘SOOE- 84% 9737198 GW997187
DO_K2_Plate2b15 | 1020 | XM_ 0017902611 | PREDICTED: Bos taurus discoidin domain receptor tyrosine kinase 1 (DDR1), MRNA 237 237 a6 | 2OF | 7% poraries | Gwooriss
D0_K2_Placabts | 1021 | N_ootodoasr1 | B2 s eukarytc ransition slongaton factr 1 gomma p(litildGs) MRNA >gbjBC102691.1| Bos taurus eukaryotic translation elongation factor 1gamma, | 11> | 1112 | egw | 00 0% boraraoe | Gweerise
DO_K2_Plate2b18 1137 BC148899.1 Bos taurus cDNA clone IMAGE:8187036, containing frame-shift errors 493 493 28% ?éosoE- 93% 9737201 GW997190
DO_K2_Plate2b20 | 1068 | XM_869844.3 PREDICTED: Bos taurus similar to bone morphogenetic protein 6 (LOC617566), MRNA 583 583 as | SO0 | e poraraoz | Gweriol
DO_K2_Plate2b21 1017 NM_001037446.1 2[:,\'3:?;;%?:';‘?:;2%igf;g;;’;\ﬁ:!;fégu;zlg{é;;)D(EIUYIY“(;ED‘EBC)&SmRNA >gb[BC108200.1| Bos taurus CD59 molecule, complement regulatory protein, 580 580 40% IéOZOE' 91% k9737203 GW997192
DO_K2_Plate2b22 1057 AC150675.4 Bos taurus BAC CH240-451M14 (Children's Hospital Oakland Research Institute Bovine BAC Library complete sequence 316 9886 33% é‘ZOOE- 92% (9737204 GW997193
D0_K2_Placzcor. | 1000 | xu1_s672843 ;gsmg:ncbz:z%)ﬁzgs"ﬁ:;‘:ss simiarto fa':‘z;x;\‘rxblndlng mitochondrial carrier protein Avalar2 (Mitochondrial aspartate glutamate carrer 2) (Solute carrie farily | 1o | oo | g | o0 w0 koraraos | oweorios
DO_K2_Plate2c02 1018 XM_878576.2 PREDICTED: Bos taurus similar to idyli glycan anchor bi class Q, transcript variant 5 (PIGQ), mMRNA 767 767 47% 0.0 95% 9737206 GW997195
DO_K2_Plate2c03 1021 NM_001009202.1 Ovis aries ubiquitin C (UBC), mRNA >gh|AF038129.1|AF038129 Ovis aries polyubiquitin mRNA, complete cds 1438 2617 87% 0.0 98% (9737207 GW997196
DO_K2_Plate2c04 | 983 | AK234153.1 Sus scrofa mRNA, clone:0VROL0013C08, expressed in ovary 1220 | 1220 [se | o0 91% 9737208 | GW997197
DO_K2_Plate2c05 1046 AC150879.3 Bos taurus BAC CH240-491H11 (Children's Hospital Oakland Research Institute Bovine BAC Library (male)) complete sequence 96.9 96.9 5% ?GOOE- 100% (9737209 GW997198
po_ke pltests | do1e | wLzasinz | L ORA Bk NADH-Ulauinane redmaes (1-30KD) MRIA, compee e oo e wss | wss 7% |00 | eaw  porsalo | Gwesries
DO_K2_Plate2c07 | 1001 | BC113213.1 Bos taurus phosphopantothenoylcysteine decarboxylase, MRNA (cDNA clone MGC:137871 IMAGE:8081720), complete cds 641 641 oo | 2095 | o poraran | Gwegr200
DO_K2_Plate2c08 999 AC011500.7 Homo sapiens chromosome 19 clone CTB-60E11, complete sequence 248 248 42% Z‘ZOOE- 3% 9737212 GW997201
DO_K2_Plate2c09 944 XM_864510.3 PREDICTED: Bos taurus similar to Tyrosine-protein kinase-like 7 precursor (Colon carcinoma kinase 4) (CCK-4), transcript variant 2 (PTK7), MRNA 838 838 65% 0.0 89% 9737213 GW997202
DO_K2_Plate2c10 781 BC102068.1 Bos taurus ribosomal protein S15, mRNA (cDNA clone MGC:127050 IMAGE:7942821), complete cds 810 810 62% 0.0 96% 9737214 GW997203
DO_K2_Plate2cll | 1002 | AF515786.2 Bos taurus beta-1,4-galactosyliransferase mRNA, partial cds 189 |18 [ e | oo 9% 9737215 | GW997204
DO_K2_Plate2c12 1019 XM_882788.3 PREDICTED: Bos taurus similar to integrin beta 4, transcript variant 3 (ITGB4), mMRNA 214 267 31% éfOEV 91% 9737216 GW997205
DO_K2_Plate2c14 | 1020 | CU9289685 Pig DNA sequence from clone CH242-19M24 on chromosome 12, complete sequence 203 496 s | 2O% | sow  porarawr | Gweoraos
DO_K2_Plate2c1s | 773 | BC109664.1 Bos taurus thioredoxin-related transmembrane protein 2, MRNA (cDNA clone MGC:134152 IMAGE:8054240), complete cds 868 868 79% | 00 91% 9737218 | GW997207
DO_K2_Plate2c16 1020 XM_001166480.1 PREDICTED: Pan troglodytes N: (heparan 1, transcript variant 1 (NDST1), mMRNA 410 410 69% IfloE' 74% 9737219 GW997208
DO_K2_Plate2c17 1001 X69797.1 O.aries mRNA for immunoglobulin gammal chain secreted form 973 973 86% 0.0 85% 9737220 GW997209
DO_K2._Plate2c18 830 NM_001035406.1 (BCTI!DSI\IIAAUf‘:ulz::r'\\;‘zl\gcls[’EZI’gEOHI[MlAhénéO;Z%é;ngjri\éﬁlpal?lgl\éjgﬂcEl)‘ MRNA >gh|BC102214.1| Bos taurus non-SMC element 1 homolog (S. cerevisiae), MRNA 374 374 20% ibOOOE- 94% k9737221 GW997210
DO_K2_Plate2c19 1003 EU137727.1 Homo sapiens Heg mRNA, complete sequence 412 412 74% i‘loloE- 72% 9737222 GW997211
DO_K2_Plate2c20 | 812 | X64897.1 B.taurus MRNA for MLRQ subunit of NADH: ubiquinone oxidoreductase complex 818 818 61% | 00 96% 973223 | Gweer212
DO_K2_Plate2c2l | 1005 | XM 5811084 PREDICTED: Bos taurus similar to uroporphyrinogen decarboxylase, transcript variant 1 (UROD), mRNA 636 636 619 | 1005 | % poraraze | Gweer213
00,12 P22z | 1015 | N ootosizest ffééaiE“v%"e”fﬁ'ﬁii’éeémvgé’lm?a'?f‘égﬁilﬂLT? & (WOSPD3) RNA > BCTOZ58.1 Bos aur Mot sprm domai cotaring 3, MRNA (GONA clre e e | oo w5 borarozs | oweorone
DO_K2 Placac2s | 1001 | NM_ootodoasr1 | B2 s eukaryotc tansition clongtion factr 1 gonma ;IEEtild(z), MRNA >gbjBC102691.1| Bos taurus eukaryotic translation elongation factor 1 gamma, | oo | 1310 | agwe | 00 0% borarazs | Gweerats
DO_K2_Plate2c24 | 1052 | XM 8832303 PREDICTED: Bos taurus ring finger protein 216, transcript variant 3 (RNF216), mRNA w014 | 1014 [76% |00 8% 973227 | GW99T216
DO_K2_Plate2d01 1031 BC151407.1 Bos taurus ribosomal protein L8, MRNA (cDNA clone MGC:179250 IMAGE:7946122), complete cds 874 874 64% 0.0 90% 9737228 GW997217
DO_K2_Plate2d03 1027 AYB829643.1 Homo sapiens fucokinase (FUK) gene, complete cds 86.0 141 16% :gOE- 80% 9737229 GW997218
DO_K2_Plate2d04 1020 AC092038.3 Homo sapiens chromosome 3 clone RP11-89F18, complete sequence 89.7 139 33% ifOEV 76% (9737230 GW997219
DO_K2_Plate2d05 | 1036 | NM_001099040.1 i‘l’:r:‘:l’:; ‘{Vﬁmf‘(g;’;‘i”clg:zsﬂ'g"c"‘zz';g‘g;T:\;’Aagggjg'l‘qgnm'r“nigg >9bIBC146072.1| Bos taurus simillr to WD vepeat domain, phosphoinositide 603 603 549 SO0E | saw  porar2n1 | Gweerzzo
DO_K2_Plate2d06 1063 NM_001130747.1 Bos taurus keratin 13 (KRT13), mRNA >gh|BC118284.1| Bos taurus keratin 15, MRNA (cDNA clone MGC:139860 IMAGE:8284343), complete cds 774 774 49% 0.0 93% 9737232 GW997221
DO_K2_Plate2d07 | 1043 | BC109683.1 Bos taurus ribosomal protein L27a, MRNA (cDNA clone MGC:133578 IMAGE:8058508), complete cds 657 657 4% | 00 80% 9737233 | GW997222
DO_K2_Plate2d08 995 XM_002345151.1 PREDICTED: Homo sapiens hypothetical protein LOC100291747 (LOC100291747), mRNA 381 381 49% 2‘0020E7 76% [p9737234 GW997223
DO_K2_Plate2d10 1118 NM_001099204.1 zﬂRS’\"aAuV(L‘A:SDfCTXIL);D\:‘Ile[::éqéjir;caessslg’lll’l\:l::éElzssz‘smszsmzbf;gnssﬁi\:is?B)‘ MRNA >gb|BC142257.1| Bos taurus family with sequence similarity 128, member B, 178 178 13% ifOE- 86% 9737235 GW997224
PREDICTED: Bos taurus similar o oA Subunit alpha, mi Tal precursor (. oA 1) (MCCase
DO_K2_Plate2d12 | 994 | xM_591194.4 subunit alpha) (3-methylcrotonyl-CoA:carbon dioxide ligase subunit alpha) (: oA bioti , transcript variant 1 (MCCCL), 1290 1290 83% 00 95% 9737236 | GW997225
mRNA
DO_K2_Plate2d13 | 1032 | NM_001034532.1 E:;;?g;‘“ Zn’;yﬁ.'i'?iSﬂeZ.‘L"ni'ffe"?'{f&“ﬁTﬂfégff;g‘éﬂgffoﬁgfﬁz" MRNA >gb]BC105235.1| Bos taurus chromosome 10 open reading frame 33 | 539 239 16% 3‘9005' 92% 9737237 | GW997226
DO_K2_Placasta | 1056 | NM_ootiosse1 | BSstaunsleune ih epat coniing 68 (LRRCO8) MRNA>QoBCI53224.1 Bos s ucinefch epest contaiing 68, TRNA(GONA clone 58 P a0 | 395 [ o ooz | owserzar
DO_K2_Plate2d1s | 932 | BC149020.1 Bos taurus golgi associated, gamma adaptin ear containing, ARF binding protein 1, mRNA (cDNA clone IMAGE:8412499), partal cds 279 219 2% | 30 | e  porarase | Gwerazs
0Kz Platezd1? | 1056 | NWLoo1033613.1 Sun;u?:‘r:iéisbnsnmal protein 52 (RPS2), MRNA >gb|BC102227.1] Bos taurus ribosomal protein 52, MRNA (CDNA clone MGC:126925 IMAGE:7929390), 570 570 % 00 s borao0 | owesrzze
D0_K2_placaots | 554 | N _oosiseat | PO ;Eglgu; oot Complex component 6B (EXOCEB), MRNA >embCRES7921.1] Pongo abelil MRNA; CONA DRKFZpA69P078 (from clone o P P T [ESY S p—
DO_K2_Plate2d19 | 1072 | NM_001009449.1 | Ovis aries translational elongation factor 1 delta (EF-L), mRNA >gbJAF544990.1] Ovis aries translational elongation factor 1 delta mRNA, complete cds 482 482 a5 | esw  poraraaz | Gweorzar
DO_K2_Plate2d20 | 1262 | AY530757.1 Capra hircus alpha S1 casein variant F mRNA, partial sequence, alternatively spliced 878 87.8 1% 1‘3005' 81% 9737243 | GW997232
DO_K2_Plate2d21 1080 AYB42446.1 Bubalus bubalis ubiquitin/ribosomal fusion protein mMRNA, complete cds 700 700 43% 0.0 93% [p9737244 GW997233
DO_K2_Plate2d22 1043 BC147903.1 chD: taurus integrin, alpha 2b (platelet glycoprotein 11b of 11b/I1la complex, antigen CD41), MRNA (cDNA clone MGC:152631 IMAGE:8436236), complete 271 271 200% g‘QDOE- 89% k9737245 GW997234
DO_K2_Plate2d23 1115 XM_583277.4 PREDICTED: Bos taurus similar to CNKSR family member 3 (CNKSR3), mMRNA 423 423 22% i‘lolsOE' 97% [9737246 GW997235
DO_K2_Plate2d24 | 1035 | XM_852513.1 PREDICTED: Canis familiaris similar to CG18549-PA, transcript variant 3 (LOC483336), MRNA 118 118 s | S5 | e poraraar | Gwoorass
DO_K2_Plate2e01 | 1040 | NM_o01101297.1 fﬂnééax{%sgsse;mcfggg,zgaér;ialzy)?gmrr:]elgsiré (SCGB2A2), MRNA >gb|BC149359.1| Bos taurus secretoglobin, family 24, member 2, mRNA (cDNA clone a2 82 5% 00 o196 borazas | weerzar
D0 K_Plteze02 | 1008 | N oorioza1r. | B s e ;g;“uz?;:\eylc[;asnsferase (COMT), mRNA >gblBC151585.1] Bos taurus catechol-O-methylransferase, mRNA (CDNA clone MGC-140449 28 28 2o | oo e borarase | oweerzas
DO_K2_Plate2¢03 1031 NM_001035008.1 ﬁ\::‘é\gufgfelggiﬂamacggzmlzllz ;13578 (RPL37A), mRNA >gb|BC102044.1| Bos taurus ribosomal protein L37a, mRNA (cDNA clone MGC:128148 508 508 32% ifOOE- 93% k9737250 GW997239
DO_K2_Plate2e04 1005 XM_001249987.2 PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1A1), MRNA 1355 1355 81% 0.0 97% 9737251 GW997240
DO_K2_Plate2e05 | 1061 | CUB88313.1 Synthetic construct Homo sapiens gateway clone IMAGE:100022913 3'read IL23A mRNA 716 716 13% BU0E | 72 poraras2 | weeraet
DO_K2_Plate2e07 1039 NM_001014859.1 CBDD:':)?:(:E;:ETHDHHE (C-X-C motif) receptor 6 (CXCR6), mMRNA >gb|BT020675.1| Bos taurus chemokine (C-X-C motif) receptor 6 (CXCR6), mMRNA, 171 171 76% 00 93% k9737253 GW997242
DO_K2_Plate2e08 | 1017 | M34676.1 Sheep MHC class | protein gene, complete cds 1 |1 | 7w | oo 91%  porarasa | owesraas
DO_K2_Plate2e09 | 960 | BC123907.1 Bos taurus N-ethylmaleimide-sensitive factor, mRNA (cDNA clone MGC:139541 IMAGE:8217996), complete cds 419 419 ao% | MOO5 faew  porarass | Gwaorads
DO_K_Plaezet0 | 1030 | Nootosszag., | B v p(::;n’\l‘lzyclt’;e;‘n::\;résce long i e ;ulgtg;léj)v(izl:itle)‘cr;\sRNA >gblBC105250.1] Bos taurus serine palmitoylransferase, long chainbase | . s wo | 395 [ o foramss | owosrass
DO_K2_Platezell | 1061 | BC149297.1 Bos taurus cDNA clone IMAGE:8183597, containing frame-shift errors 632 632 35% LO0E | a1 porarzst | Gweerads
DO_K2_Plate2el2 | 717 | BC102905.1 Bos taurus GNAS complex locus, MRNA (cDNA clone MGC:128241 IMAGE:7984954), complete cds 834 834 0% | 00 96%  po737258 | GW997247
DO_K2_Plate2e13 | 998 | BC102074.1 Bos taurus ribosomal protein, large, PO, MRNA (cDNA clone MGC:127090 IMAGE:7942990), complete cds 1306 | 1306 | 84% | 00 95% 9737259 | Gwe9r248
DO_K2._Plate2el4 1078 NM_001035503.1 S;;'p?:‘(:iélsboiﬂmm protein L28 (RPL28), mRNA >gb|BC102344.1| Bos taurus ribosomal protein L28, mMRNA (cDNA clone MGC:127438 IMAGE:7947058), 758 758 44% 00 950 k9737260 GW997249
DO_K2_Plate2el5 | 733 | XM_585048.4 PREDICTED: Bos taurus similar to Huntingtin-interacting protein 1-related protein (Hipd-related) (Hip 12) (HIPLR), mRNA 405 405 ae [ S5 | agw  porarzer | Gweorzso
DO_K2_Plate2e16 1044 BC149297.1 Bos taurus cDNA clone IMAGE:8183597, containing frame-shift errors 612 612 34% 1,00€- 97% [9737262 GW997251
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file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!226424009
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194666185&dopt=GenBank&RID=JVS2ZAES01S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194666185
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119916580&dopt=GenBank&RID=JVS2ZAES01S&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=51536618&dopt=GenBank&RID=JVS2ZAES01S&log$=nucltop&blast_rank=1
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DO_K2_Plate2i06 1008 XM_001249987.2 PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1A1), mMRNA 1332 1332 85% 0.0 94% 9737336 GW997325
DO_K2_Plate2i07 992 XM_001249983.1 PREDICTED: Bos taurus similar to Protein EAN57 (LOC783544), mRNA 1288 1288 85% 0.0 94% 9737337 GW997326
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DO_K2_Plate2i09 1039 AK239289.1 Sus scrofa mRNA, clone: THY010089B09, expressed in thymus. 284 284 29% ;éOOE- 80% 9737339 GW997328
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DO_K2_Plate2i11 930 XM_001789781.1 PREDICTED: Bos taurus CDC28 protein kinase regulatory subunit 1B (CKS1B), mRNA 1238 1238 76% 0.0 98% 9737341 GW997330
DO_K2_Plate2i12 1023 NM_001075997.1 ﬁ\;;‘ggésl?fsgsszlg:&z?:?{;:Iﬂg 3 (NUDCD3), mRNA >gb|BC114136.1| Bos taurus NudC domain containing 3, mRNA (cDNA clone MGC:137347 924 924 72% 0.0 88% k9737342 GW997331
DO_K2 Plate2il3 | 872 | XM_001789781.1 | PREDICTED: Bos taurus CDC28 protein kinase regulatory subnit LB (CKSLE), mRNA 1220 | 1229 |s% | o0 9%  poraTaAs | Gweeras2
DO_K2_Plate2i14 1012 AC148316.3 Pan troglodytes BAC clone CH251-508B1 from chromosome 7, complete sequence 471 471 67% i‘ZOQOE- 76% 9737344 GW997333
DO_K2_Plate2i15 1007 NM_001013599.1 Bos taurus transgelin 2 (TAGLN2), mRNA >gb|BT020965.1| Bos taurus transgelin 2 (TAGLN2), mRNA, complete cds 1299 1299 84% 0.0 94% 9737345 GW997334
DO_K2_Plate2i16 1063 NM_001013599.1 Bos taurus transgelin 2 (TAGLN2), mRNA >gb|BT020965.1| Bos taurus transgelin 2 (TAGLN2), mRNA, complete cds 645 645 48% 0.0 87% 9737346 GW997335
Do peztr | 788 | LSe35k, MRNA (ONA clone MOC 127024 IMAGE To82180), copleteade - o VOOTE | agg | sas | 7ww |00 | sew  feronar | Gwssrsse
DO_K2_Plate2i18 982 NM_021925.2 Homo sapiens chromosome 2 open reading frame 43 (C20rf43), mRNA 255 255 41% ZL‘OOE- 74% 9737348 GW997337
DO_K2_Plate2i19 1010 XM_001249987.2 PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1A1), mMRNA 1355 1355 84% 0.0 96% 9737349 GW997338
DO_K2_Plate2i20 1014 AF024645.1 Ovis aries immunoglobulin alpha heavy chain (IgA) mRNA, partial cds 919 919 1% 0.0 88% 9737350 GW997339
DO_K2_Plate2i21 1047 DQ324373.1 Bos taurus glycophorin C (GPC) mRNA, GPC-Q4S85 allele, complete cds 351 351 50% géOOE- 75% 9737351 GW997340
DO_K2_Plate2i22 916 NM_001024469.2 Sl;.};'ﬂi:{:iélsbﬂsﬁmﬂ protein L9 (RPLY), mRNA >gb|BC103427.1| Bos taurus ribosomal protein L9, mRNA (cDNA clone MGC:128037 IMAGE:7963712), 1157 1157 76% 0.0 96% k9737352 GW997341
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DO_K2_Plate2j05 1069 NM_001046005.1 2‘:'\"&;:r(\::str\‘alAal;‘D-l::eMth‘ésplr;‘;ugaasle'\:Zgaé"ging;?)Tigégmngi) mRNA >gb|BC112803.1| Bos taurus patatin-like phospholipase domain containing 2, 253 253 15% ééOOE- 929 k9737357 GW997346
DO_K2 Plate2j07 | 1029 | XM _001251991.1 | PREDICTED: Bos taurus similar to solute carrier family 9 (sodium/hydrogen exchanger), member 5 (LOC783364), mRNA 939 939 61% | 00 93%  pora7ass | GWearaa7
DO_K2 Plate2j08 | 1055 | DQ915966.3 Capra hircus breed Xinong Saanen fatty acid synthase (FASN) mRNA, complete cds 560 560 am | S0O5 | agw  horarase | cweorads
DO_K2_Plate2j09 1020 AC102081.15 Mus musculus chromosome 18, clone RP23-43H5, complete sequence 62.6 107 14% SéOOE- 2% 9737360 GW997349
D0_a_pieto | 1029 | N cotoseo1 | B05urus CREBIATE bt wsncrpton acor(CRERZF), RNA >GHEC142230.1 o s CRERIATF 1P arscrpion fctar,mRNA (GONA cone | 52 % | oo 0% boraraer | Gweeraso
DO_K2 Plate2j12 | 1085 | XM _866159.2 PREDICTED: Bos taurus similar to midnolin, transcript variant 2 (MIDN), mRNA aa6 446 a0 | HO0F fesw  borarse | oweorsst
DO_K2_Plate2j14 1044 NM_001009363.1 Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 966 966 70% 0.0 91% 9737363 GW997352
00Kz preas | 1007 | ALeorroLs Pl DA e o ot L0618 o varicsons 3 Cotrs ' &0 1 vl gr (FLIIEET) & vl Pt  MWRPLD = e | S | 7w borsraen | owsersss
DO_K2_Plate2i17 1054 NM_001077139.1 ﬁ\:sAlguEﬂgszgg?zféngce;:roll:tl:c]alsz (RNF112), mRNA >gb|BC123783.1| Bos taurus ring finger protein 112, nRNA (cDNA clone MGC:143075 688 688 4% 00 9206 k9737365 GW997354
DO_K2_Plate2j18 1110 XR_028168.2 PREDICTED: Bos taurus misc_RNA (LOC520692), miscRNA 354 354 21% ;;‘OOE- 93% 9737366 GW997355
DO_K2 Plate220 | 1031 | NM_ 1707072 Homo sapiens lamin A/C (LMNA), transcript variant 1, mRNA 884 884 56% | 00 93%  po7a7aeT | GWe9Tase
DO_K2 Plate2j2l | 1064 | XM 5891004 PREDICTED: Bos taurus similar o ribosomal protein L23a, transcript variant 1 (LOC511712), mRNA 486 486 s | L5 g borarses | cweoras?
DO_K2_Plate2j22 1014 NM_001034237.1 ﬁ\;;’é\gll;ag\segiasl;fcg?“n;ﬂf:csssbuHll 6 (MEDS6), MRNA >gb|BC102648.1| Bos taurus mediator complex subunit 6, MRNA (cDNA clone MGC:127713 497 497 27% ?1’570E- 99% k9737369 GW997358
DO_K2 Plate2i23 | 1057 | XM_001787104.1 | PREDICTED: Bos taurus hypothetical LOC789414 (LOC789414), mRNA 991 901 6% | 00 9%  po7arar0 | Gwearase
DO_K2_Plate2j24 863 NM_001079769.1 zﬁgl{;\gﬁ?gr&s}:ég%z%@gy g?;ﬂ?:{eié(sl MAP5), mRNA >gb|BC103445.1| Bos taurus GTPase, IMAP family member 5, mRNA (cDNA clone 608 60.8 5% é‘SOOE- 87% k9737371 GW997360
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DO_K2 Plate2ko2 | 987 | XR 0426741 PREDICTED: Bos taurus misc_RNA (USP7), miscRNA 1267 | 1267 | 8% | 00 95%  poraraTs | Gwearae2
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DO_K2_Plate?k06 | 1054 | XM_604254.4 PREDICTED: Bos taurus similar to Ubinuclein (Ubiquitously expressed nuclear protein) (VT4) (UBNL), mRNA 1031 1031 68% 00 9% 9737376 | GW997365
DO_K2_Plate2k07 | 1056 | NM_001081578.1 Sssix;:foi‘;"s‘gf"x;&f%’&fgﬂ&”&g‘é ‘{z’;ﬁ;é'zpl“’\‘;;‘gg‘;fog’?z;‘:)CUT“F:)I'\;‘/: 235\50133366 1] Bos taurus SAM pointed domain containing ets 821 821 57% 00 80% 9737377 | GW997366
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DO_K2_Plate2k09 721 XM_600955.4 PREDICTED: Bos taurus similar to reticuloendotheliosis viral oncogene homolog B (RELB), mRNA 578 578 47% iéOIOEV 97% 9737379 GW997368
DO_K2_Plate2k10 1010 BC102189.1 Bos taurus immunoglobulin light chain, lambda gene cluster, mMRNA (cDNA clone MGC:127066 IMAGE:7943014), complete cds 955 955 73% 0.0 88% [9737380 GW997369
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DO_K2_Plate2k13 1072 EF564257.1 Capra hircus serum amyloid A3.2 precursor, MRNA, complete cds 333 333 34% §‘7OOEV 80% [9737382 GW997371
DO_K2 Plate2ki4 | 1053 | AC105951.9 Mus musculus chromosome 5, clone RP23-475D21, complete sequence 536 536 5% 0002 | 80w  porarass | Gweerarz
DO_K2_Plate2kis | 1000 | AC1483163 Pan troglodytes BAC clone CH251-508B1 from chromosome 7, complete sequence 488 488 0 | 305 | 7% porarass | weorars
DO_K2_Plate2k16 990 AL117187.7 Human chromosome 14 DNA sequence BAC R-725GS5 of library RPCI-11 from chromosome 14 of Homo sapiens (Human), complete sequence 226 226 41% Z‘SOOEV 73% 9737385 GW997374
ook par | o5 | wiaren Bos s ool e, e, 2 (RPLPE) IRNA > GUBCI0LA31 B a3 Togeomal prten. Trg, P2 TRNA (DA dr MGC 138557 o - oo s borarass | oweorars
DO_K2_Plate2kis | 1028 | XM_546987.1 PREDICTED: Cans familiaris similar to Basic helix-loop-helix protein MIST1 (Muscle, intestine and stomach expression 1) (LOC489869), mRNA 576 576 san | 005 | e porarasr | Gwaorare
DO_K2_Plate2k19 1091 AY734681.1 Ovis aries immunoglobulin lambda light chain constant region segment 1 mRNA, partial cds 223 223 17% él‘OOEV 86% [9737388 GW997377
0Kz Platezk20 | 1016 | NWLoo10802311 IMUAI(?:E“;ZDMDSA), mmple[perg;esin 219 (TMEM218), mRNA >gb[BC116008.1] Bos taurus ransmembrane protein 219, MRNA (CDNA clone MGC:138908 100 160 o 00 o3 borarass | oweerare
DO_Ko_plaezkr | 726 | NM_sotorssar1 | Bo s Tosomalpotin LLE (RPLTE), HRNA =GB BCIG2E24 1B0s s ibosomalprti L1 MRNA (NA clore MGC 127967 IMAGETSSE0. | 1005 | a00s | s | 00 a0 borarase | oweerare
DO_K2 Plate2k22 | 990 | XR 0278982 PREDICTED: Bos taurus misc_RNA (LOC784355), miscRNA 26 26 1% | 2% | o5 porarasr | Gwoorso
DO_K2_Plate2k23 1007 AC216831.3 Bos taurus Y Chr BAC CH240-444M18 (Children's Hospital Oakland Research Institute Bovine BAC Library (male)) complete sequence 524 s 41% ?fSOE- 88% 9737392 GW997381
DO_K2_Plate2k24 | 1035 | BT020999.1 Bos taurus caspase 4, apoptosis-related cysteine protease (CASP4), MRNA, complete cds 1281 | 1281 | 8% | 0o 9%  po7a3es | Gwoaras2
DO_K2_Plate2102 1023 X72221.1 C.hircus mRNA for alpha S1 Casein E allele 1272 1272 84% 0.0 93% [9737394 GW997383
DO_K2_Plate2l04 | 1038 | NM_001035467.2 | Bos taurus Sin3A-associated protein, 18kDa (SAP18), MRNA 612 612 50% TO0E | gaw  porarass | Gweorsss
DO_K2_Plate2105 | 1007 | DQ837646.1 Bos taurus BTALL scaffold135323_1575 genomic sequence contig containing highly polymorphic single nucleotide sites 116 116 wn | 2% | 7e%  orarase | Gwosrass
DO_K2_Plate2106 | 1078 | NM_001163315.2 | Homo sapiens F-box and leucine-rich repeat protein 17 (FBXL17), mRNA 915 915 10% SO05 | row  porarsor | Gwoorass
DO_K2_Plate2108 | 989 | XM_615600.4 PREDICTED: Bos taurus similar to patatin-like phospholipase domain containing 8 (PNPLAB), MRNA w7 |1 | ew | oo 96%  po737ase | Gwearas7
DO_K2_Plate2109 No similarity bo7s73ss | Gweerass
DO_K2_Plate2110 1022 NM_001101309.1 ﬁ;SA'éuEmsssgégcggi)mgg;zii;:l!:;ﬂg 2 (LMAN2), mRNA >gb|BC149134.1| Bos taurus lectin, mannose-binding 2, mMRNA (cDNA clone MGC:151557 1169 1169 75% 00 94% k9737400 GW997389
DO_K2_Plate2l11 | 1086 | XM_596681.4 PREDICTED: Bos taurus inositol 1,3 4-triphosphate 5/6 kinase (ITPK1), mRNA 358 358 35% 3‘5005 80%  [9737401 | GW997390
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DO_K2 Plate2lis | 905 | AY911347.1 Bos taurus clone IMAGE:7961436 RPLI5A protein mRNA, complete cds 284 284 a0 | 1% | eaw  poraraos | waorses
DO_K2_Plate2116 1028 BC148932.1 Bos taurus cDNA clone IMAGE:8094116, containing frame-shift errors 1094 1094 2% 0.0 93% [9737406 GW997395



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194687854&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194687854
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119927198&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!119927198
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78369441&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!78369441
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115552096&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115552096
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78045546&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!78045546
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194665303&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194665303
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115496363&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115496363
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194665303&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194665303
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=89337361&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!89337361
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=61888873&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!61888873
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=61888873&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!61888873
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75832080&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!75832080
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=142362035&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!142362035
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194687854&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194687854
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=2582410&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!2582410
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=84380732&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!84380732
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=134085424&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!134085424
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=154426131&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!154426131
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=146231827&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!146231827
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=261244963&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!261244963
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=134024819&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!134024819
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=114050730&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!114050730
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119925103&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!119925103
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=148841333&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!148841333
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78272045&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!78272045
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=149642570&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!149642570
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119895219&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!119895219
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164370&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!57164370
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=27645838&dopt=GenBank&RID=JYH5ZA7C015&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!27645838
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=116004498&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!116004498
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194675332&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194675332
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=153281093&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!153281093
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194686197&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194686197
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77735432&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!77735432
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194674939&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194674939
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119331175&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!119331175
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75832126&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!75832126
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194678546&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194678546
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75832072&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!75832072
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194666928&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194666928
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194678340&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194678340
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=125991947&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!125991947
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=118151075&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!118151075
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194675284&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194675284
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74353859&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74353859
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194675587&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194675587
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=147744633&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!147744633
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=37537649&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!37537649
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=89337361&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!89337361
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=27764205&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!27764205
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=83523772&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!83523772
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57087750&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!57087750
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=52366985&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!52366985
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=122692312&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!122692312
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497633&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115497633
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194677633&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194677633
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=169118867&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!169118867
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=59858362&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!59858362
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=311942&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!311942
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=215490084&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!215490084
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=110288210&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!110288210
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=255683360&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!255683360
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194666128&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194666128
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=155372332&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!155372332
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194676976&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194676976
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=155372014&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!155372014
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=94966989&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!94966989
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=13397386&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!13397386
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=58760408&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!58760408
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=151553676&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!151553676

74

2,00E-

DO_K2_Plate2i17 | 1121 | Avo11347.1 Bos taurus clone IMAGE:7961486 RPL35A protein mRNA, complete cds 452 452 31% B 8% 9737407 | GW997396
oo s | o0 | sz | S s et (ot 7, el g ity e rA RGO S ms o | g1 | s | an o0 | o foram | cwren
00.K2 P20 | 1024 | Nwite0213 g;:‘:)?:‘r:z;NAS complex 10cus (GNAS), MRNA >goBC122757 1] BOs taurus GNAS complex 1ocus, mRNA (cDNA clone MGC:152036 IMAGEBISLTD). | 1,05 | 124 o | oo o5 boraacs | owoerass
DO_K2_Plate2i21 | 1092 | BC151407.1 Bos taurus ribosomal protein L8, MRNA (cDNA clone MGC:179250 IMAGE:7946122), complete cds 574 574 34% SOUE | eaw  porarawo | Gwaoraoe
00Kz Plizz | 1070 | N _ootorsseit g;;s‘r:i;isbusomal protein L11 (RPLIL), mRNA >gblBC102524 1] Bos taurus rbosormal protein L1L, mRNA (cONA clone MGC127967 IMAGET956290), | g2 o o | oo s borrns | oweeraco
DO_K2_Plate2mo1 | 1018 | AK057602.1 Homo sapiens cDNA FLI33040 fi, clone THYMU2000382, weakly similar to 60S RIBOSOMAL PROTEIN L12 304 435 86% TOE e porararz | Gweoraon
DO_K2_Plate2m02 | 995 | XM 8693833 PREDICTED: Bos taurus similar to TSPYlike 2 (TSPYL2), mRNA 1285 | 1285 8% | 00 93%  po737a13 | Gwegrdo
bo__laznos | 1050 | N _ootoneaes1 | DOSLAIUSARFE ot sl proein gglguﬁr;g)lug O(mzx()e (ACTR), MRNA >g0IBCLIG035.1{ B0 arus ARPS acn-eltedproten 8 homolog yess), mRNA. [ 1504 | 1304 e | 0o 0% boraate | cwesraos
DO_K2_Plate2m04 | 1054 | NM_001035467.2 | Bostaurus Sin3A-associated protein, 18kDa (SAP18), mRNA 1229 | 1229 69% | 00 97%  po737als | Gwe9raos
50, K2 Platezmd? | 1043 | NWL001009778.1 g;:‘sp?;e;sczlgehyde ehydrogenase 1 family, member AL (ALDHIAL), mRNA >gbU12761 1I0AUL2761 Ovis aries aldehyde dehydrogenase mRNA, a2 | 10 2% | oo o boraats | oweeraos
DO_K2_Plecans | 1020 | NM_00toass2 | B2 GUs 1bosomalpoei L29 (RPLZ9). MRNA >gbIBCIOZ218 s s 1bosomalpoti L29, MRA CDNA cloe MGCHT27252 IMAGETSASSEN, | g0 20 % | oo won borararr | oweoraoe
0. K2.Platezmd | 1055 | NWLo010372671 g;:‘:)?:‘r:z;lshusumal protein S19 (RPS19), MRNA >GblBC108158.1] Bos taurus ibosomal protein SI9, MRNA (cONA clone MGC1133566 IMAGEB0S6826). | 177 - s | oo o borarats | oweeraor
DO_K2_Plate2mi0 | 1016 | AC093612.18 Oryza sativa Japonica Group chromosome 10 clone OSINBa0003P07, complete sequence 500 139 3% 0026 | 89%  porarale | Gwaor4os
DO_K2_Platezmil | 999 | BC147868.1 Bos taurus actin, gamma 1, mRNA (cDNA clone MGC:159646 IMAGE:8289805), complete cds 402 | 1402 8% | 00 97%  p9737420 | GW997409
b0 pavzniz | 1037 | v _coioresnes | BRI st ccanlggurg;;?:ﬂm:g;-;%gr:;;%161\;:& (BRMSLL), MRNA >GHIBCLLG05L.1] B0 atus et cancer ettt suppressr Lk, MRNA 02 188 i 100 oy Forgraor | owssreno
DO_K2_Plate2m13 | 1058 | XM_590665.4 PREDICTED: Bos taurus similar to MYB binding protein 1a (MYBBP1A), mRNA 70 770 % SOE | esw  porarazz | Gwoorant
DO_K2_Plate2m15 | 1066 | NM_001076363.1 z";u‘ra‘“;'“; d“‘:;'tqf';”Rﬁjz(c’gsﬁxec::)i‘és&”gé"{g%glﬂm‘x‘gg:’%:‘l%;.Bgfnzgl‘e't“g;: >gblBC102248 1] Bos taurus ubiquitin A-52 residue ribosomal protein 877 877 49% 0.0 96% 9737423 | GW997412
50_K2_Platezmis | 989 | NM_o01102477.1 iu.;;aAurculswu‘:ﬂgtgJ;l;@az;nsoﬁzﬁf::}aétggég%:;zg:]rr:pllegggdé\n MRNA >gb|BC133293.1] Bos taurus ubiquitin-like modifier activating enzyme 1, mRNA 02 | 10w % | oo o196 boraraze | oweerais
DO_K2_Platezmi? | 1029 | BC114801.1 Bos taurus immunoglobulin light chain, lambda gene cluster, MRNA (cDNA clone MGC:140380 IMAGE:8188713), complete cds 149 149 % | %% | eew  porarazs | cwaorats
DO_K2_Platezmi8 | 1039 | XM 5903814 PREDICTED: Bos taurus cofactor of BRCA (COBRAL), MRNA 755 755 57% | 00 87%  po7374zs | Gw99Tals
50,12 Platcamts | 93 | N ooritooeat Eﬂu;éax{rauaslgw;|Ia’\rA|;rgaEc§g;7dSh5essu)onwmmoplleec‘glzu(srwc;\m) TRNA >gbJBCL18105 1] Bos Gurus melanoma cell adhesion molecule, MRNA (CONA clone oot | 1300 wn | oo [V R PT——
50K Plcam20 | 1044 | NM_001119303.. | 2S5 NS el ght i LCA-ype 2 (DYNLLZ), A > gPRCI0S140.1 Bos s 8y g cha LCA 75 2, A (GDNA dre 5 55 o | oo s borarazs | oweorarr
DO_K2_Platezm21 | 1005 | NM_001101999.1 | B0% (o ’,‘j‘;;:nc)l domain (’:Sw/{' member 98 (with S mw;’;‘fgg’sgsiiﬁzz’l‘e";g;“A >bIBC151547.1| Bos taurus TBCL domain family, member 98 (with | ;47 1137 80% 00 o1% 9737429 | Gweorals
DO_K2_Plate2m22 | 883 | XM_001251358.2 | PREDICTED: Bos taurus similar to 60S ribosomal protein L5 (LOC783070), mRNA 672 672 4% | 00 96% 9737430 | GW997419
DO_K2_Plate2m23 | 598 | M34676.1 Sheep MHC class I protein gene, complete cds 621 621 60% 2005 o porarann | Gwaorazo
DO_K2_Platezm24 | 1094 | BC118320.1 Bos taurus spastic paraplegia 21 (autosomal recessive, Mast syndrome), mRNA (cDNA clone MGC:140003 IMAGE 8285902), complete cds o1 217 2% TO0E | gsw  poraraz2 | Gweerazt
DO_K2_Plate2n01 | 1045 | NM_ 0011003241 | Bostaurus interleukin 34 (IL34), mRNA >gb|BC146187.1| Bos taurus interleuikin 34, mRNA (cDNA clone MGC:166330 IMAGE:8221829), complete cds 661 661 52% | 00 87%  [p9737433 | GW997422
DO_K2_Plate2no2 | 1041 | BC102249.1 Bos taurus ribosomal protein S11, mRNA (cDNA clone MGC:127069 IMAGE:7943288), complete cds 288 288 35% SE | e porarazs | Gwaorazs
DO_K2_Plate2n03 | 1025 | NM_001076538.1 "i;ii'ﬁg;‘:)f“rr?g’,jfi&’g%x‘g}g[’:gi;“égﬁgég‘é"I’:\‘nfgé“gz”é?zg‘l‘?g‘m";m’*c;fb‘acu%“ 1]Bos taurus suppression of tumorigenicity 14 (colon 308 308 28% SO | o poraass | Gweorazs
DO_K2_Plate2n04 | 1030 | XM_001788196.1 | PREDICTED: Bos taurus similar to Pre-mRNA cleavage complex 2 protein PcfLL (Pre-mRNA cleavage complex Il protein Pcf11) (LOC510604), MRNA e | 162 3% | 00 95% 9737436 | GW997425
DO_K2_Plate2n0s | 1045 | CU227200.1 Populus EST from severe drought-stressed leaves 536 536 16% | 0002 | eo%  porarasr | Gwooraze
DO_K2_Plate2n06 | 1050 | EF490456.1 Ovis aries cell-line OLL15 mitochondrion, complete genome 1083 | 1083 2% | 00 0%  [orarass | Gweora2r
DO_K2_Plate2n10 | 1088 | XM_ 0012518212 | PREDICTED: Bos taurus hypothetical LOC784205, transcript variant 2 (LOCT784205), mRNA 702 702 a% | 00 93%  po737439 | Gw997428
DO_K2_Platenil | 1037 | BC102074.1 Bos taurus ribosomal protein, large, PO, MRNA (cDNA clone MGC:127090 IMAGE:7942990), complete cds 883 883 67% | 00 8%  p9737440 | GW997429
DO_K2_Platezn12 | 1022 | BC102374.1 Bos taurus ribosomal protein S5, MRNA (cDNA clone MGC:127574 IMAGE:7951084), complete cds 922 922 61% | 00 9%  [o737asl | GW997430
DO_K2_Plate2n13 | 1040 | BT026312.1 Bos taurus ADP-ribosylation factor GTPase activating protein 1 (ARFGAPI), Notl truncated, mRNA, complete cds 129 129 % SO0E N aew  porarasz | Gweorast
50Kz Plaznta | 1013 | NM_oorzotoeit ‘l?f:xrf‘plai:lr:id/-:DAMTS-\ikEA (ADAMTSLA), mRNA >gbJBC147928 1] Bos taurus ADAMTS-Tike 4, mRNA (cDNA clone MGC: 166780 IMAGE:8562450), e | um o oo wwe borrans | oweoran
DO_K2_Plate2nis | 1099 | XM 5869253 PREDICTED: Bos taurus similar to and iron-dependent oxygenase domain-containing protein 2, transcript variant 2 (OGFOD2), MRNA an a1 31% 205 | oow  porarass | Gwaorass
DO_K2_Plate2n1s | 1043 | BC149167.1 Bos taurus cDNA clone IMAGE:8482327 749 749 4% | 00 96%  po737ads | Gw99743a
DO_K2_Plate2ni7 | 878 | XM 5947544 PREDICTED: Bos taurus AXL receptor tyrosine kinase (AXL), MRNA 286 286 33% S5 | e porarass | Gwoorass
DO_K2_Plate2n18 | 1012 | NM_001024862.1 | Ovis aries lactoferrin (LOC554321), MRNA >gbJAY792499.1] Ovis aries lactoferrin mRNA, complete cds urs | 1225 7% | 00 94% 9737447 | GW997436
DO_K2_Plate2n19 | 1022 | XM_001250334.2 ;JF;E"?I"()TSB:Da“je‘;)‘,";‘:;;én'“a's'zrsﬁ’b':rﬁﬂﬁ (COCTa1824), MRNA 2 precursor (NADH-ubiquinone oxidoreductase 24 kDa 1014 1014 68% 0.0 93% 9737448 | GW997437
DO_K2_Plate2n20 | 1056 | AC1630935 Mus musculus chromosome 18, clone RP23-144P22, complete sequence 464 464 % 031 82% 9737449 | GW997438
DO_K2_Plate2n21 | 1086 | AC150548.2 Bos taurus BAC CH240-72J19 (Children's Hospital Oakland Research Institute Bovine BAC Library (male)) complete sequence 107 014 18% WO | e poraaso | Gwoorass
DO_K2_Plate2n22 | 1047 | AC150871.6 Bos taurus BAC CH240-316E7 (Children's Hospital Oakland Research Institute Bovine BAC Library complete sequence 462 5311 3% IOE | eaw  porarast | Gwaorado
DO_K2_Plate2n23 | 1012 | DQ121199.1 Bos taurus isolate 19_20+_+D03.1 MHC class | antigen (BoLA) gene, partial cds 731 731 5% | 00 88% 9737452 | GW997441
DO_K2_Plate2n24 | 1053 | XM_615057.4 PREDICTED: Bos taurus similar to Anaphase-promoting complex subunit 7 (APCT) (Cyclosome subunit 7) (ANAPCT), MRNA 984 984 67% | 00 91%  [9737453 | GW997442
50_K2_Platezo0 | 700 | NMLo011012071 fn"éé"ii.“sl?fIiﬁ“ﬁé"é"gzgﬁ's'zyfém"'ﬁﬁiiﬁ (SCGB2A2), MRNA >gb|BC149359.1| Bos taurus secretoglobin, family 2A, member 2, mRNA (cDNAclone | 4,0 8 s | oo 0w boraass | Gwesrass
DO_K2_Plate2002 | 1052 | BT026298.1 Bos taurus ARPS actin-related protein 8 homolog (yeast) (ACTRE), mRNA, incomplete &' cds 119 | 1110 7% | 00 93%  po7374ss | GW9974d
00,12 Platczons | 1007 | sow022051 B s KA sb)mcilr':\% DI UGt (MNP -2500eed Wi 20l yellow Porolog (1ou=), TRNA (DA dlore MGC:127170 = e P o PR e p—
DO_K2_Plate2005 | 1003 | BT060020.1 Salmo salar clone ssal-rgg-516-275 60S ribosomal protein L38 putative mRNA, complete cds 114 229 % T0E | 100%  porarast | Gweorads
DO_K2_Plate2006 | 1014 | X66115.1 B taurus gene for 2-oxoglutarate carrier protein 998 1169 79% | 00 100% 9737458 | GW997447
00,12 Platczon? | 986 | N ootozaaesz cBﬂo;:ﬁ;r:zélsbosamaI protein L9 (RPLS), mMRNA >gblBC103427 1] Bos taurus ribosomal protein L9, mRNA (cDNA clone MGC-128037 IMAGE 7963712), e | o | oo o9 borarass | oweerass
0. K2_Platezo0s | 1026 | NWLoo1105333.1 ﬁii‘é“é“;&‘é‘é&”;ﬁ'lé’?ﬁ;i;i peGse 20 {USP20), MRNA >gBIBC 1532541 Bos s DU speci epicase 26, IRIA GONA clone MGC166122 e | e o | oo o borarac | owesras
00_K2_Platezons | 1008 | ALs1zasa1a Mouse DNA seqence Eflr;g:‘ E'&"geaffozifosféff) °§oi."§f§§§§$i 15 Cartins e endof the Mpped. gee fo metlophosphaestrae corain contining 1| 45 182 " 0000 | 79w berarass | cwesraso
DO_K2_Plate2010 | 1086 | NG_011841.1 Homo sapiens hemicentin 1 (HMCNL) on chromosome 1 127 175 35% OB V70w porarae | Gwaorast
DO_K_Plczoi1 | 505 | V001076098 | BoSTAIUs Thesomal prten LISa (RPLIO). mRNA>PIBCI02038 1B e hosomlpten L3 TRA (DIVA clre MGC:120108 s | s | oo w5 boraraes | owesras:
DO_K2_Plate2o12 | 1139 | NR_0014642 Bos taurus X (inactive)-specific transcript (XIST), non-coding RNA 403 403 38% 105 | sow  poraraes | Gwaorass
DO_K2_Plate2013 | 1011 | XM_590665.4 PREDICTED: Bos taurus similar to MYB binding protein 1a (MYBBPLA), mRNA 114 114 % TOOE Vo7 porarass | cwaorase
0. K2 Platezotd | 1040 | NWLoo103s3771 ;cgséa:rzs;gsfl:'\zni%o;:ignsfgasrggi,gre“r::fétézsczzm), TMRNA >gbJBCL05192 1] Bos taurus TSC22 domain famly, member 1, mRNA (CDNA clone 6| 120 | oo o boraracs | oweorass
DO_K2_Plate2o1s | 1005 | BC103336.1 Bos taurus glutamate dehydrogenase 1, mRNA (cDNA clone MGC:127177 IMAGE:7945510), complete cds u2 | u2 8% | 00 89% 9737467 | GW9974S6
DO Kz_Plazols | 1038 | NM_0o10354ds1 | BoE B TLGkoTal ot S XCTnked (RPSAX), RNA>JoBCI0Z476.1]Bs aurus Mocsomal potin S Y-1nked 2, TRNA GDNA dlore s | ur | oo s boraraes | oweorasr
D0_K2_Platczol? | 857 | NM_00to7sss11 | Bos s ibosomalpotei LLL (RPLLL), MRNA >gbIBCIOZS24.1Bos aurs hosomal proten L TRVA (ONA clor MGCILZ1S51 IMAGETS56290. | 1065 | 1007 % | oo o9 boraracs | oweorase
Do pavzots | saz | v ooioisssea | OO s Gl rOe S T2 Homolog (. rvise) (VPST2), MRNA >GHIBT020864.1] Bos aurs arsoon facto ke  (TCFLD, MNA, oo | s wm | oo [T W —
DO_K2_Plate2019 | 1046 | XM_601500.4 PREDICTED: Bos taurus zinc finger protein 341 (ZNF341), mRNA 1229 | 1229 82% | 00 91% 9737471 | GW997460
DO_K2_Plate2020 | 1035 | NM_174095.4 Bos taurus F11 receptor (FL1R), mRNA >gb|BC103325.1| Bos taurus F11 receptor, mRNA (cDNA clone MGC:127228 IMAGE:7945663), complete cds 340 340 32% o0& | aaw  porarar2 | Gwoorast
DO_K2_Plate2021 | 1051 | XM_001432912.1 tetraurelia protein (GSPATT ) partial MRNA 464 46.4 3% 031 8% 9737473 | GW99TAE2
DO_K2_Plate2022 | 1022 | Ave11szz.1 Bos taurus clone IMAGE:7961461 beta-2-microglobulin mRNA, complete s 987 987 79% | 00 87% 9737474 | GW997463
0. K2 Platezozs | 1058 | NWLoot075610.1 :3’;:lé\gsg%lé%gf;—E;;;Iélljergzzphila) (L3MBTL2), MRNA >gbIBCLI6013.1] Bos faurus I(3)mbL-Iike 2 (Drosophila), MRNA (CONA clone MGC 139186 20| 2o % | oo o borarars | oweoraos
DO0_K2_Plaeaoze | 1028 | NM 001033131 | B0 s ibosmal proei S2 (RPS2), MRNA>GUBCIO2227.1] Bo aurus Mokl proten S2 TRNA (ONA clone MC126825 IMAGE: 7929390 RSV Ve o | oo wn borarare | oweerass
DO_K2_Plate2p02 | 1036 | F3440845.1 Ovis aries breed Merinoland sheep alpha L casein precursor (CSN1S1) MRNA, CSN1S1-C" allele, complete cds 1004 | 1004 2% | 00 93% 9737477 | GW997466



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=58760408&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!58760408
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=88319946&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!88319946
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=114326286&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!114326286
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=154426155&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!154426155
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497633&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115497633
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=16553354&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!16553354
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194680568&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194680568
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115496683&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115496683
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=215490084&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!215490084
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57526378&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!57526378
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75832103&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!75832103
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=82697364&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!82697364
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=62543364&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!62543364
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=151554359&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!151554359
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497203&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115497203
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194675942&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194675942
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115496707&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115496707
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=156523067&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!156523067
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=92096964&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!92096964
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194681203&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194681203
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=158519850&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!158519850
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=164519005&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!164519005
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=156120644&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!156120644
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194669596&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194669596
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=166001&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!166001
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=109659195&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!109659195
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=154152144&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!154152144
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74268290&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74268290
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115496058&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115496058
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194679732&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194679732
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=160958526&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!160958526
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=158187305&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!158187305
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194679273&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194679273
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74353872&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74353872
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74354073&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74354073
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=110665643&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!110665643
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=155371852&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!155371852
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119909203&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!119909203
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=157743149&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!157743149
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194675244&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194675244
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=67845999&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!67845999
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194678240&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194678240
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77404134&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!77404134
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=50872218&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!50872218
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=226437722&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!226437722
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=72536904&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!72536904
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194674649&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194674649
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=155372308&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!155372308
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=110665615&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!110665615
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74354888&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74354888
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=223672396&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!223672396
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=31&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!31
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=134085424&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!134085424
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=157427793&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!157427793
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=15982074&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!15982074
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=226530554&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!226530554
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=116004214&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!116004214
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=166706871&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!166706871
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194675942&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194675942
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77735708&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!77735708
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74354890&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74354890
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78369407&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!78369407
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497633&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115497633
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=62751724&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!62751724
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194672362&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194672362
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75832098&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!75832098
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=145493907&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!145493907
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=58760359&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!58760359
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497917&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115497917
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75812929&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!75812929
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=213391434&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!213391434

75

DO_K2_Plate2p04 | 1042 | EU420027.1 Ovis aries agouti signalling protein transcript variant IUTIAIE (ASIP) mRNA, complete cds 942 942 67% 00 %%  [9737478 | Gweerae7
DO_K2_Plate2p05 | 1075 | BT030549.1 Bos taurus ribosomal protein L7a (RPL7A), mRNA, complete cds 737 737 53% 00 89% 9737479 | GW997468
DO_K2_Plate2p06 | 1042 | NM_001077835.1 | Bos taurus cathepsin Z (CTSZ), mRNA >gb|BC122603.1] Bos taurus cathepsin Z, mRNA (cDNA clone MGC:139395 IMAGE:8279445), complete cds 841 841 69% 00 850  [9737480 | GW997469
DO_K2_Plate2p07 | 1023 | AC010623.10 Homo sapiens chromosomme 5 clone CTD-2093G19, complete sequence 127 127 579% OB eew  porarast | Gweoraro
DO_K2_Plate2p08 | 1047 | NG_007551.1 Homo sapiens fragile histidine triad gene (FHIT) on chromosome 3 13 164 3% S00E | 750 poraras2 | Gweerat
DO_K2_Plate2p09 | 1104 | BC102892.1 Bos taurus thymosin, beta 10, mRNA (cDNA clone IMAGE:30957751) 302 302 36% SOE | 7ew  porarass | Gweorar
DO_K2_Plate2pll | 1035 | NM_001034412.2 | Bostaurus F-box protein 9 (FBX09), MRNA 818 818 60% 00 88%  [pO737484 | GW99T4T3
DO_K2_Plate2pl2 | 1087 | DQ500958.1 Bos taurus BTAQ5 BES11_Contig416_1160 genomic sequence contig containing highly polymorphic single nucleotide sites 379 379 229% IO | oaw  porarass | Gwegrara
50_Ka_Platezpts | 1004 | NM_o010771201 Sf;;i;fz%ﬂiﬁgcgszﬂiiznsw?ocr:sﬁj:;(yscmz“)' MRNA >gb|BC109795.1| Bos taurus hypothetical protein MGC134244, mRNA (cDNA clone 986 966 0% 00 o borarass | oweerars
DO_K2_Plate2pl5 | 1033 | AC233300.2 Homo sapiens BAC clone RP11-956P9 from chromosome x, complete sequence 163 163 a% 205 | oo porarasr | Gweorare
DO_K2_Plate2pl6 | 1043 | XM_867624.2 PREDICTED: Bos taurus ribosomal protein L34 (RPL34), mRNA 664 664 38% 00 950  [pO737488 | GwooTa77
b0_Ka_Platezpt? | 1070 | NM_oo11025401 lélué(':a:LirsuzsssgTslg&gfsicsl;\;e;lér;?czrmoﬁi&:édﬁRHGAPA), MRNA >gb|BC151274.1| Bos taurus Rho GTPase activating protein 4, mRNA (cDNA clone 1023 1023 6% 00 9% boraass | owesrars
DO_K2_Plate2pl8 | 1024 | XM_001249417.2 | PREDICTED: Bostaurus similar to O-6-methylguanine-DNA methyltransferase, transcript variant 1 (MGMT), mRNA 886 886 64% 00 9%  [97374%0 | Gwe97479
DO_K2_Plate2p20 | 1038 | XM_874550.3 PREDICTED: Bos taurus ubiquitin C, transcript variant 12 (UBC), mRNA 879 6605 599 00 94%  [9737491 | GW997480
DO_K2_Plate2p21 | 1023 | XR_042990.1 PREDICTED: Bos taurus misc_RNA (LOC786726), miscRNA 742 742 44% 00 9%  [pO7374%2 | GW99T48L
DO_K2_Plate2p22 | 1015 | XM_870171.2 PREDICTED: Bos taurus similar to pre-mRNA processing factor 31 homolog, transcript variant 2 (PRPF31), mRNA 848 848 67% 00 88%  [pO737493 | GW997482
DO_KG_Plaeta0t. | 1052 | NM_oorie2se01 | On Xfejuﬁglz;gilzzzylalion Tactor related protein 1 (ARFRPL), MRNA >Gb[FJ969416.1] Ovis aries ADP-ribosylation factor related protein 1 (ARFRPL) 09 300 2 TOE (o, forarass | owssrass
DO_K3_Platela02 | 1012 | EU185098.1 Ovis aries clone INRA-164H8, complete sequence 212 8786 20% S00E | oaw  porarass | cwosrass
DO_K3_Platela03 | 986 | BT060034.1 Salmo salar clone ssal-rgg-517-232 S100-AL1 putative MRNA, complete cds 536 107 5% 0002 82%  [O7374% | GW997485
DO_K3_Platela07 | 1012 | CU225128.1 Populus EST from leave 644 64.4 21% GOOE- | e poraasT | Gwoorass
5O_K3_Plate1a0 | 1054 | NM_o010344441 :ﬂu;éaf{%ssc;siIle’\j;igI;:grg;a‘i;vlclt;vrvlca;]irrvv‘islge‘lsl;ichclls), MRNA >gb|BC102977.1| Bos taurus coiled-coil domain containing 115, mRNA (cDNA clone w0 w2 219 B0 | g boranss | Gwasrsr
DO_K3_Platelal0 | 1018 | AC1505125 Bos taurus BAC CH240-319N17 (Children's Hospital Oakland Research Institute Bovine BAC Library complete sequence 538 2764 0% 2005 | s porarass | Gwaorass
50_Ka_Platetatz | 1046 | NW_001035056.1 ﬁ\:;rg\g;;sggﬂssrgergs:n;mzn T11 (TMEMI11), MRNA >GbJBC102575.1] Bos taurus transmembrane protein 111, mRNA (CDNA clone MGC:128026 o o1 0% 00 9% borasco | oweerass
DO_K3_Platelal5 | 1003 | AC156366.3 Bos taurus clone RP42-304018, complete sequence 183 6121 21% 2005 | oaw  porarsor | Gwesras
DO_K3_Platelal? | 1021 | XM_867200.3 PREDICTED: Bos taurus similar to ataxin 2 related protein, transcript variant 2 (ATXN2L), mRNA 1301 1301 83% 00 94%  [pO737S02 | GWo9T491
DO_K3_Platelal8 | 1069 | AC114411.24 Mus musculus chromosome 5, clone RP23-162F3, complete sequence 734 734 5% ZOE ) gew  porasos | Gweoras
DO_K3_Platelal9 | 1106 | CU§77870.1 Synthetic construct Homo sapiens gateway clone IMAGE:100016753 3 read PLA2G12A MRNA 55.4 554 6% OWE | 7 porarsos | Gwosrass
DO_K3_Platela2l | 989 | NM_001009768.1 | Ovis aries SAP kinase-interacting protein 1 (SIN1), MRNA >gb|AY547378.1] Ovis aries SAP kinase-interacting protein 1 (Sin1) mRNA, complete cds 1023 1264 4% 00 99%  [O737505 | GW997494
DO_K3_Platela23 | 1056 | BX601645.15 Zebrafish DNA sequence from clone CH211-20737 in linkage group 6, complete sequence 60.8 69.8 6% SOE | e porases | GWeoTags
DO_K3_Platela24 | 1078 | XM_609577.4 PREDICTED: Bos taurus similar to matrix metalloproteinase 25 preproprotein (MMP25), mRNA 324 324 29% SO0E | maw  porarsor | Gwaorags
DO_KG_Platetil. | 1037 | NM_001034061.1 | B0S AUrUs ibosomel e L27 (RPLZ7), MRNA >GPIBCI0ZE13 [ 05 auris ibosomal protin 2T, mRNA (<DNA clone MGC 127451 IMAGEST349169). | 75 73 P 00 o1 borasos | oweerasr
DO_K3_Plateb03 | 1089 | AL157944.24 Human DNA sequence from clone RP5-1126B2 on chromosome 1p31.1-31.2 Contains STSs and GSSs, complete sequence 224 224 32% S0 | 7sw  porarsos | Gwoorass
DO_K3_Platelbo4 | 1025 | EF0924121 Ovis aries breed Finn Dorset cytochrome ¢ oxidase subunit 3 (CO3) gene, complete cds; mitochondrial 453 453 29% IO | e  porarsio | Gwaorase
DO_K3_Platelb06 | 1099 | AL833042.1 Homo sapiens MRNA; cDNA DKFZp666C019 (from clone DKFZp666C019) 89.7 89.7 229% S90E | ggw  porarsi | Gwearsoo
DO_K3_Plate1b07 | 1009 | NM_001009366.1 | Ovis aries beta-lactoglobulin (BLG), mRNA >emb]X04520.1| Ovine mRNA for beta-lactoglobulin 1202 1202 2% 00 9%  [O737512 | GW9TS01
DO_K3_Platelb08 | 1048 | NM_001009366.1 | Ovis aries beta-lactoglobulin (BLG), MRNA >emb]X04520.1| Ovine mRNA for beta-lactoglobulin 820 820 529% 00 93%  [O737513 | GWO9TS02
DO_K3_Plate1b09 | 889 | Y09208.1 B.taurus MHC class 1 protein molecule D18.4 343 343 26% Q0B | go%  porarsia | Gwearsos
DO_K3_Plate1bl0 | 1077 | AY7346811 Ovis aries immunoglobulin lambda light chain constant region segment 1 MRNA, partial cds 361 361 36% SOE | s porarsis | Gwaorsos
DO_K3_Platelbll | 1041 | XM_001504154.2 | PREDICTED: Equus caballus similar to stromal cell-derived factor 2 (LOC100059307), MRNA 558 558 56% 2005 | aaw  porarsis | Gwaorsos
DO_K3_Platelb13 | 1012 | BC151476.1 Bos taurus ribosomal protein L39, mRNA (cDNA clone MGC:179345 IMAGE:8459215), complete cds 488 488 34% SO0E | oow  porarsi7 | Gwearsos
DO_K3_Plate1bl5 | 984 | EF3976012 Sus scrofa trophoblast-derived noncoding RNA, complete sequence 392 392 72% 2005 | 7a%  porarsis | Gwaorsor
DO_K3_Platelbl6 | 1043 | XM_600624.4 PREDICTED: Bos taurus similar to ral guanine nucleotide dissociation stimulator-like 1 (RGLL), MRNA 922 922 60% 00 93%  [9737519 | GW99T508
DO_K3_Platelbl7 | 989 | BC104562.1 Bos taurus tumor protein, translationally-controlled 1, MRNA (cDNA clone MGC:128232 IMAGE:7948168), complete cds 1297 1297 87% 00 93%  [9737520 | GW997509
DO_K3_Platelb18 | 1043 | BC104562.1 Bos taurus tumor protein, translationally-controlled 1, mRNA (cDNA clone MGC:128232 IMAGE:7948168), complete cds 1016 1016 59% 00 9%  [pO7aTs2l | GW9T510
DO_K3_Platelb22 | 1080 | BC151407.1 Bos taurus ribosomal protein L8, mRNA (cDNA clone MGC:179250 IMAGE:7946122), complete cds 919 919 63% 00 91%  [pO7aTs22 | GWe9TSIL
DO_Ks_Plaetizs | 1079 | NM_ootosaes.y | Besiauns: gulhly’dwrzdsuélsu;g\;rlolg)sr;: p(ldgulremé:;:) (DHDH), mRNA >gb|BC118168.1] Bos taurus dihydrodiol dehydrogenase (dimeric), mRNA (cDNA clone a8 a8 a5 00 0w boraszs | owesrsi
DO_K3_Platelb24 | 1044 | EU185009.1 Ovis aries clone INRA-218G7, complete sequence 145 145 10% SO0E | gow  porarsze | Gweorsis
DO_K3_Platelcol | 1045 | X69797.1 O.aries MRNA for immunoglobulin gammal chain secreted form 951 951 83% 00 84%  [p9737525 | GW99T514
DO_K3_Platelc03 | 1038 | XM_863865.3 PREDICTED: Bos taurus hypothetical protein LOC613274 (LOC613274), MRNA 1260 1260 8% 00 950  [pO737526 | GWOOT515
DOKa_Platelo06 | 1068 | NWLo010761511 m:égiz\é\gggfpeca;rgomncf (WDRA5), MRNA >gb|BC122648 1] Bos taurus WD repeat domain 45, MRNA (cDNA clone MGC:139750 o1 i1 % 00 0% boraszr | owesrsio
DO_K3_Platelc07 | 1049 | XM_0011073181 | PREDICTED: Macaca mulatta similar to transcription factor 20 isoform 2 (LOC710016), mRNA 646 646 53% 00 86%  [9737528 | GW99T5L7
DO_K3_Platelc08 | 1027 | XM_867786.3 PREDICTED: Bos taurus bromodomain containing 9 (BRDS), MRNA 967 967 7% 00 87%  [9737529 | GW9eT518
DO_K3_Platelc09 | 991 | NM_174217.2 Bos taurus ezrin (EZR), MRNA >gb|BC102573.1] Bos taurus ezrin, mRNA (cDNA clone MGC:127826 IMAGE:7954178), complete cds 1352 1352 88% 00 94%  [O737530 | GWe9T519
DO_K3_Platelcll | 1099 | NM_174217.2 Bos taurus ezrin (EZR), MRNA >gb|BC102573.1] Bos taurus ezrin, mRNA (cDNA clone MGC:127826 IMAGE:7954178), complete cds 946 946 68% 00 88%  [pO737531 | GW97520
DO_K3_Platelc13 | 990 | AC131009.7 Homo sapiens 12 BAC RP11-417L19 (Roswell Park Cancer Institute Human BAC Library) complete sequence 60.8 69.8 9% SOE | e porarse | eweersa
DO_K3_Platelcla | 1091 | CU§87182.1 Synthetic construct Homo sapiens gateway clone IMAGE:100023156 5' read RTN4 MRNA 536 536 30% 0002 65%  [9737533 | GW99T522
DO_K3_Platelcl5 | 1088 | AC127306.3 Mus musculus BAC clone RP23-290H17 from chromosome 7, complete sequence 64.4 64.4 3% GE | oaw  porarss | Gwoersas
DO_K3_Platelcl6 | 1071 | NM_178574.2 Bos taurus capping protei (actin filament), gelsolin-like (CAPG), MRNA >gbJAY219899.1] Bos taurus actin-binding protein capG mRNA, complete cds 154 154 8% G| g1 porarsss | Gwearsze
DO_K3_Platelcl7 | 926 | AC163036.2 Mus musculus BAC clone RP23-219G12 from chromosome 17, complete sequence 572 57.2 4% 2O0E | eaw  porarsas | Gwosrsas
DO_K3_Platelc18 | 1038 | NM_001075490.1 5:;;?5;‘“;‘;‘ﬁ:?sgmilj:np;’,%acdT‘?Zgz's"f’\jgggg;’?%%;'gz"ﬁg‘)e‘ SENA >gb|BC118476.1] Bos taurus chromosome 19 open reading frame 60 493 493 21% i“aoSOE' 98% 9737537 | GW997526
DO_Ko_pietcts | 1025 | Nw_ootoreee22 | B ;?:‘r:i r;ishc.snmal protein L29 (RPL29), MRNA >bBC102218.1] B0s taurus ribosomal protein L29, MRNA (cDNA clone MGC:127232 IMAGE7945694), | oo w1 2% WE o forarsss | owasrsar
DO_K3_Platelc20 | 899 | XM_001251703.2 | PREDICTED: Bos taurus similar to mCG7602 (LOC784384), MRNA 211 a7 24% SOOE | mew  porarsas | Gwaorszs
DO_K3_Platelc21 | 1306 | XM_002408420.1 | Ixodes scapularis cement protein, putative, mRNA 6.2 66.2 1% 3‘7005' 69%  p9737540 | GW997529
50.Ka_Plate1c2z | 919 | NWLootorssert g:r::j:‘r:zssconnase T, soluble (ACO1), mRNA >gb]BC120006.1] Bos faurus aconitase 1, soluble, MRNA (CONA clone MGC:140553 IMAGE-8271625), 10 ot o LO0E o0 forarsar | owasrsan
DO_K3_Platelc23 | 988 | NM_001163603.1 | Ovisaries sorcin (SRI), mRNA >gb|FJ937948.1| Ovis aries SRI (SRI) mRNA, complete cds 1076 1076 60% 00 99%  [pO737542 | GW99753L
DO_K3_Platelc24 | 1086 | M73983.1 Ovis aries MHC Ovar-DR-alpha mRNA, complete cds 1067 1067 65% 00 94%  [O737543 | GWo97532
D0_K3_Plate1dot. | 1014 | NM_o01035206.1 ?Eqsh"a:r(ucsDeA\:iazly;:ecJznélaﬂzgénsuT:xgéagxg;;ﬂsg)bg:ﬂ;(;;ESL) MRNA >gblBCLO2112.1| Bos taurus eukaryotic translation initation factor 3, subunit L, [ 1,0 1184 8% 00 s borarsa | weersas
DO_K3 Plateld02 | 1388 | AC157564.11 Mus musculus chromosome 8, clone RP23-363J16, complete sequence 626 626 6% 3‘6005 7%  |orarsas | Gwoorsia
DO_K3_Plate1d05 | 1006 | NG_006434.1 Bos taurus 2 receptor 414 (VN2R414P) on 15 237 434 31% SO | mew  porarsas | Gwaors3s
DO_Ka_Plate1dos | 1070 | Nw_ooto7seent fn"é?i&fg?’s".i‘}}ﬁ?;"Edé’zmsi'z"s?i,"'f.f;l'.?ii“éfmm‘ MRNA >gb|BC118290.1| Bos taurus coiled-coil domain containing 94, mRNA (cDNA clone 176 176 5% ibooa 219 Borarsar | owesrsis
DO_K3_Plateldo7 | 1002 | AY911322.1 Bos taurus clone IMAGE:7961461 beta-2-microglobulin mRNA, complete cds 1065 1065 79% 00 89%  [O737548 | GW99T537
DO_KG_Pltetds | 1076 | NWLoo107eoss.1 | ELEs] 3532‘5?6!0?53'.32 e (RPLL3A), MRNA >gbBCL03039.1| Bos taurus ribosomal protein L13a, MRNA (cDNA clone MGC:126198 8 8 o W gy forarsas | owasrsas



http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=186703024&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!186703024
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=146231827&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!146231827
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=118150787&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!118150787
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=21629261&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!21629261
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=183583557&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!183583557
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74354823&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74354823
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=237757278&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!237757278
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=94537545&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!94537545
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=116004462&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!116004462
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=270047533&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!270047533
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119893568&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!119893568
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=156523191&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!156523191
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194679057&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194679057
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194674343&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194674343
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194673823&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194673823
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119911201&dopt=GenBank&RID=K710WC8401N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!119911201
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=242247478&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!242247478
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=158144882&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!158144882
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=223672424&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!223672424
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=160954714&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!160954714
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77735834&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!77735834
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=226424002&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!226424002
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78050078&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!78050078
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=63108495&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!63108495
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194678410&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194678410
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=45861132&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!45861132
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=168150288&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!168150288
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57526310&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!57526310
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74382051&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74382051
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194678313&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194678313
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77404274&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!77404274
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=12329215&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!12329215
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=126565920&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!126565920
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=21733632&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!21733632
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164366&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!57164366
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164366&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!57164366
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1665864&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!1665864
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=52366985&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!52366985
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194217352&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194217352
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=154426063&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!154426063
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=195462353&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!195462353
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194674280&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194674280
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74356482&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74356482
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74356482&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!74356482
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=154426155&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!154426155
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115498003&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115498003
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=158144883&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!158144883
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1268&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!1268
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194685466&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194685466
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497409&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115497409
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=109094403&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!109094403
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194676432&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194676432
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=73853752&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!73853752
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=73853752&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!73853752
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=28912999&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!28912999
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=168741770&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!168741770
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=45774267&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!45774267
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=31340680&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!31340680
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78190104&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!78190104
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115496715&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115496715
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75832103&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!75832103
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194670539&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!194670539
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=241068541&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!241068541
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115497727&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115497727
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=254692815&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!254692815
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=165867&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!165867
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=78369471&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!78369471
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=77404088&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!77404088
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=156151363&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!156151363
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115496767&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!115496767
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=58760359&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!58760359
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=116004214&dopt=GenBank&RID=MGN6RC0401S&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DO-EST.xlsx%23RANGE!116004214

76

1,00E-

DO_K3_ Plateldil | 995 | Ac1o17212 Pan troglodytes BAC clone CH251-587E2 from chromosome 1, complete sequence 526 526 82% b 74%  po73TSS0 | GW997539
DO_K3_ Plateld12 | 1029 | AF396754.1 Bos taurus isolate BSC MHC class | antigen gene, complete cds 663 837 6% | 00 8%  po737ss | GW997540
0. Ko PlaeIdts | 1001 | NWLoo10987a1 g;:‘:;:‘r:zélshusumal protein S7 (RPST), MRNA >ghJBC146133 1] Bos Gurus ribosomal protein 57, mRNA (CDNA clone MGC:165697 IMAGE-8068046), o | e o | oo o9 borares | oweorent
DO_K3_Plateld14 | 1004 | A)251014.1 Sus scrofa MHC class | SLA genes, haplotype HOL, clone BAC 493A6 286 286 2% 2005 | ggw  porarsss | Gwearsaz
0. K2 Pletats | 757 | nwootomireat S:;!;s‘r:i;isbusomal protein L32 (RPL32), mRNA >GblBC102748 1] Bos taurus rbosormal protein L32, mRNA (cONA clone MGC:127804 IMAGETT963527), | g0 oy oo v korarems | owaorans
DO_K3_Plateldis | 1028 | Avo11322.1 Bos taurus clone IMAGE:7961461 beta-2-microglobulin mRNA, complete cds 949 949 6% | 00 87% 9737555 | GW997544
DO_K3_ Plateldi7 | 929 | BC102286.1 Bos taurus guanine nucletide binding protein (G protein), beta polypeptide 2-like 1, mRNA (cDNA clone MGC:127528 IMAGE:7947024), complete cds 1095 | 1095 0% | 00 97%  po7arsse | owearsas
DO_K3_Plateldis | 1349 | AE0141345 Drosophila melanogaster chromosome 2L, complete sequence 205 465 819 | S09% | oow  porarssr | Gwaorsas
DO_K3_Plateld19 | 1040 | XM_001251422.2 | PREDICTED: Bos taurus similar to inositol polyphosphate phosphatase-like 1 (INPPLL), mRNA 960 960 58% | 00 96% 9737558 | GW99754T
DO_K3_Plate1d20 | 1040 | X62917.1 B.taurus mRNA for immunoglobulin light chain 603 603 52% SOUE | e porarsse | Gwaorsas
DO_K3_Plateld21 | 1037 | NM_001075991.1 | Bostaurus annexin A7 (ANXAT), mRNA >gblBC116141.1| Bos taurus annexin A7, mRNA (cDNA clone MGC:139263 IMAGE:8206455), complete cds 108 | 1086 69% | 00 9a%  po737S60 | GW997549
DO_K3_Plateld22 | 1022 | BC147868.1 Bos taurus actin, gamma 1, MRNA (cDNA clone MGC:159646 IMAGE:8289805), complete cds 877 877 53% | 00 95%  BO737S6L | GW997SS0
DO_K3 Plate1d23 | 1108 | XM 8638393 PREDICTED: Bos taurus similar to zinc finger, MIZ-type containing 2, transcript variant 2 (ZMIZ2), mRNA 520 520 3% SOE | e porarser | Gwaorsst
oS (aUrus excision repa cross-complementing rodent repair deficiency, complementation group 1 (includes overlapping antisense sequence) (ERCCD),
DO_K3_Platele0l | 999 | NM_ 0010763851 | mRNA >gbJBCL16163.1] Bos taurus excision repair cross-complementing rodent repair deficiency, complementation group 1 (includes overlapping antisense | 1195 | 1195 80% | 00 9%  po7arses | Gwearss2
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D0_Ka_Plateteo2 | 1041 | NM_001076046.1 (BcuDsl\llaAurculsurs‘g?/l‘lcngc1|Z:ror;golr’:;llgéoé)%;nszg;[:;'(“L;%;SCI;SRNP7O) MRNA >gblBC114762.1| Bos taurus small nuclear ribonucleoprotein 70kDa (UL), MRNA | o 066 % | oo o6 borarses | Gweorsss
DO_K3_Plate1e03 | 1029 | XM_ 0017904841 | PREDICTED: Bos taurus similar to LOC507464 protein (LOC100139539), mRNA 571 571 53% S5 | s porarses | Gwaorsse
DO_K3 Platele0d | 1012 | AY072716.1 Bos taurus filamin A mRNA, partial cds 899 899 60% | 00 93%  po73rses | Gwearsss
DO_K3 Plate1e05 | 936 | x12817.1 Ovis aries beta-lactoglobulin gene 392 392 2% SO0E | aew  porarser | Gwaorsse
DO_K3 Platele0 | 1119 | NR 0282721 Homo sapiens nuclear paraspeckle assembly transcript 1 (non-protein coding) (NEATL), non-coding RNA 251 251 8% | @5 | 7ew  porarses | Gwaorss?
DO_K3_Plate1e07 | 1094 | XM 5863743 PREDICTED: Bos taurus similar to smoothened, transcript variant 1 (SMO), mRNA 325 325 20% 2005 | g3 porarses | Gwearsss
DO_K3_Platele08 | 1037 | EF490455.1 Ovis ries cell-line 1LL2 mitochondrion, complete genome w77 | 1077 66% | 00 96% 9737570 | GW997S50
DO_K3_Plate1e09 | 1037 | NM_1742172 Bos taurus ezrin (EZR), MRNA >gbjBCL02573.1] Bos taurus ezrin, mRNA (cDNA clone MGC:127826 IMAGE:7954178), complete cds 185 185 ame | 005 Fggw  borarsm | Gwaorseo
D0 K3 Plateto | 1025 | N cororesst | B “é“é“é!fii%?‘i'o?n'ﬁiiﬁ 533 (RPLLIA), MRNA > BIBCI03038 1803 s ool protih L33, TRNA (CDNA clore MGC 128198 o 5 oo PRV D [ —
DO_K3_Platelell | 1055 | NM_1742172 Bos taurus ezrin (EZR), MRNA >gbjBCL02573.1] Bos taurus ezrin, mRNA (cDNA clone MGC:127826 IMAGE:7954178), complete cds 398 398 s | 105 | 77w porarsis | Gwaorse:
DO_K3_Platelel2 | 1063 | EF3976012 Sus scrofa trophoblast-derived noncoding RNA, complete sequence 677 677 69% | 00 80%  po737sTa | GW997563
DO_K3_Platelel3 | 1006 | BC151456.1 Bos taurus cDNA clone IMAGE:8416879, containing frame-shift errors 1373 | 1373 8% | 00 96%  po737sTS | GW997564
DO_K3 Platelel4 | 1028 | XM 0016346811 | Nematostella vectensis predicted protein (NEMVEDRAFT v1g242082) partial mRNA 464 464 3% 031 89% 9737576 | GW997565
DO_K3_Platelels | 901 | XM 0012515412 | PREDICTED: Bos taurus similar to ribosomal protein L15 (RPL1S), mRNA urr | un 8% | 00 o7%  [o73TSTT | GW99TSes
DO_K3_Platelel6 | 1064 | NM_001075858.2 | Bostaurus antagonist of mitotic exit network 1 homolog (S. cerevisiae) (AMNL), MRNA 156 156 10% 2005 1 aow  porarsis | Gwaorser
DO_K3_Platelel7 | 1032 | BC102806.1 Bos taurus tryptophanyl-tRNA synthetase, mRNA (cDNA clone MGC:127395 IMAGE:7949065), complete cds 535 535 58% SE | e porarsre | Gwoorses
T S o — ffééaii“g%fi”ii}"/f!é’é"gz%'?'l'yyf?ammj?:iﬂé (SCGBLD2), MRNA >gb|BC126826.1| Bos taurus secretoglobin, family 1D, member 2, MRNA DNAclone | oo a1 s Tl E T T —
DO_K3_Platelel9 | 1035 | AC217167.7 Bostaurus Y Chr BAC CH240-56A13 (Children's Hospital Oakland Research Insttute Bovine BAC Library (male)) complete sequence 22 440 25% 2005 1 g0 porarser | Gwaorsto
DO_K3 Platele20 | 925 | EU332848.1 Homo sapiens integrin, beta 5 (ITGBS) gene, complete cds 76 716 1w [ S9F | 7es  porarsez | Gwesrsnt
DO_K3_Platele2l | 1421 | AC130539.3 Mus musculus BAC clone RP23-455J15 from chromosome 9, complete sequence 572 572 5% 20BN 77w porarses | Gwaorsr
DO_K3_Platele22 | 1034 | BT060074.1 Salmo salar clone ssal-rgg-520-147 40S ribosomal protein 26 putative MRNA, complete cds 662 132 % SO0E- | gow  porases | GweorsT3
00,13 Plaerezs | o0 | N ootoeozior :a::u:' s ﬁﬁ'r'?h"i”i&‘,ﬁi L Gatlagegycopoten39) CHISLT), MRNA >GHBTOZ1635.1] B0 aurs e 3-1ke 1 (e dyoprten 39 o | o wn | oo o0 boraress | oweorera
DO_K3 Platele2d | 1152 | AE014187.2 Plasmodium falciparum 3D7 chromosome 14, complete sequence 129 129 % SOOE |\ msw  porarses | GwaorsTs
DO_K3_Plate1fol | 1008 | NM_ 0010093661 | Ovis aries beta-lactoglobulin (BLG), mRNA >emb[X04520.1| Ovine mRNA for beta-lactoglobulin 108 | 1086 0% | 00 9a%  po73rser | GweersT
50,13 Plei02 | 1006 | N ootossosat m:égtzg\:&ag;xﬁ:ﬁgé Tike 2 (MORFAL2) MRNA>GBBCLA6190.1 Bos s orly e 4 TKe 2 IRNA (GONA dloe MGC:166351 o o o LOE | gy, horarses | owosrsr
DO_K3 Plate1fo3 | 982 | CR956428.10 Pig DNA sequence from clone PigE-259M5 on chromosome 7, complete sequence 114 200 33% TOOE 1 asw  porarsee | GwaorsTs
DO_K3_Plate1fos | 1070 | BC102490.1 Bos taurus ribosomal protein SA, MRNA (cDNA clone MGC:127394 IMAGE:7952265), complete cds 800 800 53% | 00 91% B350 | GWe9TsT9
D0_Ks_Plate1i05 | 106 | NM_ 0010463971 ;a;éa:;iggmfggcgela;gég:.l;rlwélgﬂgcélé)s(wmu) MRNA >gblBC112681.1| Bos taurus nith endonuclease 11-like 1 (E. coli), mRNA (cDNA clone 51 251 [V T [ NS [—
DO_K3_Plate1fos | 1054 | X62017.1 B taurus mRNA for immunoglobulin light chain 681 681 59% | 00 84% 737592 | GW997581
DO_K3_Platelfo7 | 844 | EF564257.1 Capra hircus serum amyloid A3.2 precursor, TRNA, complete cds 940 940 66% | 00 o7%  po7arses | Gweerse2
DO_K3_Plate1f0s | 768 | EF564275.1 Capra hircus ribosomal protein S18 (RPS18) MRNA, complete cds 957 957 0% | 00 99%  [9737594 | GW997583
AU [ B Sr‘;ltse ia;i:;y\[)gn:é::sp ez Vi) (esSance 1 eeon-TGUcTe i 78 (U5, MRNA >GDJAF300850.1] OV s O oden ot TP Dag | . . o I P m——
DO_K3_Plate1fil | 1124 | AC1917212 Pan troglodytes BAC clone CH251-587E2 from chromosome 1, complete sequence 159 159 31% 2005 1 70w porarsos | Gwaorses
DO_K3 Platelfl2 | 1396 | XR_034424.1 PREDICTED: Mus musculus similar to Snf2-related CBP activator protein (LOC100048355), misc RNA 842 842 5% TO0E | gaw  porarsor | Gwearses
DO_K3_Plate1fia | 1220 | AC005586.2 Homo sapiens PAC clone RP4-584D14 from 7, complete sequence 104 104 a9% 1B | 67 porarsos | Gwaorser
DO_K3 Platelfis | 821 | BC102068.1 Bos taurus ribosomal protein S15, MRNA (cDNA clone MGC:127050 IMAGE:7942821), complete cds 823 823 59% | 00 97%  [po737ses | Gwearses
DO_K3_Platelfi6 | 1040 | XM_ 0011684831 | PREDICTED: Pan troglodytes hypothetical protein LOC749395 (LOC749395), partial mRNA 132 132 17% SO0E | 750 porareon | Gwearses
DO_KS_Pleelit7 | 925 | NM_00tosa715.1 | Bo GUs oosomalproei S10 (RPS10), RN >GHBCEO2A15 1] Bos aurs okl proten SLO, MRNA (SONA co MGG 127438 IMAGENT9S131D) | 3, P o oo a0 borareor | oweerseo
DO_K3_Platelfis | 1092 | NM_001009449.1 | Ovis aries translational elongation factor 1 delta (EF-L), mRNA >b|AF544990.1] Ovis aries translational elongation factor 1 delta mRNA, complete cds 1083 | 1083 6% | 00 94% 737602 | GW997591
DO_Ka_Pletfls | 1152 | NLootorests | B0l IE;solv)htz rE’\sp Va0 (LASIL), MRNA >GHIBC140210.1B0s s LASLThe . coeuse), TRA (DA clore MGC 155058 " " o I PO e S —
DO_K3_Plate1f20 | 1453 | AC197499.4 Mus musculus BAC clone RP24-338C23 from chromosome y, complete sequence 11 111 19% SO0E | 70w porareos | Gwaorsos
DO_K3_Plate1f21 | 1003 | NM_001034224.1 s&ié?ﬁ’f&ﬁ'ﬁmﬁ chlr:n: :,?2’6"1“22'35 f{ﬁ,fg' E'ggf{é’ﬁf Eg:;:zé TdRsNA >gblEC102288.1] Bos taurus CCHC-type zinc finger nucielc acid binding 1121 1121 7% 0.0 92% 9737605 | GW997594
DO_K3 Platelf22 | 1094 | AC099720.7 Mus musculus chromosome 10, clone RP23-415H15, complete sequence 608 608 uw | o | 70w porareos | Gwearsss
DO_K3 Platelf23 | 995 | S80867.1 Ovis aries smooth muscle myosin light chain kinase mRNA, partial cds 1038 | 1038 2% | 00 9% 9737607 | GW997596
DO_K3_Platelg0l | 1357 | BX293996.16 Zebraish DNA sequence from clone DKEY-38J20 in linkage group 1, complete sequence 590 590 3% SU0E | eaw  poareos | Gwosrser
DO_K3_Platelg05 | 1002 | NM_001130442.1 | Homo sapiens v-Ha-ras Harvey rat sarcoma viral oncogene homolog (HRAS), transcript variant 3, mRNA 904 904 7% | 00 87%  po737609 | GW997598
DO_K3_Platelg0s | 1018 | XM_585315.3 PREDICTED: Bos taurus hypothetical LOC508527 (LOC508527), mRNA 636 636 50% 1‘7055 88% 737610 | GW997599
DO_K3_Platelg07 | 1103 | NM_001076892.1 E:;;ng'“m;“’;“;’sgmlj;np:',%acd'l“ggg;;“fmlig'é"g;"zgggé?:%?""glfelé’c;“fNA >gb|BC123667.1| Bos taurus chromosome 19 open reading frame 12 138 138 169% 2‘9005 77%  po7aTell | GW997600
D0_K3 Plateign | 1059 | NM_o01101105.1 ﬁ;;'gugu?sgggbo%gimzllg?elcégmsopm|a) (TRIB1), MRNA >gblBC1479451| Bos aurus tribbles homolog 1 (Drosophila), mRNA (cDNA clone MGC:165693 | g 095 s | oo [ W —
DO_K3_Platelg09 | 1043 | NM_001009366.1 | Ovis aries beta-lactoglobulin (BLG), mRNA >emb[X04520.1] Ovine mRNA for beta-lactoglobulin sy | 183 6% | 00 98% 9737613 | GW997602
e ol DY e e o o e O e ey
DO_K3 Plaeigtz | 713 | NW_ooiosisat | Bos czalnl‘js%,i Q;r;:)elloegc(dzsebraflsh) (CNPY4), mRNA >gb[BC104626.1] Bos taurus canopy 4 homolog (zebrafish), MRNA (GDNA clone MGC:120023 o s e oo on borarers | oweoraos
DO_K3_Platelgl3 | 992 | NM_ 0010347091 | Bostaurus cyclin D3 (CCND3), mRNA >gb|BC105236 1] Bos taurus cyclin D3, mRNA (cDNA clone MGC:128700 IMAGE:7987546), complete cds 123 | 123 89% | 00 91% 9737616 | GW997605
DO_K3_Platelgld | 1085 | DQ223559.1 Ovis aries clone TO-DOWN-L13-6 ribosomal protein S12 mRNA, partial cds 383 383 21% 1OE | e poraten | cwesreos
0. Ko, Pltetgts | 602 | Nw1740043 Bor e Ts0mal e S28 (RPS28), RN GHBCE021021] B0 urus Mokl roten 20 TRNA (ONA co MGC 121521 IMAGENT955628) | 75 s o [T P e pw—
00.K3 Plaeigts | 620 | N ootozsain E:;v;:{:zé;bosomal protein L31 (RPL31), mRNA >gblBC102125 1] Bos taurus rbosomal protein L3L, mRNA (cONA clone MGC127011 IMAGET942112), | 7.0 % | oo a0 borarers | oweeroos
DO_K3_Platelgl7 | 993 | BC102806.1 Bos taurus tryptophanyl-tRNA synthetase, mRNA (cDNA clone MGC:127395 IMAGE:7949065), complete cds 12 | 1832 8% | 00 95% 9737620 | GW997609
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DO_K3 Platelgls | 1038 | XM 5851693 PREDICTED: Bos taurus similar to FLI00002 protein (ABCC10), mRNA 488 488 aw | 30 87%  poraTezL | Gwearslo
DO_K3_Plate1g19 1133 BC102806.1 Bos taurus tryptophanyl-tRNA synthetase, MRNA (cDNA clone MGC:127395 IMAGE:7949065), complete cds 425 425 54% ?ioSOEV 7% 9737622 GW997611
DO_K3_Plate1g20 1122 XM_587594.4 PREDICTED: Bos taurus similar to KIAA0352 (ZBTB39), mMRNA 475 475 40% iéOOOE- 84% 9737623 GW997612
DO_K3 Platelg2l | 1125 | BT026533.1 Bos taurus galactose-L-phosphate uridylyltransferase (GALT), pseudogene, mRNA, complete cds 824 824 uw | 45 | 75%  porareas | Gwesters
DO_K3 Platelg22 | 931 | ALS8389115 Mouse DNA sequence from clone RP23-292L2 on chromosome 15, complete sequence 500 500 20% | 0026 | 67%  porseas | Gweerela
DO_K3_Platelho1 | 1046 | NM_001009378.1 | Ovis aries casein kappa (CSN3), mRNA >embjX51822.1] Sheep kappa-Cn mRNA for kappa-casein 1234|1234 | 7% | oo o7% 9737626 | GW997615
DO_K3_Plate1h03 1017 XM_614673.3 PREDICTED: Bos taurus nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 3, transcript variant 1 (NFATC3), mRNA 1407 1407 84% 0.0 96% 9737627 GW997616
DO_K3_Plate1h04 1036 NM_001077830.1 ﬁ;SA'gUEMESDgg?;i;a‘|cglrg;)ellgesclgs(RPSIA), mRNA >gb|BC102536.1| Bos taurus ribosomal protein S14, mRNA (cDNA clone MGC:127734 506 506 38% 1‘3090E' 87% k9737628 GW997617
DO_K3_Plate1h07 1003 AL158152.18 Human DNA sequence from clone RP11-2B6 on chromosome 9¢22.2-31.1 Contains a novel gene and a CpG island, complete sequence 351 351 66% géOOE- 2% 9737629 GW997618
DO_K3_Platelh1l 1040 BC105409.1 Bos taurus prosaposin, mMRNA (cDNA clone MGC:128268 IMAGE:7986319), complete cds 648 648 47% 0.0 88% 9737630 GW997619
DO_K3 Platelhi2 | 1046 | X62916.1 B.taurus MRNA for immunoglobulin G1 heavy chain 600 600 saon | 195 | s porarest | Gweorezo
DO_K3_Plate1h17 1101 XM_613340.4 PREDICTED: Bos taurus similar to RNA-binding protein 47 (RNA-binding motif protein 47), transcript variant 1 (RBM47), MRNA 313 313 27% é‘loOE- 83% 9737632 GW997621
DO_K3 Platelhis | 1025 | NM_0207622 Homo sapiens SLIT-ROBO Rho GTPase activating protein 1 (SRGAPL), mRNA 410 410 g% | 7005 | 7aw  boraress | Gweoreze
DO_K3_Plate1h19 1082 AF411136.1 Bison bison NADPH oxidase flavocytochrome b small subunit p22phox mRNA, complete cds 194 194 21% 41“‘500E- 78% 9737634 GW997623
DO_K3 Platelh2l | 934 | CU1518465 Pig DNA sequence from clone CH242-183K23 on chromosome 4, complete sequence 536 536 6% 0002 | 80w  poratess | Gwosezd
DO_K3 Platethz2 | 1374 | Fp2seas2s Zebrafish DNA sequence from clone CH73-355B6, complete sequence 626 626 1% | 6O |eew  Pporaress | Gwostezs
DO_K3_Plate1h24 1032 NM_173985.2 Bos taurus allograft inflammatory factor 1 (AIF1), mMRNA >gb|AF348450.1| Bos taurus allograft inflammatory factor-1 mRNA, complete cds 286 286 31% géOOE- 81% 9737637 GW997626
DO_K3_plateli02 1051 NM_001009202.1 Ovis aries ubiquitin C (UBC), mRNA >gh|AF038129.1|AF038129 Ovis aries polyubiquitin mRNA, complete cds 1195 2309 76% 0.0 96% 9737638 GW997627
DO_K3 platelios | 946 | BT060349.1 Salmo salar clone ssal-rgh-516-135 60S ribosomal protein L18a putative mRNA, complete cds 806 161 % 2005 1 g foraress | Gwaorezs
DO_K3 platelio4 | 1107 | XM_001787379.1 | PREDICTED: Bos taurus hypothetical protein LOCL00140111 (LOC100140111), mRNA 688 688 a9% | 00 8%  po737640 | GWe9T629
DO_K3_plateli05 1000 AL157996.8 Human chromosome 14 DNA sequence BAC C-2525P14 of library CalTech-D from chromosome 14 of Homo sapiens (Human), complete sequence 122 181 34% ngE- 75% 9737641 GW997630
50_Ka_plate1io6 | 1012 | nmL177732 ﬁ\:;rg\g;sgiﬁrggn;;f%Ioont:::i;:ccdllain (1GJ), MRNA >gb|BC103426 1] Bos taurus immunoglobulin J chain, MRNA (cDNA clone MGC:127889 03 %5 9 00 s borarors | owesrea
Do o phesar | 1057 | v _oorioiaoe.s | BOSunS el el sgregion eapor L (PEARY, MRNA>ghICLA9LER1| 0s s el endtelal et eceptr 1, mRNA GONA | 3, o2 w0 | 25 [ o horaress | owssnes
DO_K3_plate1i08 1057 AK233531.1 Sus scrofa mMRNA, clone:L VRM10168F04, expressed in liver 132 132 16% ngEV 78% 9737644 GW997633
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DO_K3_Plate1k23 1025 CP001068.1 Ralstonia pickettii 12] chromosome 1, complete sequence 668 668 68% 0.0 81% 9737694 GW997683
DO_K3_Plate1k24 1072 XM_870191.3 PREDICTED: Bos taurus similar to solute carrier family 12 (potassium/chloride transporters), member 9 (SLC12A9), MRNA 964 964 63% 0.0 93% 9737695 GW997684
DO_K3_Plate1l02 1053 BC102814.1 Bos taurus YTH domain containing 1, mMRNA (cDNA clone IMAGE:7947377), partial cds 509 509 27% 1;?00E7 98% 9737696 GW997685
DO_K3 Platell03 | 999 | XM_0012515412 | PREDICTED: Bos taurus similar to ribosomal protein L15 (RPLLS), MRNA 1049 | 1049 | 69w | 00 93%  po7aTeer | GweaTess
DO_K3_Plate1l05 1014 EF564275.1 Capra hircus ribosomal protein S18 (RPS18) mRNA, complete cds 960 960 53% 0.0 99% 9737698 GW997687
DO_K3_Plate1l06 1232 XM_002367231.1 Toxoplasma gondii ME49 zinc finger DHHC domain-containing protein, mRNA 46.4 46.4 8% 031 3% 9737699 GW997688
Bos taurus steroid-5-alpha-reductase, alpha polypeptide 1 (3-0x0-5 alpha-steroid delta 4-dehydrogenase alpha 1) (SRDSAL), MRNA >gb|BC142219.1] Bos
DO_K3 Plate1l09 | 1014 | NM_001089137.1 | taurus Iph alpha 1 (3-0x0-5 alpha-steroid delta 4 alpha 1), MRNA (cDNA clone MGC:143201 1000 |00 | 7% | oo 89%  pora77o0 | Gwearsss
IMAGE:8236532), complete cds
DO_K3 Platell10 | 1096 | BC134702.1 Bos taurus cDNA clone IMAGE:7944277 203 203 2% | 2005 F 77w korarror | Gwaorsoo
DO_K3 Platell12 | 1040 | NM_001103270.1 s:fl;f"“;“fl'k“e’"l‘"m"sﬁ"f'(scsﬁgcﬁlﬁm”g‘é‘“f;g’f’;ﬁ'&ig's;gfx':g;;:e{gm’* >ghiBC142331.1| Bos taurus tumor necrosis factor, alpha-induced 807 807 53% 00 92% 0737702 | GW997691
DO_K3_Platell13 1067 NM_001014928.1 Bos taurus ribosomal protein L7 (RPL7), MRNA >gb|BT021516.1| Bos taurus ribosomal protein L7 (RPL7), mMRNA, complete cds 434 434 35% ?ioBOE- 85% 9737703 GW997692
DO_K3 Platelll7 | 1059 | F1234417.1 Ovisaries fibronectin MRNA, partial cds 650 650 s5% | 00 8%  po7a7704 | GWeaTees
DO_K3_Plate1119 1057 NM_001075463.1 S;;':i:{:idp:mﬂmeﬂale kinase 3 (PANK3), mRNA >gh|BC123859.1| Bos taurus pantothenate kinase 3, mRNA (cDNA clone MGC:142994 IMAGE:8281840), 1270 1270 84% 00 920 9737705 GW997694
DO_K3_Plate1120 1006 NM_001034453.1 a‘g?i;ﬁzgzlIle,\j}igI;%g%’;;;Tgrr::slg?‘l:;iccnmm)' mMRNA >gb|BC102896.1| Bos taurus coiled-coil domain containing 104, MRNA (cDNA clone 352 352 23% SéQOE' 920 9737706 GW997695
DO_K3_Plate1l23 1105 Z49178.1 O.aries mRNA for immunoglobulin mu heavy chain variable region (clone VR5) 448 448 33% ?‘ZOZOE- 87% 9737707 GW997696
DO_K3_Platelm01 794 AC134933.2 Oryza sativa Japonica Group chromosome 5 clone P0579A05, complete sequence 46.4 46.4 5% 031 83% 9737708 GW997697
DO_K3 Platelm02 | 1010 | CUS713338 Zebrafish DNA sequence from clone CH73-64E16 in linkage group 15, complete sequence 806 128 am | 2005 Fagw  borarros | Gwaoreos
DO_K3_Plate1m03 1018 CU466934.19 Pig DNA sequence from clone CH242-34E1 on chromosome 12, complete sequence 226 226 48% é‘SOOE- 1% 9737710 GW997699
DO_K3_Plate1m05 988 AC004493.1 Homo sapiens chromosome 16, cosmid clone 373C8 (LANL), complete sequence 875 875 78% 0.0 85% 9737711 GW997700
Bos taurus glutamate-cysteine ligase catalylic subunit (GCLC), MHC class Il antigen (DSB), MHC class Il antigen (DYA), MHC class Il antigen (DYB), MHC
class Il antigen (DOB), transporter 2 ATP-binding cassette sub-family B (TAP2), proteasome subunit beta type 8 (PSMBS), transporter 1 ATP-binding cassette
Do_kapiternos | 1058 | AvsTan1 | oy MHC csee 1 aniqo (DOAD.collgen e i sl 2 (COLAIAZ). retiols X resptor e (4K st sarter ity | 233 | 789 | 17 | g% | ame  forarmiz | cwssrron
s:rélanlccldr:nsponer member 7 (HKE4), and hydroxysteroid (17-beta) dehydrogenase 8 (HKES) genes, complete cds; and ring finger protein 1 (RINGL) gene,
DO_K3_Plate1m10 894 AM447362.2 Vitis vinifera contig VV78X207753.10, whole genome shotgun sequence 51.8 51.8 4% 0.007 86% 9737713 GW997702
D0_Ka_piteimiz | 1068 | W 0010760831 | Dok B palblll ot NGCIZ603 (MGCLZGGRS) RNA >GHECL0Z23 [ Bos i sl ot MGCIZ603,RNA (CONA cone o7 P o oo o0 borarris | owearros
DO_K3_Plate1m13 909 EF564275.1 Capra hircus ribosomal protein S18 (RPS18) mRNA, complete cds 890 890 56% 0.0 98% 9737715 GW997704
DO_K3_Platelm14 1156 DQ223555.1 Ovis aries clone TO-DOWN-E18-5 ribosomal protein L17 mRNA, partial cds 767 767 39% 0.0 97% 9737716 GW997705
DO_K3_Platelm15 1018 NM_001009366.1 Ovis aries beta-lactoglobulin (BLG), mRNA >emb|X04520.1| Ovine mRNA for beta-lactoglobulin 818 818 7% 0.0 83% 9737717 GW997706
DO_K3 Platetmi? | 994 | F234417.1 Ovis aries fibronectin MRNA, partial cds 136 | 1438 | 90w | 00 96%  pora77is | Gwear7or
DO_K3 Platelmis | 1067 | BT030548.1 Bos taurus secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), MRNA, complete cds 937 037 6% | 00 91%  po7a7719 | Gwear708
DO_K3_Platelm19 997 NM_001046041.1 ﬁ\:;'g\gl;)g;ﬁf;rgg:scr;g zldaslomucin (CD164), MRNA >gb|BC110225.1| Bos taurus CD164 molecule, sialomucin, mMRNA (cDNA clone MGC:134121 1303 1303 89% 00 93% 9737720 GW997709
DO_K3_Plate1m21 998 AM181175.1 Ovis aries MRNA for MHC class | antigen (ovar-MHCI-B564 gene) 1175 1175 85% 0.0 91% 9737721 GW997710
DO_K3_Plate1m22 1016 AK235220.1 Sus scrofa mMRNA, clone:0VRM10058H05, expressed in ovary 361 361 56% gé’OEV 74% 9737722 GW997711
DO_K3_Plate1m23 978 BT026533.1 Bos taurus gal: 1-phosphate (GALT), MRNA, complete cds 1159 1387 89% 0.0 96% 9737723 GW997712
DO_K3_Platetm24 | 1107 | NM_001099065.1 | 59 ;‘I’;‘g’“;‘g‘;“’:‘fsgmlcfg’:;,{:g"c'”f;z'gg‘;lﬁ Egg"g‘lgzggég;'igs;ifgcz‘f”’* >gh|BC142453.1| Bos taurus chromosome 1 open reading frame 55 365 365 26% S00E | g1 0737724 | GW997713
Bos taurus dolichyl-phosphate (UDP-N N T(GIcNACLP (DPAGTI), mRNA
DO_K3_Plate1n01 | 1029 | NM_001015664.1 | >gb|BT020704.1| Bos taurus dolichyl-phosphate (UDP-N N 1 (GIeNAC-L-P transferase) (DPAGTL), | 910 s | e1% |00 99% 9737725 | GWe9T714
MRNA, complete cds
DO_K3 Plateln03 | 1015 | BC114780.1 Bos taurus cDNA clone IMAGE 8180063 921 021 7% | 00 87%  po7a7726 | GWear7is
DO_K3_Plate1n04 1054 BC114801.1 Bos taurus immunoglobulin light chain, lambda gene cluster, mMRNA (cDNA clone MGC:140380 IMAGE:8188713), complete cds 682 682 53% 0.0 87% 9737727 GW997716
5O_K3_Plate1nos | 1034 | NM_oo10346e5 1 slné(v:a:;{;\;iggngcéggk:zals;;cci:ﬁr;If;ggésls (DCAF15), mRNA >gb[BC102045.1| Bos taurus hypothetical LOC539970, mRNA (cDNA clone 208 203 0% _1"500& 6% 5137728 | Gweerrir
DO_K3_Plateln06 1015 NM_001075456.1 32i;a:£gzp?;;zgﬂ§p:ﬂigEng;c;;feg)'azgrﬁ“?/‘l:[: ]cis(PEA15)‘ mMRNA >gb|BC119928.1| Bos taurus phosphoprotein enriched in astrocytes 15, mMRNA (cDNA 592 592 4% iEOSOE- 89% 9737729 GW997718
DO_K3_Plate1n07 1028 XM_595170.4 PREDICTED: Bos taurus similar to CTF18, chromosome transmission fidelity factor 18 homolog, transcript variant 1 (CHTF18), mMRNA 244 244 15% ngEV 93% 9737730 GW997719
Bos aurus SWI/SNF reated, matr associated, actin dependent regulator O chromatin, subfamly &, mermber 4 (SMARCAW). mRNA >Gb/BCT53216 1] Bos 700
DO_K3_Plate1n08 1001 NM_001105614.1 taurus SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily a, member 4, mMRNA (cDNA clone MG C:148937 347 347 38% 5‘2 81% 9737731 GW997720
IMAGE:8253461), comEIete cds
50_Ka_Platetnos | 1088 | AL73236517 mfiﬁmﬁrm&?iihtzgg:‘?:f@:ﬁﬁfgf‘jﬁgﬂfgﬁm&;ﬁfx?s the Heph gene for hephaestin, a ribosomal protein L17 (Rpl17) pseudogene and a 626 26 150 génoE- 0% IR [P—
DO_K3_Plate1n10 859 XM_001790261.1 PREDICTED: Bos taurus discoidin domain receptor tyrosine kinase 1 (DDR1), mRNA 338 338 38% g‘QOOEV 84% 9737733 GW997722
DO_K3_Plateln11 1004 XR_010165.1 PREDICTED: Macaca mulatta similar to CG4041-PA (LOC694605), MRNA 77 77 72% 0.0 82% 9737734 GW997723
DO_K3_Plateln14 1027 XR_027546.2 PREDICTED: Bos taurus misc_RNA (LOC782776), miscRNA 1187 1187 73% 0.0 95% 9737735 GW997724
R A e L N e
DO_K3_Plateln16 | 1051 | NM_001046476.1 x;;:;:f"‘;efﬁi‘aﬂ"chf C’;‘:n"e‘b:gecp{;;e;zss l‘&‘iﬂ’;;'{&g‘;g"";ﬂp ;:z“i’;;gb‘ﬁcnzs"” 11Bos taurus vesicle-associated membrane protein 5 798 798 53% 00 2% 9737737 | GW997726
DO_K3 Platelnis | 1040 | BC151407.1 Bos taurus ribosomal protein L8, mMRNA (cDNA clone MGC:179250 IMAGE:7946122), complete cds 984 984 2% | 00 9%  porarss | Gwearrz
DO_K3 Platelnio | 1124 | BC102892.1 Bos taurus thymosin, beta 10, MRNA (cDNA clone IMAGE:30957751) 7 7 3% | 00 96%  po7aT7a0 | Gwear7zs
DO_K3 Plateln20 | 1499 | BT093217.1 Soybean clone JCVI-FLGM-L7C3 unknown mRNA 125 125 6% S5 | e porarrao | owaorrze
DO_Ka_Platetnzz | 1042 | NwLo0107s2681 ﬁﬁ;'é“éfzggii";f’ﬂﬁ’,iﬁi@fﬁ; muscle (PFKM), mRNA >gb|BC122655 1] Bos taurus phosphofructokinase, muscle, MRNA (CDNA clone MGC 139772 P o o if;)E- i srarrar | oweerrao
DO_K3_Plate1n23 1053 AB208948.1 Homo sapiens mRNA for Stonin 2 variant protein 288 288 61% 3400E' 70% 9737742 GW997731
00_Ka_Plaeinzs | 1028 | exesaonza S:gt::nr:nlr/vlelgicus Chromosome 20, major istocompatibility complex, assembled from 40 BACs, sirain Brown Norway (BN/ssNHsd), RT1n haplotype; 00 200 - PR I P Iy —
DO_K3_Platelodl | 1024 | NM_001009366.1 | Ovis aries beta-lactoglobulin (BLG), mRNA >emb]X04520.1] Ovine mRNA for beta-lactoglobulin 1265 | 1265 | 69% | 00 99%  po7aT7a4 | Gwe97733
DO_K3 Platelod2 | 1070 | XM_001440672.1 | Paramecium tetraurelia hypothetical protein (GSPATT00009627001) partial mRNA 464 464 3% 031 91%  poraias | Gwear7s4
DO_K3_Plate1003 897 BC102560.1 Bos taurus ribosomal protein $25, mRNA (cDNA clone MGC:127761 IMAGE:7962930), complete cds 904 904 58% 0.0 98% 9737746 GW997735
DO_K3_Plate1005 939 NM_001034678.1 ggifﬂéschigfg;mrg?gf;fsg;;‘é;:;‘s:lpehc';? (HES1), MRNA >gb|BC103309.1| Bos taurus hairy and enhancer of split 1, (Drosophila), MRNA (cDNA 996 996 62% 00 97% 9737747 GW997736
DO_K3_Plate1006 1035 NM_173972.2 Bos taurus xanthine (XDH), mRNA | 1| B.taurus mRNA for xanthine oxidoreductase 982 982 70% 0.0 91% 9737748 GW997737
DO_K3_Platel007 1009 NM_001079642.1 fﬂl}ééﬂ\{;\gsssl[;VID’\I/?APECEEP?IQOQ;ZNS;A)va;lr\vljap[;;édssRAl)‘ MRNA >gb[BC105460.1| Bos taurus steroid receptor RNA activator 1, MRNA (cDNA clone 740 996 67% 00 7% 9737749 GW997738
DO_K3 Platelo08 | 1087 | XM_001490846.2 | PREDICTED: Equus caballus similar to Transmembrane protein 201 (LOC100057527), mRNA 693 693 69% | 00 81%  po7a7s0 | Gwe97739
DO_K3_Plate1009 1012 BC149667.1 Bos taurus cDNA clone IMAGE:8031513 1204 1204 84% 0.0 91% 9737751 GW997740
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DO_K3_Platelp03 | 1012 | BC134767.1 Bos taurus mitochondrial ribosomal protein L 12, MRNA (cDNA clone MGC:157165 IMAGE:B447538), complete cds 1088 1088 66% 00 95% 9737762 | GWeg7751
DO_K3_Platelp05 | 1044 | AC232990.1 Homo sapiens FOSMID clone ABC14-50079600314 from chromosome 22, complete sequence 105 199 38% A = 9737763 | GWo97752
DO_K3_Platelpll | 1045 | NM_001008795.1 | Ovis aries alpha-S1-casein (csnisl), mRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 574 574 30% SOUE | 100  porarzes | Gweorrss
DO_K3_Platelpl2 | 1071 | AK236109.1 Sus scrofa MRNA, clone:OVRM10153B06, expressed in ovary 18 118 35% 0B | o8 9737765 | GW997754
DO_K3_Platelpl3 | 810 | NM_023418.2 Mus musculus phosphoglycerate mutase 1 (Pgam1), mRNA 608 60.8 6% WO | ew 9737766 | GW997755
DO_K3_Platelpl5 | 1038 | XM_001250732.2 | PREDICTED: Bostaurus similar to ribosomal protein L7 (RPL7), MRNA 1202 1202 80% 00 94% 9737767 | GW997756
DO_K3_Platelpl7 | 1042 | AY734681.1 Ovis aries immunoglobulin lambda light chain constant region segment 1 mRNA, partial cds 432 432 26% 2005 | o5 9737768 | GW997757
50_K3 Platetpts | 1085 | NM 0010755061 32:.?:/;&59'3‘3%2 Fr\'/liggz[aezi;‘eségﬁli:sr:ﬁ\?ek;i(RGSZ)' MRNA >Gb|BC120026.1] Bos taurus regulator of G-protein signaling 2, 24kDa, MRNA (€ONA [ 1, 1o 1146 8% 00 a5 57137769 | Gwear7se
B S L sl N N ol O O e
DO_K3_Plate1p20 | 1080 | NM_001034449.1 ;;;ﬁ; “’;';a,\"f'(’:g;:‘:'g:f‘j ,\%ACGJ‘;";;%'; NE&?%;&E}?;;:;::?& d’;‘RNA >gblBC103363.1] Bos taurus karyopherin alpha 2 (RAG cohort 1, importin | g¢7 857 52% 0.0 93% 9737771 | GW997760
0.1 g | 100 | v s | S0 T .t 10 2 s (8 PR, e -rBC i e s o o [ s | e | o |00 | o fare | owewren
DO_K3_Platelp22 | 1033 | XM_001787140.1 | PREDICTED: Bos taurus hypothetical protein LOC00139006 (LOC100139006), mRNA 610 610 49% $005 | a7 9737773 | Gwegr762
DO_K3_Platelp23 | 1417 | BX005386.8 Zebrafish DNA sequence from clone DKEY-21M1 in linkage group 1, complete sequence 68.0 132 55% SO0 6% 0737774 | GW997763
DO_K_Platzza01 | 1028 | NM_001033613.1 g;;;:;:‘r:zélshusumal protein 2 (RPS2), MRNA >gb|BCL02227 1] Bos taurus ibosomal protein S2, mRNA (cDNA clone MGC:126925 IMAGE:7929390), 15 25 % 00 9% 9737775 | Gweer76a
DO_K3_Plate2a02 | 1272 | AE0142972 Drosophila melanogaster chromosome 3R, complete sequence 482 482 3% 0092 81% 9737776 | GW9g7765
DO_K3_Plate2a03 | 1028 | AC015914.8 Homo sapiens chromosome 15, clone RP11-111E14, complete sequence 473 473 60% T | T 9737777 | GWe97766
DO_K3_Plate2a05 | 1016 | GQ141082.1 Ovis aries breast cancer resistance protein (ABCG2) mRNA, complete cds 1038 1038 64% 00 96% 9737778 | GW997767
DO_K3_Plate2a07 | 909 | NM_001150334.1 | Equus caballus clathrin, light chain (Lca) (CLTA), MRNA >dbj|AB495091.1] Equus caballus clc mRNA for clathrin light chain, complete cds 1274 1274 80% 00 98% 9737779 | GW997768
DO_K3_Plate2a08 | 1472 | CR847804.27 Zebrafish DNA sequence from clone DKEY-85C24 in linkage group 13, complete sequence 8.7 89.7 69% SO0E | oan 9737780 | GW997769
DO_K3_Plate2a09 | 1038 | XM_591046.4 PREDICTED: Bos taurus similar to Rho guanine nucleotide exchange factor 1 (ARHGEFL), mRNA 796 79 62% 00 87% 9737781 | GW997770
DO_K3_Platezall | 869 | EF564257.1 Capra hircus serum amyloid A3.2 precursor, MRNA, complete cds 850 850 61% 00 95% 0737782 | GWe97771
DO_K3_Plate2al3 | 1052 | XM_001255072.2 | PREDICTED: Bostaurus similar to lectin, galactose binding, soluble 7 (LGALST), MRNA 55.4 55.4 12% SO0E | 0w 9737783 | Gweg7772
DO_K3_Plate2ald | 1042 | XM_583499.4 PREDICTED: Bos taurus similar to Golgin subfamily A member 4 (Trans-Golgi p230) (256 kDa golgin) (Golgin-245) (Protein 72.1) (GOLGA), MRNA 1085 1085 72% 00 92% 9737784 | GW9g7773
DO_K3_Plate2al5 | 1060 | BT059873.1 Salmo salar clone ssal-rgg-507-018 40S ribosomal protein S20 putative MRNA, complete cds 752 150 5% OB aen 9737785 | Gweg7774
DO_K3_Plate2al6 | 1006 | XM_6158614 PREDICTED: Bos taurus similar to alsin (ALS2), mRNA 1072 1072 68% 00 95% 9737786 | GW997775
DO_K3_Plate2al? | 1075 | AC1481813 Muntiacus muntjak vaginalis clone CH244-181H?, complete sequence 158 963 17% TO0E | gov 9737787 | GWe97776
DO_K3_Platea18 | 964 | Ac087774.27 Homo sapiens 12p BAC RP11-633013 (Roswell Park Cancer Institute Human BAC Library) complete sequence 608 60.8 4% IS 9737788 | GwWeg7777
DO_K_Plaezets | 1071 | NM_ootososoo 1 | Bostaurus Fhoxand eucne-ich Q)%e)axc g:;eller:elczd(:sxuz)‘ MRNA >gblBC108120.1| Bos taurus F-box and leucine-rich repeat protein 12, MRNA (DNA | 10 1052 3% 00 0% I [—
50_Ka_Platezazt | 1067 | NWLoot0agarat ﬁ\:SAguEr:\:ZSD?y;;QN,ncdoi;\g TR Brte (REMS), HRNA> GHIEC 14706 1] Bas aurus RNA HINGng Mot Froten 5, WRNA (GONA clne MGC- 137881 1290 a6 0% 00 8% 9737750 | owesrrre
DO_K3_Plate2a22 | 1046 | XM_590527.4 PREDICTED: Bos taurus similar o syntaxin 11 (STXL1), mRNA 948 948 73% 00 88% 9737791 | GW9g7780
DO_K3_Plate2a23 | 946 | EF564275.1 Capra hircus ribosomal protein S18 (RPS18) mRNA, complete cds 740 011 54% 00 100%  poT37T792 | GWe9r78L
DO_K3_Plate2a24 | 1065 | NM_001098950.1 UB:;;?S‘;‘“ ;ﬁ;‘,’\f;“?sgmilcf;’:e" ,’weé"é?fsgg%elﬁig’ggéﬂé%g;‘igg;ig)c‘ d'S“RNA >gh|BC142175.1| Bos taurus chromosome 1 open reading frame 212 457 457 3% 2‘2050 E- 82% 9737793 | Gwo97782
50_Ka_Platezbos | 1036 | NW_oot0s0s011 ﬁ\:SA'(ASUEr:\:ZSZI;;JS%YS-I,“c(sn(WSI:leerec‘tlilsslaE) (LUCTL), mRNA >gbJBC118419.1] Bos taurus LUCT-Tike (S. cerevisiae), MRNA (cDNA clone MGC:140713 206 206 2 200 | o7 9737790 | Gweer7es
DO_K3_Plate2b04 | 981 | NM_001009468.1 | Ovis aries H(+)-transporting ATP synthase (LOCA443542), MRNA >emb|X69905.1] O.aries mRNA for mitochondrial ATP synthase ¢ subunit (P2 form) 967 967 579% 00 98% 9737795 | Gwegr7ss
DO_IKs_Plaezi6 | 1038 | NM_0011021621 | EC AT gggir;frgg;:;les PrOte G3A (TMEMB3A), MRNA > GH/BC 15139 1] Bos s Farsmembrane praei 62, mRNA (GONA clone MGCIGE315 o 5 % 200 | g 973779 | Gweer7es
DO_KG_Plate2is | 1034 | NM_o0iossets 1 | Bos aunus ibosoml prtein SZ (RPS2), RNA >GHIBC102227 1] Bos s besamal proten 52, MRNA (:DNA clone MGC: 126925 IVAGE:TS23300) 78 78 T 00 o s31797 | Gweer7es
DO_K3_Plate2b09 | 1021 | XM_863936.3 PREDICTED: Bos taurus ubiquitin D, transcript variant 2 (UBD), MRNA 1007 1097 78% 00 90% 9737798 | Gwgg7787
DO_K3_Plate2b10 | 1101 | DQ989LL4L Bison bison MHC class | alpha chain precursor (Bibi-N) mRNA, Bibi-N*00502 allele, partial cds 354 354 3% S| aow 9737799 | Gwegr788
oo s | 150 | ssonis | s DN ST o s R LG oty g s e GO o VO | 015 | ors | o | 4% | ame o | ovenree
DO_K3_Plate2b12 | 985 | U03092.1 Ovis aries MHC class | allele ShB mRNA, partial cds 975 975 71% 00 91% 9737801 | GW997790
DO_K3_Plate2b14 | 1016 | NM_001009366.1 | Ovis aries beta-lactoglobulin (BLG), MRNA >emb]X04520.1| Ovine mRNA for beta-lactoglobulin 1267 1267 7% 00 96% 9737802 | GW9g7791
DO_K3_Plate2bl5 | 876 | BC103133.1 Bos taurus ribosomal protein 524, MRNA (cDNA clone MGC:128292 IMAGE:7989195), complete cds 935 935 63% 00 9% 9737803 | GW997792
DO_K3_Plate2bl6 | 993 | XM_863936.3 PREDICTED: Bos taurus ubiguitin D, transcript variant 2 (UBD), mRNA 1168 1168 85% 00 90% 9737804 | GW997793
DO_K3_Plate2bl7 | 888 | AC092755.4 Homo sapiens chromosome 15 clone RP11-361D15 map 15G22, complete sequence 300 300 45% W05 | 7o 9737805 | GW997794
DO_K3_Plate2b18 | 1027 | AK097975.1 Homo sapiens cDNA FLI40656 fis, clone THYMU2019364, highly similar to HETEROGENEOUS NUCLEAR RIBONUCLEOPROTEIN L 338 338 24% SO0E | aow 9737806 | GW997795
DO_K3_Plate2b21 | 1074 | BC140616.1 Bos taurus keratin 5, MRNA (cDNA clone MGC:148701 IMAGE:B111946), complete cds 1159 1150 6% 00 929% 9737807 | GW997796
50_Ka_Platezbzz | 1022 | NWLoot0seez5 1 :;);:;r:i;isbnsomal protein L8 (RPLB), MRNA >gbJBC102277.1] Bos taurus ribosomal protein L8, mRNA (cDNA clone MGC:127227 IMAGE:7945641), 232 232 5% 00 92 9737808 | Gwesrrer
DO_K3_Plate2b23 | 1020 | AB048975.1 Macaca fascicularis brain cDNA, clone:QnpA-12148 751 751 54% 00 90% 9737809 | GW997798
Do_Ka_Platezor | 1021 | xw_serana3 giﬁﬁﬁaﬁ?&?ﬁ{"& ilgzllsa/rx o )(‘:a’#gx;\‘n:hindmg mitochondrial carrier protein Aralar2 (Mitochondrial aspartate glutamate carrier 2) (Solute carrier family [ ;0 1023 a5 00 0% 737810 | GweaT79s
DO_K3_Plate2c02 | 1080 | BC149297.1 Bos taurus cDNA clone IMAGE:8183597, containing frame-shift errors 572 572 32% 1O | e 9737811 | GW9g7800
DO_K3_Plate2c03 | 932 | BC103133.1 Bos taurus ribosomal protein S24, MRNA (cDNA clone MGC:128292 IMAGE:7989195), complete cds 832 832 549 00 96% 9737812 | GW9g7801
DO_Io_plaezcos | 1038 | NM_0010391501 | 205! !g\g;solfég\;[;avclg(;\r)“nslaet‘:uctsg\erase (DDT), MRNA >gb|BC142376 1] Bos taurus D-dopachome tautomerase, MRNA (CDNA clone MGC:165767 o s o ™ sra7e1s | owesrsoz
DO_K3_Plate2c05 | 1027 | XM_588992.3 PREDICTED: Bos taurus similar to Axin-2 (Axis inhibition protein 2) (Conductin) (Axin-like protein) (Axil) (AXIN2), MRNA 425 425 35% SO0E | e 9737814 | Gwog7803
e e D R e N I e
DO_K3_Plate2c09 | 966 | XM_617828.4 PREDICTED: Bos taurus similar to zinc finger transcription factor TRPSL (TRPSL), MRNA 769 769 579% 00 92% 9737816 | GW997805
DO_KAPlateze10 | 106 | w_ooriozetes ﬁ\;:g;gg/;‘hszzsccz;“rmz 2;: (ALS2CL), MRNA >gbJBC149185.1] Bos (aurus ALS2 C-terminal like, MRNA (CDNA clone MGC 155060 o 5 o 200 gy, o7arer | oweareos
DO_K3_Plate2cll | 1046 | XM_617828.4 PREDICTED: Bos taurus similar to zinc finger transcription factor TRPSI (TRPSL), MRNA 1370 1370 79% 00 96% 9737818 | GW997807
50_Ka_Platezci2 | 1051 | NM_o01035307.1 ggi s Eggg?seél?:\:/laféeée?g:;lfgsr)e:i‘\’pﬁg?dls (EDF1), mRNA >gb[BC102246.1| Bos taurus endothelial differentiation-related factor 1, mRNA (DNA [ 11,2 1047 0% 00 925 737819 | Gweazsos
Bos urus ransiocase of inner mitochondrial membrane 50 homolog (S. cerevisiae) (TIMMS0), nuciear gene encoding mitochondrial protein, MRNA.
DO_K3_Plate2c13 | 914 | NM_001035024.1 | >gb|BC102990.1] Bos taurus translocase of inner mitochondrial membrane 50 homolog (S. cerevisiae), MRNA (CDNA clone MGC:128406 IMAGE:7986224), | 1150 1150 73% 00 97% 9737820 | GW9g7809
complete cds
0.1 pwaa_| 1ot | o rorens. | S s s s o 9 el o (e CEVASE) A BECS IR B mr e | ne | | |00 | e oo | ovewro
DO_K3_Plate2c15 | 1203 | BT026310.1 Bos taurus translocase of inner mitochondrial membrane 50 homolog (S. cerevisiae) (TIMMS0), MRNA, incomplete 5' cds 587 587 34% ‘Ig’fE' 91% 9737822 | GWog7811
DO_K3 Plate2cl7 | 1103 | 491031 O.aries mRNA for immunoglobulin mu heavy chain variable region (clone VRBT) 430 439 31% 1‘10905 88% 9737823 | GW997812
DO_K3_Plate2c18 | 1081 | XM_580661.4 PREDICTED: Bos taurus similar to heterogeneous nuclear ribonucleoprotein L, transcript variant 1 (HNRNPL), mRNA 179 179 14% 2008 | gey 9737824 | GW997813
50_Ka_Platezcts | 1061 | NWLo01078035 1 ﬁ\;i:é;g%ggg?erzgrr:;eeggzn 93 (TMEM93), MRNA >b[BC102336.1] Bos taurus transmembrane protein 93, MRNA (GDNA clone MGC:127354 o o1 oy 00 - 37625 | owesrere
DO_K3_Plate2c20 | 1015 | XM_001249987.2 | PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1AL), mRNA 1150 1150 81% 00 929% 9737826 | GW997815
Zebrafish DNA sequence from clone DKEY-184P18 in linkage group 19 Contains the 5' end of the gene for a novel protein similar {0 vertebrate UDP-N-acetyl- 5 00E-
DO_K3_Plate2c21 | 1196 | BX927241.19 alpha-D. N 4 (GalNAC-T4) (GALNT4), the gene for a novel protein (zgc:103448), a novel gene and | 59.0 50.0 6% o 8% 9737827 | GW997816
a CpG island, complete sequence
DO_K3_Plate2c22 | 908 | AL117078.1 Botrytis cinerea strain T4 cDNA library 9.7 98.7 38% SI90E | 6% 9737828 | GW997817
DOKa_Platezczs | 1058 | NWLoo103e4431 z:;::{:zdr:/m Synthetase 1 (NADSYNI), mRNA >gb|BC103388.1] Bos taurus NAD synthetase 1, mRNA (cDNA clone MGC:127343 IMAGE:7951419), 20 0 % SIE | g 737829 | Gwesrets
50_Ka Platezdoz | 1035 | NWLoot0saoras | B taurus ribosomal protein S2 (RPS2), MRNA >GbECL02227.1] 50s taurus ribosomal protein S2, MRNA (cDNA clone MGC1126925 IMAGE 7629390, 1153 1153 % 00 9% 9737830 | Gwesrale
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DO_K3_Plate2kl5 | 1059 | AB239605.2 Uncultured bacterium gene for 16 rRNA, partial sequence, clone:0TU-3 806 806 9% T0E | 71w porarora | Gweerses
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0.Ka Plateziar | 931 | WL ootorssert g;:‘:)?:‘r:zélshusumal protein L11 (RPLIL), mRNA >bBC102524 1] B0s taurus ribosomal protein L11, mRNA (cONA clone MGC:127967 IMAGE 795629), | oo . o 00 o1 borarere | owoorees
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1210&dopt=GenBank&RID=MZ41S5AS01S&log$=nucltop&blast_rank=1
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po_k_pitezo03 | 1055 | wLootowde71 | e e et ittt yollow (RAL), RN compee s OETOH0SABOs S ENA | g5 | e | awe | I | e forasoan | Gwassono
DO_K3_Plate2004 1331 AL805966.7 ?’,\I‘[;L,;SSED?N?ESZZ“2:2?;‘;’:@&“;:;%&:05Am on chromosome 4 Contains two parts of two novel genes and an NADPH cytochrome B5 oxidoreductase 109 100 20% ngOE' 65% 9738042 GW998031
DO_K3_Plate2005 | 1010 | DQ121199.1 Bos taurus isolate 19_20+_+D03.1 MHC class | antigen (BoLA) gene, partial cds w034 |08 [78% | o0 89% 9738043 | GW998032
DO_K3_Plate2006 1100 NM_001082739.1 Oryctolagus cuniculus annexin A11 (ANXA11), mRNA >dbj|D10883.1|RABCAP Oryctolagus cuniculus mRNA for CAP-50, complete cds 116 116 15% %‘ZOOE- 76% 9738044 GW998033
DO_K3_Plate2007 1009 BC148122.1 Bos taurus single-strand-selecti: i uracil-DNA gly 1, mRNA (cDNA clone MGC:148572 IMAGE:8358645), complete cds 1124 1124 2% 0.0 94% 9738045 GW998034
DO_K3_Plate2009 | 1049 | GQ141082.1 Ovis aries breast cancer resistance protein (ABCG2) mRNA, complete cds 562 562 ao 2% | aew  porasoss | Gwoososs
DO_K3_Plate2010 942 BC102068.1 Bos taurus ribosomal protein S15, mRNA (cDNA clone MGC:127050 IMAGE:7942821), complete cds 242 242 25% é‘:OE- 82% 9738047 GW998036
DO_K3_Plate2011 1051 NM_001076998.1 m;‘gﬁ%sgggg;g?i?ﬂfz‘zl{z élja (RPL13A), mRNA >gb|BC103039.1| Bos taurus ribosomal protein L13a, mRNA (cDNA clone MGC:128198 560 560 54% i‘SDSOE' 820 9738048 GW998037
DO_K3_Plate2013 | 1026 | NM_001105263.1 | Ovis aries laminin receptor 1 (LOC100125628), mRNA >gb|EF649775.1| Ovis aries laminin receptor 1 mRNA, complete cds 823 823 62% | 00 89% 9738049 | GW998038
DO_K3_Plate2o1s | 1037 | BC103336.1 Bos taurus glutamate dehydrogenase 1, RNA (cDNA clone MGC:127177 IMAGE:7945510), complete cds 11 |11 [73%  |oo 90% 9738050 | GW998039
DO_K3_Plate2017 1054 NM_001075581.1 g;};'ﬂi:{:iéisbﬂsﬁmﬂ protein L11 (RPL11), MRNA >gb|BC102524.1| Bos taurus ribosomal protein L11, mRNA (cDNA clone MGC:127967 IMAGE:7956291), 850 850 56% 0.0 91% 9738051 (GW998040
DO_K3_Plate2019 1023 XM_601500.4 PREDICTED: Bos taurus zinc finger protein 341 (ZNF341), MRNA 758 758 3% 0.0 82% 9738052 GW998041
DO_K3_Plate2020 | 1029 | Aw27226.1 Dipodomys merriami partial VW gene for von Willebrand Factor, exon 28 464 464 2% 031 93% 9738053 | GW998042
DO_K3_Plate2022 1110 CU928684.4 Pig DNA sequence from clone CH242-178F7 on chromosome 2, complete sequence 230 230 37% é‘:OE- 2% 9738054 GW998043
DO_K3_Plate2023 884 EF564275.1 Capra hircus ribosomal protein S18 (RPS18) mRNA, complete cds 955 955 61% 0.0 99% 9738055 GW998044
DO_K3_Plate2024 1082 NM_001103271.1 Sﬂlgéai:‘%;j‘):If’:;iéaélg;?gbgg:Uclg:fﬁliﬁ:uza (SF3B2), mMRNA >gh|BC123519.1| Bos taurus splicing factor 3b, subunit 2, 145kDa, mRNA (cDNA clone 719 719 48% 00 91% 9738056 GW998045
DO_K3_Plate2p02 1049 XM_001253407.1 PREDICTED: Bos taurus similar to Hydroxysteroid (17-beta) dehydrogenase 1 (LOC785989), mMRNA 526 526 28% 1‘4050E- 98% 9738057 GW998046
DO_K3_Plate2p03 1017 NM_001040527.2 Bos taurus mitochondrial ribosomal protein L2 (MRPL2), nuclear gene encoding mitochondrial protein, mMRNA 1168 1168 82% 0.0 91% 9738058 GW998047
50_K3 Platezpos | 1011 | NM_o010769671 ;3;35’?:rculf’:'r:r’l;gagli;gsgsrfm;?;ggj;gg;lgagt;:pt:egigsm)‘ mRNA >gb|BC102812.1| Bos taurus transforming growth factor beta regulator 4, mRNA o1 211 819 00 03 9738080 | Gwessoss
DO_K3_Plate2p06 | 1046 | BC119826.1 Bos taurus annexin ALL, MRNA (cDNA clone MGC:140235 IMAGE:8174342), complete cds w00 |00 |79 |o0 91% 9738060 | GW998049
DO_K3_Plate2p07 | 1084 | XM 0012523162 | PREDICTED: Bos taurus hypothetical LOC783847 (LOC783847), partial mRNA us7 | st [72% | oo 93% 9738061 | GW998050
00, K3 Plaezpts | 1074 | AFoz3288.1 Homospens o i (1) prosn. cott. gucocrebrosiise (534), and metxi e, complete s metain psedogne and gacocasrosdse [ gy 01 s | 905 [ s horssoso | owssaost
DO_K3_Plate2p10 1023 X69797.1 O.aries mRNA for immunoglobulin gammal chain secreted form 845 845 71% 0.0 86% 9738063 GW998052
DO_K3_Plate2pll | 1095 | DQ915966.3 Capra hircus breed Xinong Saanen fatty acid synthase (FASN) MRNA, complete cds 457 457 % | 309% | 0w porasues | Gwaos0s3
DO_K3 Plate2p12 | 1069 | XM 5904704 PREDICTED: Bos taurus deltex homolog 1 (Drosophila) (DTXL), MRNA 695 695 3% | 00 96% 9738065 | GW998054
DO_K3_Plate2p13 1018 BC114801.1 Bos taurus immunoglobulin light chain, lambda gene cluster, mMRNA (cDNA clone MGC:140380 IMAGE:8188713), complete cds 628 628 61% };)BOEV 82% 9738066 GW998055
DO_K3_Plate2pl4 | 1077 | XM 5955264 PREDICTED: Bos taurus similar to F-box and WD repeat domain containing 5 (FBXWS), mRNA 594 723 ase | 3095 | ogw  porasoer | Gwaososs
DO_K3_Plate2pls | 1380 | AC1317643 Mus musculus BAC clone RP24-239L6 from chromosome 6, complete sequence 500 500 1% 0025 | 100%  [p9738068 | Gw99s057
DO_Ka_Plszpto | 1017 | NN ootoazera 1 | Bo B TGsomal ot S2 (RPS2), HRNA >GHIBCT0222T 1 Bos s sl ot S2 TRNA (:ONA cloe IGC: 128925 IVAGE 7928390) [UPP VIR I oon boraoss | oweososs
DO_K3_ Plate2pls | 1114 | BC102438.1 Bos taurus ubiuitin D, MRNA (cDNA clone IMAGE:7953679), partial cds 358 358 s [ o90% | 7e%  porasoro | Gwoosose
DO_K3_Plate2p19 904 BT060410.1 Salmo salar clone ssal-rgh-519-178 Ferritin, middle subunit putative mRNA, complete cds 66.2 132 5% 8‘700E7 90% 9738071 GW998060
DO_K3_Plate2p20 1096 NM_001033619.1 ﬁ\:;‘g\gllfggg;i{;r)ﬂfoz:::?‘z :;dlsﬂa (RPL18A), mRNA >gb|BC102624.1| Bos taurus ribosomal protein L18a, mRNA (cDNA clone MGC:127693 372 372 38% §§OOE- 80% 9738072 GW998061
DO_K3_Plate2p21 1069 NM_001009363.1 Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 544 544 51% 2“50105 82% 9738073 GW998062
DO_K3_Plate2p22 | 1065 | NM_001009366.1 | Ovis aries beta-lactoglobulin (BLG), mRNA >emb[X04520.1] Ovine mRNA for beta-lactoglobulin 722 722 5% | 00 89% 9738074 | GW998063
DO_K3_Plate2p24 1025 NM_001033619.1 ﬁ\:;‘g\gllfggg;i{;r)ﬂfoz:::gz ;jlsﬂa (RPL18A), mMRNA >gb|BC102624.1| Bos taurus ribosomal protein L18a, mRNA (cDNA clone MGC:127693 504 504 37% iéOgOE- 90% 9738075 GW998064
EST EST
EST bp Accession Description s"c":r’; sch:fel cgl‘fr'a’é o | Evave [ M dbE'i;I' Id Anfﬁﬁfii’r"
05_K1_plattads | 1001 | 008015640z |25 S YOS T i T2 sy, nn-comerc (IYLLZA). WRNA >GHECLIEZRS 1 Bos s mycsn. 10N cha LZA. (Gl n SIEomere. | 1205|1320 | g 00 o | corasors | oweosons
DS_K1_plate1a02 | 1037 AB099011.1 Bos taurus mRNA for similar to 40S ribosomal protein SA (P40), partial cds, clone: ORCS12246 511 511 51% 3,00E-141 | 82% 69738077 GW998066
DS_K1_plate1a03 | 1055 BC149995.1 Bos taurus transmembrane BAX inhibitor motif containing 6, mMRNA (cDNA clone MGC:165859 IMAGE:8401088), complete cds 1047 | 1047 82% 0.0 86% 69738078 GW998067
DS_K1_platela05 | 1036 | BC102074.1 [Bos taurus ribosomal protein, large, PO, MRNA (cDNA clone MGC:127090 IMAGE:7942990), complete cds 1220 1220 | 75% 00 [osw% | 69738079 | wessoss
DS_KI_platela0 [1039 | CB170093.1  |VIR603162861R1 CSEQFXNAS pool of stomach libraries Bos taurus cONA, mRNA sequence 244 244 | 25% [600E-61 |83% | 69738080 | Gwaosose
DS_K1_plate1a07 732 AK231157.1 [Sus scrofa mMRNA, clone:ITT010001G02, expressed in intestine 681 681 61% 0.0 93% 69738081 GW998070
DS_K1_plate1a09 998 NM_001003216.1 |Canis lupus familiaris syntaxin binding protein 2 (STXBP2), mMRNA >gb|L41609.1]DOGCSAC Canis familiaris Sec1 homolog (munc-18-2) mRNA, complete cds 1002 | 1002 83% 0.0 86% 69738082 GW998071
DS_K1_platelal0 | 1088 XR_028362.2 PREDICTED: Bos taurus misc_RNA (LOC614695), miscRNA 581 581 54% 2,00E-162 | 82% 69738083 GW998072
DS KI_platelall | 949 | AC1496652 [Bos taurus BAC CH240-60013 (Children's Hospital Oakland Research Insttute Bovine BAC Library (male)) complete sequence 107 [1881 | 419 [socoe47 [8s% | 69738084 | Gwoosors
DS_K1_platelal2 1069 | AC011260.8 |Homo sapiens, clone RP11-1E21, complete sequence 214 214 | a0% [100E51 716 | 69738085 | cwaosora
DS_K1_platelal3 |1069 EF564266.1 [Capra hircus prealpha-lactalbumin mRNA, complete cds 1260 |1260 67% 0.0 98% 69738086 GW998075
DS_K1_platelald |1095 smz‘[?&"f'g::‘d 69738087 | GW998076
DS K1_platelal5 | 999 | FP1022623 [Pig DNA sequence from clone CH242-56M13 on chromosome X, complete sequence 690 |1013 | 0% 00 |so% | 69738088 | Gwegsor7
05_K1_plelals | 1085 | NV 0010s0474.|Po s GMale ammont g Ghamne o/ ihets) (GLUL), MRNA >GoC103099 1] B s gt armoni s GUtamine yinese VA | oo | s | o [oooeids |aws | coraaoms | owsseors
DS_K1_platelal7 |1009 XM_614169.4 |£_RED|CTED Bos taurus zinc finger protein 470 (ZNF470), MRNA 1281 |2825 89% 0.0 92% 69738090 GW998079
05 Kiplaetats | 1035 | 0011011071 man%sc PPyl VR Slse, s DU (ARSR). TRIA U 514371 Bos s eyl -RNA St s i WRVA GONA | g3 | a3 | o 00 loms | ocorasosr | oweososo
05 Ki_plaetats | 1001 | Nw_sototsssez [P e iosorl protin LiB (RPLLE). MRVA >GHBCIOAS07 1] B s Mbceomal ot LIE, MRNA (DNA clore MGC 128138 IMAGERIZZ333, 07 |00 | oom 00 oo | corasoez | oweosost
DS_KI_plate1a20 | 1054 | BC142445.1  [Bos taurus glycolipid transfer protein, mRNA (cONA clone MGC:152464 IMAGE:8405040), complete cds 594|594 | 50% [300E-166 |86% | 69738093 | Gwoassos2
05 KLpaetz21 | 670 | NM_o0torasss 2 |20 s Toosmal prte L2 (RPLES), MRNA >GHIBC 1022181/ s Tosomal prten L2, MRNA (GDNA o MGC121232 IMAGE TS#5694) o oo | 7% 00 loms | ocorasoss | oweososs
DS_K1_plate1a3 | 996 X59836.1  |Chircus mRNA for asl-casein 1305 1305 | 85% 00 |o7% | 69738005 | Gwegsosa
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05K plae1b10 | 1008 | NM 0010465881 ;Bctlvjs’\"aAur;z::n’l;légillg_’sgggexigm.iIagrgZyAlG?éG: Cm;rr‘nT:(reAcd(;AMliieA)‘ MRNA >gblBCLO5349 1| Bos taurus family with sequence similarity 136, member A MRNA | oo | 1500 | s0% 00 o | oorssios | owoessose
DS_KI_platelbl2 [1001 | ACI505736  |Bos taurus BAC CH240-238N22 (Childrens Hospital Oakland Research Institute Bovine BAC Library complete sequence 473 |9633 | 44%  |700E-130 |94% | 69738106 | GW9gg09s
DS_K1_plate1b13 [1056 |XM_001789967.1 |PREDICTED: Bos taurus similar to Transmembrane protein 16H (LOC528201), mRNA 627 | 677 | 7% [500E-176 |89% | 69738107 | GW998096
DS_KI_platzibi | 1020 | NM_001035445.0 ﬁ‘w’i\'é“é“ysgggié‘émmﬁ'.iﬁ f:; X-Tinked (RPS4X), MRNA >gb|BCL02476.1] Bos taurus fibosomal protein S4, Y-linked 2, MRNA (CDNA clone MGC:127573 301 |1301 | sa% 00 |o1% | co73s108 | Gwossosr
DS _KI_plate1bl5 [1122 | BCL022491  |Bos taurus ribosomal protein SL1, mRNA (cDNA clone MGC:127069 IMAGE:7943288), complete cds 933|933 | s6% 00 [94% | 69738100 | Gwogsoss
DS _KI_plate1bl7 [1067 | BCL022491  |Bostaurus ribosomal protein S11, mRNA (cDNA clone MGC:127069 IMAGE:7943288), complete cds 933|933 | s6% 00 [94% | 69738110 | Gwogsoge
DS_K1_plate1b18 [1006 |NM_001024488.2 |Bos taurus solute carrier family 3 (activators of dibasic and neutral amino acid transport), member 2 (SLC3A2), MRNA 1209 [1209 | 86% 00  [92% | 69738111 | Gwogs100
DS_KI_plaeibio | 1107 | NM_001105455.0 CB[;)"s‘l?:[r:zélshusumal protein L39 (RPL39), MRNA >gbBC102562.1] Bos taurus ribosomal protein L39, MRNA (cDNA clone MGC:127980 IMAGE:7963246), 215 |25 | 2% |ao0E70 |ew% | eorssiiz | owessior
DS _KI_plate1b20 [1055 | BCL028651  |Bos taurus ribosomal protein L13, MRNA (cDNA clone MGC:127884 IMAGE:7961743), complete cds 893 |893 | 60% 00 [91% | 69738113 | Gwegsl02
DS_KI_plate1b21 [1010 |XM_001255336.2 |PREDICTED: Bostaurus hypothetical LOC788201 (LOC788201), MRNA 62 | 762 | 47% 00 [95% | 69738114 | Gwogs103
DS_K1_plate1b23 [1033 |XM_001250732.2 [PREDICTED: Bos taurus similar to ribosomal protein L7 (RPL7), MRNA 1227|1227 | 82% 00  |92% | 69738115 | Gwogs10s
DS_KI_platelb24 | 999 | AC1299506  |Bostaurus, clone RP42-518P7, complete sequence 134 [748 | 20% |800E-28 [76% | 69738116 | GW99B105
DS K1 platelc0l (1088 | AK234840.1  [Susscrofa mRNA, clone:OVRM10021E11, expressed in ovary 199 | 199 | 24% [200B47 |76% | 69738117 | Gwogs106
DS_K1_platelc02 [1132 |NM_001008366.1 |Ovis aries bet in (BLG), MRNA 1] Ovine MRNA for beta-lactoglobulin 426 |426 | 37%  [900E-116 |83% | 69738118 | Gw9gs107
DS_K1_plate1c03 | 713 BC102068.1  [Bos taurus ribosomal protein S15, mRNA (cDNA clone MGC:127050 IMAGE:7942821), complete cds 823 |83 | e8% 00  |97% | 69738119 | Gwogsi08
DS_K1_platelc04 (1042 | AC150492.4  |Bos taurus BAC CH240-454H24 (Children's Hospital Oakland Research Institute Bovine BAC Library complete sequence 951 (1044 | 20% |700E16 [77% | 69738120 | Gw99B109
DS_KL platelc05 | 983 | NM 0011020051 ﬁ;:gng;s;%;isgﬂmziﬁlgen 8 (SPAGB), MRNA >gb|BCL49514 1] Bs taurus sperm associated antigen 8, MRNA (CDNA clone MGC:157314 1072 |02 | 78% 00 |oow | sorssizr | owessito
DS _K1_platelc06 [1112 | AC17428524  |Medicago truncatula clone mth2-26n7, complete sequence 428 (428 | 2% 03Azu  |90% | 69738122 | Gwegslll
DS_K1_plate1c07 | 1001 M94327.1 Bovine alpha s2 casein type A protein (CASAS?) gene, exons 1-18 673 |1157 | 74% 00  [100% | 69738123 | Gwegs112
DS_KL_platel08 | 1045 | NM_001034395.1 zuRs ,ﬁ”{ﬁ; rﬁ:rggir;e&lg gi‘legar;m‘/‘:slssugﬁ;g%fgéﬁ;;ﬁ%?’vPC)' MRNA >gbBCLO4494.1] Bos taurus heterogeneous nuclear ribonucleoprotein C (CUC2). | 1000|1020 | 7196 00 |o2% | corasizs | owessis
DS_KL platelc0s | 985 | NM 0010347661 :Bnué(!:a:L{;L;ssl;gnlirﬁn;rgkér:é_x’ngesgggzc)(?llzdm—;?ellledgdn;alns T(TMCOL), mRNA >gblBC102321 1] Bos aurus Wansmembrane and cofled-coll domains I, MRNA (DNA clone | 120 | 120 | geoe 00 |os% | oorssizs | owessiie
DS_KL_platelc10 [1021 | EF397601.2 [Sus scrofa trophoblast-derived noncoding RNA, complete sequence 315 |315 | 52% [400E62 |73% | 69738126 | GW99s1ls
DS_KL_plaelcil | 1050 | NM_001101267.1 f,.“éé?%i?ii}"ﬁg’é’fgg;’g;’i zg"r‘nmsaz (SCGB2A2), MRNA >gblBC149350.1] Bos taurus secretoglobin, family 2A, member 2, MRNA (cDNA clone 753 | 753 | ars 00 |oaw | oorssizr | owessiis
DS _K1_platelc12 |1033 X62916.1 B.taurus MRNA for immunoglobulin G1 heavy chain 62 | 762 | 70% 00 [8s% | 69738128 | Gwogs117
DS Ki_platets | 928 | NM_ootoemens ‘ljaun;;?:xi;:llagem type 11, alpha 1 (COL3AL), MRNA >gbBC123469.1] Bos taurus collagen, type 11, alpha 1, mRNA (cONA clone MGC'139882 IMAGE'8284510), | oo= | 055 | 7096 00 |aow | oorssize | owessiss
DS_K1_platelcl4 [1075 [NM_001009378.1 |Ovis aries casein kappa (CSN3), mRNA >emb|X51822.1| Sheep kappa-Cn mRNA for kappa-casein 820 [820 | 60% 00  [89% | 69738130 | Gwogsllg
DS _K1_platelcl5 [1048 | XR 0273932  |PREDICTED: Bostaurus misc_RNA (LOC783344), miscRNA 500 [590 | 9% 500605 [72% | 69738131 | Gwoss120
DS_K1_platelcl6 | 1026 X59836.1 C hircus mRNA for as1-casein 315 | 315 | 52% |400E82 |72% | 69738132 | Gwogs12l
DS _K1_platelcl7 [1012 |XM_001249987.2 |PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1A1), mRNA 1395 [1395 | 85% 00 [9%% | 69738133 | Gwegs122
DS_KL_platelc18 [1043 |XM_001249987.2 |PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1AL), mRNA 1101 [1101 | 73% 00 [95% | 69738134 | Gwegs12s
DS_KL_platelc1o | 964 FI844408.1  [Capra hircus heart-type fatty acid binding protein (H-FABP) MRNA, complete cds and 3' UTR 1079 [1079 | 65% 00 [98% | 69738135 | Gwogsi2s
D5 KL platelc20. | 1075 | NM_001045676.1 32i:’:£éscl§§'£§é’°.'ni‘f§é';é'fé'éé%’?s,eéfmc'?;{?fé!g‘ T(TRNTL), MRNA >GblBCL14831.1] Bos taurus (RNA nucleolioyl transferase, CCA-a0ang, 1 MRNA GONA | goe | 505 | 4230 |a00E-140 | 4% | Go7aise | oweosizs
DS_K1_platelc22 [1073 [ NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1 Sheep mRNA for alpha-52-casein 1081 [1031 | 60% 00  |96% | 69738137 | Gw99s126
DS_K1_platelc23 | 996 [ NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-52-casein 1355 [1355 | 82% 00 |97% | 69738138 | Gwogs12?
DS_KL_platelc24 (1033 | BCL148011  |Bos taurus immunoglobulin light chain, lambda gene cluster, MRNA (cDNA clone MGC:140380 IMAGE:8188713), complete cds 504 | 504 | 54%  [400E-130 |80% | 69738130 | Gwogsi2s
DS_K1_plate1d0l [1036 |XM_001788875.1 |PREDICTED: Bostaurus similar to neuron navigator 1 (LOC531974), mRNA w072 [1072 | 72% 00 [92% | 69738140 | Gwogsi2e
DS_K1_plate1d02 [1013 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOCA443383), MRNA >emb|X03238.1] Sheep MRNA for alpha-S2-casein 1306 [1306 | 83% 00 [95% | 6o7asia1 | Gwegsi3o
DS_K1_plate1d03 [1009 [NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-52-casein 1130 [1130 | 71% 00  [93% | 69738142 | Gwos13l
DS_K1_plate1d05 | 1012 X59836.1 C hircus mRNA for as1-casein 1301 [1301 | 86% 00 [93% | 69738143 | Gwogs1z2
o5 g |1 | some 1 [ e e e o O e g e e A BRSSO S Lo [ | o | 00w | et | owoon
DS_K1 plateld0? | 1020 | NM 0010990401 ME‘WWWA >bJBC146072.1] Bos taurus similar to WD repeat domain, phosphoinositide interacting | 11¢™ [ ;¢ Z6% 00 9% 69738145 | Gwess1s
DS_K1_plate1d08 |1041 |NM_001046075.1 g;i;?“;;:z;:‘s’;'f?:%y;"fcg:f:‘é’l'(‘;:;‘i%ageé;:gﬁaﬂgéfs'gas’ag;”;vec“;r?“:}'lg?e'é‘::m""d”a' protein, mRNA >gb|BC113328.1| Bos taurus acetyl-Coenzyme A o76 | 976 65% 0.0 92% 69738146 | GW998135
55K plae1dos | 1022 | NM_oot075691.1 ﬁ\:;g\g\;szgnsl;esdg-;tzlolnlit;;r:elrlsgmammg 94 (CCDC94), MRNA >gbBC118290.1] Bos taurus cofled-coil domain containing 94, MRNA (CDNA clone MGC:139965 w26 | 520 | %  |so0e1es | 779 | corasiar | oweosias
DS_KI_plateld10 [1035 | BC0479361  |Homo sapiens Dnal (Hsp40) homolog, subfamily C, member 3, MRNA (cDNA clone MGC:49907 IMAGE:5215035), complete cds 877 |87 | 2% 00  [86% | 69738148 | Gwogs137
DS_K1_plateldil [1026 [NM_001009795.1 |Ovis aries alpha-S1-casein (csnls1), mRNA >emb|X03237.1] Sheep mRNA for alpha-S1-casein 1323 [1323 | 84% 00 |95% | 69738149 | Gwoos13s
DS_K1_plateld12 | 996 EF490455.1  [Ovis aries cell-line LLL2 mitochondrion, complete genome 1384 |1384 | 78% 00 |99% | 69738150 | Gwogs13e
DS K1 plateld13 | 864 | DQ317447.1  [Bubalus bubalis beta-casein mRNA, complete cds 848|848 | 59% 00  |9% | 69738151 | Gw99s140
DS_KI_platerd1s | 892 | NWL001034459.1 ‘li;)':'.?:‘riéisbusomal protein L17 (RPLL7), MRNA >gbJBC102600.1] Bos taurus ribosomal protein 17-like, MRNA (cCDNA clone MGC:128012 IMAGE 30057113), o5 | o | o7 00 |oow | corasis2 | owessie
DS_KI_plate1d1s | 1027 | NWL001098875.1 E:::‘:j;r:zdrgmeu Tlomolog (mouse) (MUTED), mRNA >gbJBC146091.1] Bos taurus muted homolog (mouse), MRNA (cDNA clone MGC: 159907 IMAGE:B493721), 953 | ss3 | 72% 00 |so% | eorssiss | oweseraz
DS_KI_plateldi6 | 1016 | NM_001075504.1 :gl\:sA'(‘;uErZSZ?EEEB[B‘)),'CE?\‘\F;II&::{E“" T(nuclear) (TOEL), MRNA >gb[BCI18261.1] Bos taurus Grget of EGRL, member 1 (nuclear), MRNA (CONA clone MGC1139728 | oo | 1567 | go96 00 |om% | oorssist | owessras
DS_K1_plateldi? | 969 BC102068.1  [Bos taurus ribosomal protein S15, mRNA (cDNA clone MGC:127050 IMAGE:7942821), complete cds 62 | 762 | 49% 00 [95% | 69738155 | Gwegslas
DS_KL_plaeld1s | 1011 | NM0010405201 E:::‘:j;r:zéusbosumal protein L7a (RPL7A), MRNA >gbJBC109810.1] Bos taurus ribosomal protein L7a, mRNA (cDNA clone MGC:133961 IMAGE:8043467), 281 |12t | oow 00 |ow | oorssise | owessras
DS K1 plateld19 [1020 | AL4510066  |Human DNA sequence from clone RP11-216M14 on chromosome 1, complete sequence 100 [100 | 17% [200E17 |71% | 69738157 | GW99B146
DS_KI_plateld20 (1034 | BCL096181  |Bos taurus casein alpha s1, mRNA (cDNA clone MGC:133694 IMAGE:B054791), complete cds 1223 [1223 | 76% 00  |94% | 69738158 | Gwogs147
DS_KI_plateld21 [1026 |NM_001015544.1 |Bos taurus Bel2-like 14 (apoptosis facilitator) (BCL2L14), MRNA >gb|BT020906.1| Bos taurus BCL2-like 14 (apoptosis facilitator) (BCL2L14), MRNA, completecds 1058 [1058 | 64% 00 |95% | 69738159 | Gwooslds
DS_KI_plateld22 1024 | AJ8711761  |Bostaurus ABCG2 gene, PKD2 gene and SPP1 gene, clone RPCI42_5K14 226 [7922 | 21% [200E55 |91% | 69738160 | GW99s149
DS_K1_platele0l [ 1006 X16482.1 [Sheep mRNA for beta-casein 1452|1452 | 8% 00 |97% | 69738161 | GwogB1s0
DS_K1_plateled2 [1012 [XM_001500047.2 [PREDICTED: Equus caballus transmembrane protein 398 (TMEMS39B), mRNA 307 [307 | 31% [600E80 |80% | 69738162 | GW9gB1SL
DS_K1_platele03 [1057 | XM_869684.3 |PREDICTED: Bostaurus similar to Striatin-4 (Zinedin), transcript variant 2 (STRNA), MRNA 300 | 309 | 20% [200E80 |83% | 69738163 | Gwegsls2
Deklaieteor |1056 | NMLIHISa2 b manaosyoénatsaction o b polyppide MENA ((ONA Hlone MGC 140621 IMAGE 8272557 compiete cos | 95 | 815 | 6 | 00 [oo% | corasiet | Gwsesiss
DS_K1 plateled5 [1007 | BC103383.1  |Bos taurus polypyrimidine tract binding protein 1, MRNA (cDNA clone MGC:127312 IMAGE:7949527), complete cds 1386 |1386 | 85% 00  |9% | 69738165 | Gwogslsa
05_Ki_plaele06 | 1010 | NM_001103105.1 |20 MU V-0 zaer;r\llr::;b‘la:;chlzul;eg&:wcIzlnznr\cAoGg(e:nf;;an\i|:a’\gAi((;ag:22)3(7%;1:facsg;“mlz‘r:/éd:gh\sc1sn1zs 1]Bos taurus v-erb-b2 erythroblastic leukemia viral 086 | 1085 | 65% 00 |os% | corasioe | owessiss
DS_K1_platele07 [1068 | NM_173998.4  |Bos taurus adaptor-related protein complex 3, delta 1 subunit (AP3D1), MRNA 554 | 554 | 35%  [300E-154 |92% | 69738167 | GW9981s6
o5yt |10 | somorom oo e e e e st e e e e e e e (o o [ ow (s | am oozaon [ww | oo | owonn
DS_K1_plate1e09 | 986 BT060349.1  |Salmo salar clone ssal-rgh-516-135 60S ribosomal protein L18a putative mRNA, complete cds 752 | 254 4%  [700E-10 |100% | 69738169 | Gwoos1se
DS_K1_platele10 | 1018 X16482.1 [Sheep MRNA for beta-casein 1141|1141 | 69% 00  [9%% | 69738170 | Gwogslso
DS_KL_platelell | 961 | ACL61805.4  |Mus musculus chromosome 1, clone RP24-325N3, complete sequence 500 [590 | 5%  |500E05 [86% | 69738171 | Gw99B160
DS_KA_platete13 | 830 | NM_001114515.1 FI\;sA‘éuEm?;ggcslieg;,[zc;’r:we;rl‘ét‘erir:jsscrip‘ional regulator, 1 (NUPR1), mRNA >gb|BC103251.1] Bos taurus nuclear protein 1, mRNA (cDNA clone MGC:128797 o2 o | 7o% 00 |osw | oorssizz | owoessior
DS_K1 plateleld [1048 | XM_862678.1 |PREDICTED: Canis familiaris similar to casein kinase 1, alpha 1 isoform 1, transcript variant 15 (LOC479331), mRNA 1063 [1063 | 73% 00  |91% | 69738173 | Gwogsle2
DS_KL_platelels | 882 BC102608.1  [Bos taurus ribosomal protein S8, mRNA (cDNA clone MGC:127751 IMAGE:30957337), complete cds 1254 [1254 | 80% 00 [99% | 69738174 | Gwogsles
DS_KL_platelel6 [1010 | XM_862678.1 |PREDICTED: Canis familiaris similar to casein kinase 1, alpha 1 isoform 1, transcript variant 15 (LOCA79331), MRNA 1261 [1261 | 88% 00 [92% | 69738175 | Gwegsles
DS_K1_platelel? | 987 BC102074.1  [Bostaurus ribosomal protein, large, PO, MRNA (cDNA clone MGC:127090 IMAGE:7942990), complete cds 1364 [1364 | 86% 00  |9% | 69738176 | Gwogs1es
DS_K1_platelel9 [1132 [XM_001249987.2 |PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1AL), mRNA 612 [612 | 61% [L00E-171 |81% | 69738177 | GW998166
DS_KL_platele20 [1126 | BCL480161  |Bos taurus ribosomal protein S9, mRNA (cDNA clone MGC:179248 IMAGE:7946025), complete cds 587 | 587 | 36%  |400E-164 |92% | 69738178 | Gwogsle7
DS_KL_platele21 [1011 |NM_001015544.1 |Bos taurus Bel2-like 14 (apoptosis facilitator) (BCL2L14), mRNA >gblBT020906.1] Bos taurus BCL2-like 14 (apoptosis facilitator) (BCL2L14), MRNA, completecds | 250 | 250 | 60%  |100E-62 [69% | 69738179 | Gw99B168
DS_K1L_platele23 [1012 |NM_001045867.1 |Bos taurus glycogenin 1 (GYGL), MRNA >gbJBC114101.1{ Bos taurus glycogenin 1, mRNA (cDNA clone MGC:137720 IMAGE:8168108), complete cds 1242 [1242 | 81% 00  [94% | 69738180 | Gwegsleo
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DS_K1_plateli13 | 653 BC133478.1  [Bostaurus thymosin beta 4, X-linked, MRNA (cDNA clone MGC:157367 IMAGE:8260878), complete cds 715 | 715 | 2% 00 |98% | 6o73s259 | Gwegsaas
DS KI_platelil4 |1001 | AY911329.1  |Bos taurus clone IMAGE:7961468 ferritin heavy polypeptide 1 mRNA, complete cds 1198 [1198 | 81% 00 [93% | 69738260 | Gwogs249
DS_KI_platelils |1073 | BCO005062  |Homo sapiens heterogeneous nuclear ribonucleoprotein A2/BL, mRNA (cDNA clone MGC:8493 IMAGE:2822109), complete cds 174 | 174 | 36% [9.00E40 |70% | 69738261 | Gwogs250
DS_K1_platelil6 | 1058 X16482.1 [Sheep MRNA for beta-casein 1085 [1085 | 67% 00  |94% | eo73e262 | Gwogssl
DS_KI_platelil7 1006 | AK232462.1  |SusscrofamRNA, clone:LVRO100S0E04, expressed in liver |71 | 7e% 00  [79% | 69738263 | Gwogszs2
DS _KI_platelil8 |1115 | BC1045621  |Bos taurustumor protein, translationally-controlled 1, MRNA (cDNA clone MGC:128232 IMAGE:7948168), complete cds 740 | 740 | 61% 00 |8a% | eo7as264 | Gwogs2ss
DS_KI_platelil9 |1046 | NM_205777.2  |Bos taurus non-metastatic cells 1, protein (NM23A) expressed in (NMEL), transcript variant 2, mRNA 1036 (1036 | 68% 00 [92% | 6o73s265 | Gwegs2sa
DS _KI_plateli20 |1133 | AC0113655  |Homo sapiens chromosome 5 clone CTC-55802, complete sequence 536 [536 | 14% 0002 [68% | 69738266 | GW9gs2s5
DS_KI_plateli2l | 811 | NM_176612.1 |Bos taurus high-mobility group box 1 (HMGB1), MRNA >emb|X12796.1 Bovine mRNA for high mobility group 1 (HMG1) protein 985 |85 | 71% 00 |97% | 69738267 | Gw99B256
DS_K1_plateli22 | 1445 Si';'n?lz'r?{“?gjg‘d‘ 69738268 | GW998257
DS_KI_plateli23 |1152 [NM_001009795.1 |Ovis aries alpha-SL-casein (csnlsl), mRNA >emb[X03237.1| Sheep mRNA for alpha-S1-casein 200 201 | 13% |600E48 |90% | 69738269 | Gwogs2ss
DS_KI_plate1j01 |1035 | AY302732.1  |Kudoa paniformis 28S large subunit ribosomal RNA gene, partial sequence 464 (464 | 4% 031 |81% | 69738270 | GW99B259
DS_K1_plate1j03 | 1029 X56933.1 B.taurus MRNA, alternative polyadenylation signals 122 [1122 | 70% 00  [94% | 69738271 | Gwogs260
DS_KI_plate1jo4 | 785 [XM_001251320.2 |PREDICTED: Bos taurus similar to ribosomal protein L23a (LOC786430), MRNA 874 |87 | 7% 00  |9% | 6973s272 | Gwogsel
DS_KI_platelj05 |1010 | AK231720.1  |Susscrofa mRNA, clone:LNGO10015E0L, expressed in lung 526 | 526 | 65%  [LOOE-145 |77% | 69738273 | Gwogs262
DS_KI_platelj06 |1017 | XR 0278502 |PREDICTED: Bostaurus misc_RNA (LOC509415), miscRNA 1166 [1166 | 80% 00 [92% | 6o73s274 | Gwegs263
DS_KI_plate1j07 |1035 | AC140934.1  |Gallus gallus BAC clone TAMS31-9038 from chromosome ul, complete sequence 464 (464 | 3% 031 |85% | 69738275 | GWo9B264
DS_KI_plate1j08 | 745 [NM_001075381.1 |Bos taurus nucleobindin 2 (NUCBZ2), mRNA >gb|BC122643.1] Bos taurus nucleobindin 2, mRNA (cDNA clone MGC:139712 IMAGE:8281415), complete cds 883 [883 | 73% 00  |95% | 69738276 | GW998265
DS_K1_plate1jo9 | 956 BC103133.1  [Bostaurus ribosomal protein S24, mRNA (cDNA clone MGC:128292 IMAGE:7989195), complete cds 578 | 578 | 46%  [200E-161 |89% | 69738277 | GW99s266
DS_KI_plateljl0 |1003 [XM_0011097101 |PREDICTED: Macaca mulatta similar to Small EDRK-rich factor 2 (4Fsrel), transcript variant 3 (SERF2), MRNA 518 | 518 | 79%  [200E-143 |76% | 69738278 | GW9gs267
DS_KI_plateljll |1030 [XM_0012515872 |PREDICTED: Bostaurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (LOC782989), MRNA 585 | 585 | 64%  [LOOE-163 |80% | 69738279 | GW9gs268
DS_KI_plateljl2 | 986 [XM_0011131021 |PREDICTED: Macaca mulatta similar to DEAH (Asp-Glu-Ala-His) box polypeptide 30 isoform 1, transcript variant 1 (LOC711178), mRNA 1169 [1169 | 86% 00  [90% | 69738280 | Gwogs269
DS_K1_platelj14 | 997 X65160.1 C hircus mRNA for as2-casein 1355 [1355 | 91% 00 |93% | 6o73s281 | Gwags270
05 KL platelj15 | 866 | NM_001006856.1 Bcnshv;aAumf:t[)\ﬁeaél:cliggél;;nf:;‘zgglgir;ﬁilz)(fzgg’:‘zzlzclenld(ssmum1), MRNA >GbBC142378 1] Bos taurus S100 calcium binding protein ALL (calgizzarin), MRNA a5 | ems | oo 00 |osw | oorsrsz | owess2rt
DS_KI_plateljl6 | 985 | AC146967.3  |Bos taurus clone RP42-279M12, complete sequence 152 [1754 | 18% [300633 |80% | 69738283 | Gwogs2r2
DS_KI_plate1jl7 | 907 | NM_176612.1 |Bos taurus high-mobility group box 1 (HMGBL), MRNA >emb|X12796.1 Bovine mRNA for high mobility group 1 (HMG1) protein 980 |80 | 64% 00  |97% | 69738284 | Gwoos273
DS_KI_plateljl8 |1033 | BC1045621  |Bos taurustumor protein, translationally-controlled 1, MRNA (cDNA clone MGC:128232 IMAGE:7948168), complete cds 939 |93 | 73% 00 |[88% | 6o73s285 | Gwogsara
DS_KI_plateljl9 |1066 | XM_601920.4 |PREDICTED: Bostaurus similar to Immediate early response gene 5 protein (IERS), mRNA 639 | 639 | 38%  [800E-180 |94% | 69738286 | Gwogs27s
DS_KI_plate1j20 |1051 |XM_0017882001 |PREDICTED: Bostaurus similar to SURF2 (LOC526046), MRNA 893 |89 | 67% 00 |87% | eoras2s7 | Gwegs27e
DS_KI_platelj21 |1013 |NM_001145379.1 |Sus scrofa intercellular adhesion molecule 3 (ICAM3), mRNA >gb|FJ494915.1] Sus scrofa intercellular adhesion molecule-3 (ICAM-3) mRNA, complete cds 369 | 369 | 64% |200898 |72% | 69738288 | Gwogs277
DS_KI_platelj22 |1076 [NM_001009366.1 |Ovis aries bet (BLG), MRNA >emb| 1| Ovine MRNA for beta-lactoglobulin 464 | 464 | 30%  [400E-127 |92% | 69738289 | Gwegs27s
DS_KI_platelj23 |1013 | BC1034281  [Bos taurus myosin, light chain 6, alkali, smooth muscle and non-muscle, mRNA (cDNA clone MGC:127726 IMAGE:7963645), complete cds 627 |627 | 38% [500E-176 |95% | 69738290 | Gwogs27o
DS KI_platelj24 | 857 | AC145098.2  |Homo sapiens chromosome 5 clone RP11-1334A24, complete sequence 464 (464 | % 031 |75% | 69738201 | Gw998280
DS_KI_platelk0l | 991 | NM_173979.3 |Bostaurusactin, beta (ACTB), MRNA >gbBC102948.1] Bos taurus actin, beta, MRNA (cDNA clone MGC:128179 IMAGE:7945368), complete cds 1370 [1370 | 89% 00 [95% | 6o7as202 | Gwegszsl
DS_KI_platelko2 (1079 | BCL49587.1  |Bos taurus adrenocortical dysplasia homolog (mouse), MRNA (cDNA clone IMAGE:8290235), partial cds 426 |426 | 41%  [900E-116 |80% | 69738203 | Gwogs2s2
DS_KI_plate1k03 [1003 | NM_173979.3 |Bostaurusactin, beta (ACTB), MRNA >gb|BC102948.1] Bos taurus actin, beta, MRNA (cDNA clone MGC:128179 IMAGE:7945368), complete cds 1202 1292 | 85% 00  |94% | 69738294 | Gwo9s283
DS_KI_platelk04 [1027 | XR_028771.2  |PREDICTED: Bostaurus misc_RNA (LOC507750), miscRNA 361 | 437 | 53% [300E96 |79% | 69738295 | GWogs2ss
D5 _Ko_plaelk05 | 993 | NWLo01095112.0 |0 BUrsCDCA2 small effector 1 (COCA2SE1), MRNA >gbjBC102825.1] Bos taurus CDCA2 small effector 1, mRNA (cDNA clone MGC127300 IMAGET951866). | 11c0 | 1150 | 8% 00 |ow | oorsase | owesszes
DS_KI_plate1k06 [1082 | NG_009298.1  |Homo sapiens tripartite motif-containing 37 (TRIM37) on 17 125 [201 | 18% |400E-25 [80% | 69738207 | Gw99B286
DS_KI_platelk08 [1348 | CR407584.13  |Zebrafish DNA sequence from clone CH211-140A9 in linkage group 6, complete sequence 473 | 473 | 99%  [900E-130 |70% | 69738298 | Gwogs2s7
DS_KI_platelk09 (1052 | EF397601.2 [Sus scrofa trophoblast-derived noncoding RNA, complete sequence 331 | 331 | S6% |7.00E87 |73% | 69738299 | Gwogs288
DS_KI_platelk10 [1066 | EF564265.1 |Capra hircus glycosylation-dependent cell adhesion molecule-1 (GLYCAML) mRNA, complete cds 419 | 419 | s8%  [200E-113 |74% | 69738300 | Gwogs2se
DS _KI_platelkil [1024 | AC0107899  |Homo sapiens chromosome 10, clone RPLL-L90J1, complete sequence 461 | 600 | 65% [600E-126 |85% | 69738301 | GW9gs290
DS_KI_platelk13 (1022 | AJ012375.1  |Homo sapiens mRNA for SUIL protein translation initiation factor 765 | 765 | 71% 00 [83% | 69738302 | Gwegs2ol
DS_KI_platelk15 [1120 | AC010997.12  |Homo sapiens chromosome 10 clone RP11-399K21, complete sequence 416 | 416 | 0%  [200E-112 |77% | 69738303 | Gwegs292
DS_KI_plateiki6 |1045 | NM_001079769.1 ﬁ\:i\'ggsggxsassefclc’:rﬂnA:;{:r:glsy member 5 (GIMAPS), MRNA >gb|BCL03445.1| Bos taurus GTPase, IMAP family member 5, MRNA (cDNA clone MGC:128676 w8 |60 | o% |acocos |aow | corsmaos | owesezss
DS_K1_plate1ki7 | 997 BC1423021  |Bostaurus eukaryotic translation elongation factor 1 alpha 1, mRNA (cDNA clone MGC:157125 IMAGE:8441523), complete cds 1353 1353 | 82% 00 |97% | 69738305 | Gwogs204
DS_KI_platelki8 [1070 | AK2310721  [Sus scrofa mRNA, clone:AMPO100BIFO2, expressed in alveolar macrophage 704 | 708 | 62% 00  [83% | 69738306 | Gwogs29s
DS_KI_platetkis | 994 | NwL0010778341 Ex;:‘:j;‘r:zdssrvw domain containing 1 (SNWA), mMRNA >GblBC116009.1] Bos taurus SNW domain containing 1, MRNA (CDNA clone MGC:139171 IMAGE:80896%5). | 120> | 1202 | 8796 00 |om% | eo7ssaor | owesszee
DS_K1_platelk2l | 966 [XM_001256921.2 |PREDICTED: Bos taurus similar to H(+)-transporting ATP synthase (ATP5G2), mRNA %0 |90 | 66% 00 [93% | 69738308 | Gwogs297
DS_KI_plate1ka3 | 1001 | NW_001101986.1 &Déc':a:%ssien;m/lxgcggrgggp;f;-r::?:feh;a:e K (INPP5K), mRNA >gb|BC148902.1] Bos taurus inositol polyphosphate-5-phosphatase K, MRNA (cDNA clone 16 |15 | so% 00 |oo% | corasae | owesszes
DS_KI_plate1kas | 930 | NwL001079769.1 m:éugu?sgglza?cloMmAresmlsy member 5 (GIMAPS), MRNA >gb|BCL03445 1] Bos taurus GTPase, IMAP family member 5, mMRNA (cDNA clone MGC:128676 80 |os0 | 7% |1oomo7 |ezw | eorasaro | cwesazes
DS_K1_plate1lo1 | 992 GT875254.1  |UMC-ocld13p_0A01-004-b04 Day 13 (pregnant) corpus luteum ocld13p Ovis aries cDNA 3', mRNA sequence 1000 1000 | 57% 00 [98% | 69738311 | Gwggs30o
DS_KI_plate1l0z | 1042 | N_001038050.1 ﬁﬁi\'é“é;“;o‘é‘é';i?e, gﬁ:}lze(‘ae)g;:tein (ISG12(A)), MRNA >gb|BC111178.1] Bos taurus similar (o putative ISG12(a) protein, MRNA (cDNA clone MGC:133942 51 |106s | o5%  |acoess |o1% | coraearz | oweesor
DS_KI_plateli03 | 1055 |NM_001035087.2 |Bos taurus heme oxygenase (decycling) 2 (HMOX2), MRNA 560 | 569 | 47%  [200E-158 |85% | 69738313 | GWoos3o2
DS_K1_platell04 [1045 |XM_001249987.2 |PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1AL), mRNA 122 1122 | 74% 00 |93% | 69738314 | Gwogs303
DS K1 platell05 [1047 | NG_009298.1  |Homo sapiens tripartite motif-containing 37 (TRIM37) on 17 120 [241 | 19% [200E23 |80% | 69738315 | GW998304
DS_KI_plae1l06 | 1035 | N_001035306.1 31055 taurus ribosomal protein L5 (RPLS), MRNA >gb|BCL05198.1] Bos taurus fibosomal protein L5, MRNA (CDNA clone MGC:128408 IMAGE:7987684), complete 037 |ss7 | o 00 |om | eorssate | owesssos
05 KL platello? | 993 | NM_001037605.1 's—roost;ianursﬁ“r‘é?‘rx}?fcr:za:ufsf:rzgarl\nzuc‘?g3553530(|TAT§§33){1§;%E: gere elg‘ceog:jr;g mitochondrial protein, MRNA >GbBC109522 1] BOs taurus mitochondrial mbosomal | e | 4 | a0 |a00e130 | o796 | 6o7aeary | owessaoe
DS_KI_platedl0s | 1022 | NM_001080244.1 z;:;'.?:‘r:i;::osphoﬁuctokinase, fiver (PFKL), mMRNA >gbJBC126578 1] Bos taurus phosphofruciokinase, Tiver, MRNA (DA clone MG C:142668 IMAGEB387810), | 701 | 731 | 5796 00 |em | oorssats | owesssor
oS_KI_plate1l1o | 1026 | nw_001034243.1 z(;s'&ur(ﬁ)w;frcnlg:oer?\;aelé:ri;;zrégeaamggérr;zgésir;;\?lzg:“ﬁ:gliORF51), MRNA >GbjBC103197.1] Bos taurus chromosome 11 open reading frame 51 ortholog, o012 1012 | oa% 00 |om | eorssate | owesssos
DS K1 platell1l [1029 | AC010789.9  |Homo sapiens chromosome 10, clone RP11-190J1, complete sequence 316 |[456 | 51% |200E82 |86% | 69738320 | GW998309
DS_KI_plaell12 | 991 | NM_001035306.1 |f_ucss taurus ribosomal protein L5 (RPLS), MRNA >gb|BCL05198 1] Bos taurus ribosomal protein L5, mRNA (CDNA clone MGC:128408 IMAGE:7987684), complete w7 | 407 | 3%  |Looe100 | | corasazr | oweessto
DS_KI_platell13 |1021 | AF285607.2  |Bos taurus fatty acid synthase (FASN) gene, complete cds 90 |00 | 67% 00 [8e% | 69738322 | Gwogsall
DS_K1_plateli14 | 1030 L13462.1 Bovine calreticulin (brain isoform) mRNA, complete cds 361 |599 | 50% |400E96 |90% | 69738323 | Gwogsal2
DS_KI_platel15 |1032 | NM_001040520.1 :;);:j:‘r:i;isbusomal protein L7a (RPL7A), MRNA >gb|BC109810.1] Bos taurus ribosomal protein L7a, MRNA (cDNA clone MGC:133961 IMAGE:8043487), 53 | s2s | o 00 |esw | oorssaze | owesssts
DS_KI_platell16 | 903 | AC074099.6  |Homo sapiens BAC clone RP11-605B16 from 2, complete sequence 181 [181 | 13% |800E42 [92% | 69738325 | Gwo9s3L4
DS_K1_platell17 | 913 BC109618.1  [Bos taurus casein alpha sL, mRNA (cDNA clone MGC:133694 IMAGE:B054791), complete cds 1021 [1021 | 68% 00 [9%% | 69738326 | Gwogs3ls
DS K1 platell18 [1017 | BC1423021  |Bostaurus eukaryotic translation elongation factor 1 alpha 1, MRNA (cDNA clone MGC:157125 IMAGE:8441523), complete cds 1276|1276 | 79% 00  |95% | 69738327 | Gwogs3le
DS Ki_plaeilte |1071 | NW_oot079760.1 ﬁ\;ré\g\;sggfsassf,cmﬁlﬁ;{:r:‘;lsy member 5 (GIMAPS), MRNA >gb|BCL03445.1] Bos taurus GTPase, IMAP family member 5, MRNA (cDNA clone MGC:128676 a4 | 734 | %  |acocoo |aow | eorssize | oweseair
DS_KI_plateli20 1082 | AC150644.6  |Bos taurus BAC CH240-22312 (Children's Hospital Oakland Research Institute Bovine BAC Library complete sequence 806 [180 | 14% |200E11 [72% | 69738320 | Gwo9s31s
05K platetiz | 1098 | N_001034780.1 g:;v;:‘r:iéusbosomal protein L32 (RPL32), MRNA >GbJBC102748.1] Bos taurus ribosomal protein L32, MRNA (cDNA clone MGC:127804 IMAGE: 7963527), 3% | 336 | 3% |sooees |7e% | serassao | owessais
DS KI_plaei22 | 1041 | NM_001075255.1 f,."ééaﬂ“fai”s'fﬁﬁgésgSégﬁéﬂ}i.ﬂﬁféﬁi (AURKAIP1), MRNA >gb|BC120143.1] Bos taurus aurora kinase A interacting protein 1, mRNA (cDNA clone w2 |s7a | oon 00 |ot | oorsmaar | owessszo
DS_KI_plateli24 |1334 | EUL64537.1  |Coffea canephora BAC 41C02, genomic sequence a6 [4a6 | 2% olsub [90% | 69738332 | Gwogss2L
DS_K1_platelm01 | 999 |NM_001009202.1 [Ovis aries ubiquitin C (UBC), mRNA >gbJAF038129.1/AF038129 Ovis aries polyubiquitin mRNA, complete cds 1402|2570 | 85% 00 [98% | 69738333 | Gwegsaz2
DS_K1_platelm03 |1030 |XM_001250732.2 [PREDICTED: Bos taurus similar to ribosomal protein L7 (RPL7), MRNA 1220 [1220 | 80% 00  |93% | 69738334 | Gwogs3zs
DS_KI_platelm04 [1048 | DQ992075.1  [Ovisaries T-cell receptor gamma locus TRGL genomic sequence 347 | 387 | 33% [7.00E92 |82% | 69738335 | Gwogsza
DS_KI_platelm05 [1016 | BC102789.1 [Bostaurus ribosomal protein S3A, mRNA (cDNA clone MGC:127088 IMAGE:7943245), complete cds 1088 [1088 | 86% 00  |88% | 69738336 | Gwogsazs
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[Bos taurus similar to Polycystic kidney disease and receptor for egg jelly related protein precursor (PKD and REJ homolog) (LOC537366), MRNA >gb[BC120167.1| Bos,

DS_K1_platelm07 [1001 |NM_001076093.1 [taurus similar to Polycystic kidney disease and receptor for egg jelly related protein precursor (PKD and REJ homolog), mRNA (cDNA clone MGC:142466 830 [830 | 5% 00 |87% | eo73s3s7 | Gwegsaze
IMAGE:8133092). complete cds
Bos taurus mitochondrial ribosomal protein S7 (MRPS7), nuclear gene encoding mitochondrial protein, mRNA >gb|BC102580.1] Bos taurus mitochondrial ribosomal
Ds_K1_platelm09 |1020 | NM_001034343.1 |0 e e 127601 IMAGE 7035161) complete ¢ds 1204|1208 | 76% 00 |94% | eo73sazs | Gwegsaar
DS_KI_platelmil | 913 | DQ317447.1  [Bubalus bubalis beta-casein mRNA, complete cds 1131|1131 | 74% 00  [9% | 69738339 | Gwogs3zs
DS_KI_platelmi2 [1133 |NM_001109806.1 [Bostaurus Fc fragment of IgG, low affinity Iic, receptor for (CD32) (FCGR2C), MRNA >GbJEU151551.1| Bos taurus Fe-gamma-RI1-D mRNA, complete cds 644 (644 | 10% |100E06 |72% | 69738340 | Gw99B329
DS_KI_platelm3 | 999 | DQI90937.1  [Bostaurus MHC class I antigen (BoLA) MRNA, BoLA-N*03601 allele, partial cds 121 [1121 | 79% 00 [91% | 6o73s3e1 | Gwegsazo
Zebrafish DNA sequence from clone CH211-268M12 in linkage group 5 Contains the gene for a novel protein similar to vertebrate solute carrier family 25, member 35
DS_KI_platelm4 [1057 | BX27610211  [(SLC25A35), the 3'end of the zmynd19 gene for zinc finger, MYND domain containing 19, the 3' end of a novel gene, two novel genes and a CpG island, complete 446 [446 | 3% oOLSub [88% | 69738342 | Gwo9s3aL
sequence
DS_KI_platelmis [1021 | AF515786.2  |Bostaurus beta-14-galactosyltransferase mRNA, partial cds 1222 [1222 | 86% 00 [91% | 6o73s3s3 | Gwogsazz
DS_KI_platelm16 [1058 |XM_001249987.2 [PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEFLAL), mRNA 850 | 850 | 61% 00 |[8e% | 6o73s3ss | Gwogsaas
DS_KI_platelmi7 [ 795 | XR 0274182 [PREDICTED: Bos taurus misc_RNA (LOC781542), miscRNA 791 | 791 | e8% 00  |92% | 69738345 | Gwogsazs
DS_KI_platelm18 [1075 | BC10252L1 [Bostaurus ribosomal protein L4, mRNA (cDNA clone MGC:127841 IMAGE:7956073), complete cds 352 | 352 | 52% [200E93 |72% | 69738346 | GWo9s3ds
B0s taurus potassium channel tetramerisation domain containing 10 (KCTD10), MRNA >gb|BCL48100.1] Bos taurus potassium channel tetramerisation domain
DS_K1_platetm1s | 990 | NM_oo1i01216.1 o BB lone MOC-155095 IMAGE 3231985). complets cds 1227|1227 | 93% 00  |90% | 69738347 | Gwogsazs
DS_KI_platelm20 [1088 | BC102211.1 [Bostaurus adipose differentiation-related protein, mRNA (cDNA clone MGC:127212 IMAGE:7946162), complete cds 62 | 762 | 52% 00 [9%0% | 6o73s3ss | Gwogsaar
DS_KI_platelm21 [1007 | AC1497834 [Bostaurus BAC CH240-3K17 (Children's Hospital Oakland Research Institute Bovine BAC Library complete sequence 154 [2052 | 19% |900E-34 [79% | 69738349 | Gwo99B338
DS_K1_platelm22 | 1034 X16482.1 [Sheep mMRNA for beta-casein 1106 [1106 | 70% 00  [93% | 69738350 | Gwogsazy
D5 KL plate1mzs | 863 | NM_ 0010343061 |PO5 UTUS Prolne facemase-fike (MGC128929), mRNA >GblBC104573.1] Bos aurus prolin racemase-ike, MRNA (ONA clone MGC:128529 IMAGE B120448), w3 |45 | o3  |ooe1z |oaw | corasast | oweessao
complete cds
DS_KI_platelm4 [1282 | EU006773.1 [Claviceps fusiformis strain SDS8 ergot alkaloid synthesis (EAS) gene cluster, complete sequence 428 (428 | 3% 040ca [82% | 69738352 | Gw99B34L
DS_KI_plateln0l [1033 | DQU97410.1  |Ovis aries isolate HEMOG_B cytochrome b (cytb) gene, complete cds; mitochondrial 1222|1222 | 79% 00  [94% | 69738353 | Gwogsas2
DS_K1_plate1n02 | 1069 X69797.1 0.aries MRNA for immunoglobulin gammal. chain secreted form 830 |83 | 79% 00  [83% | 69738354 | Gwoosas3
55 KL plate1no3 | 1052 | NWi 0010768311 |05 EUrus collagen, type T, alpha 1 (COLSAL), MRNA >Gb/BC123469 1] Bos taurus collagen, ype I, alpha 1, MRNA (cONA clone MGCI130662 IMAGE®284510), | o0 | 067 | o3% 00 |om | oorssass | owesssae
complete cds
DS_KI_plateln04 | 937 | NG_009298.1  [Homo sapiens tripartite motif g 37 (TRIM37) on 17 120 [302 | 21% |400E-26 [81% | 69738356 | Gw99B345
DS_KI_plateln05 [1026 | AC0040001  |Human PAC clone RP3-404F18 from Xq23, complete sequence 500 [590 | 13% |500E05 [71% | 69738357 | Gw99s34s
DS_KI_plateln06 (1040 | BT030492.1  |Bostaurus protein phosphatase 2 (formerly 2A), regulatory subunit A (PR 65), alpha isoform (PPP2R1A), mRNA, complete cds 1162 [1162 | 80% 00  [91% | 69738358 | GwogsasT
DS K1 plateln08 [1031 | NM_174314.2  |Bos taurus fatty acid binding protein 4, adipocyte (FABP4), MRNA >emb|X89244.1| B.aurus mRNA for adipocyte-type fatty acid binding protein 686 | 686 | 48% 00 |91% | 69738359 | Gwoos34s
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DS KIplatetpl? | 1025 | NM 1730203 |POS @UIUS progesiagen-associated endometial protein (PAEP). mRNA >GoIBC108213 1] B0s faurus lactoglobulin, beta, MRNA (cDNA clone MGC: 134239 021 |02 | so% 00 |esw | ooraaos | owosssos
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DS_K2_plate1a0] | 1032 | NM_001046423.1 ;3;35 hv‘a:rculz :Ied’;hé(ée fzei‘aygmijféi 97fgz\4m7|llxami?r|:|erl el(\el E(é\SLDHBAl)‘ MRNA >gb|BC105335.1] Bos taurus aldehyde dehydrogenase 9 family, member AL MRNA w28 |62 | 5% |Looe17e |aw | coras1s | oweesioz
DS_K2_platela02 [1050 [NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1] Sheep mRNA for alpha-52-casein 1130 1139 | 74% 00 93% | 69738414 | GW998403
DS_K2_plate1a06 |1013 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 425 |425 | 55%  [300E-115 |77% | 69738415 | GW998404
DS_K2_platela09 [1151 | GQ472137.1  |Uncultured bacterium clone A-92 165 ribosomal RNA gene, partial sequence 852|852 | 74% 00 84% | 69738416 | GW998405
DS_K2_platelall [1185 | AC192139.4  |Pan troglodytes BAC clone CH251-590K1 from chromosome 7, complete sequence 113 113 | 19% [300E21 |71% | 69738417 | GW998406
DS_K2_platelal3 [1051 | BC153257.1  |Bos taurus nuclear factor of kappa light polypeptide gene enhancer in B-cells inhibitor, zeta, MRNA (cDNA clone MGC:166164 IMAGE:8565933), complete cds 1088 |1088 | 72% 00 92% | 69738418 | GW998407
DS_K2_platelald [1120 NM_001102503.1 |Bos taurus KIAAQ528-like (LOC520387), mRNA >gb|BC148077.1] Bos taurus KIAA0528-like, MRNA (CDNA clone MGC:142988 IMAGE:8317089), complete cds 255 |255 | 23% [300E64 |81% | 69738419 | GW998408
D5_K2_platelals | 1026 | NM_001100375.1 g;:‘:)?:‘r:zzardel-&edl syndrome 12 (BBS12), MRNA >gblBC148995.1] Bos taurus Bardet-Biedl syndrome 12, mRNA (cDNA clone MGC:142804 IMAGE:8279089), | 11c™ [ e[ 70 00 92% | co738420 | Gwossaos
DS_K2_platelal6 [1044 | NM_1740954 |Bos taurus F11 receptor (FL1R), mRNA >bBC103325.1| Bos taurus F11 receptor, mRNA (cDNA clone MGC:127228 IMAGE:7945663), complete cds 980 |[o80 | 67% 00 92% | 69738421 | GW998410
DS_K2_platelald [1122 [ NM_001075780.2 |Bos taurus enoyl-Coenzyme A, Coenzyme A (EHHADH), mRNA 860 |860 | 11% [400E13 |75% | 69738422 | Gwo9s4ll
DS_K2_platela2l [1044 | NM_174133.2  |Bos taurus polyubiquitin (LOC281370), MRNA >emb|Z18245.1| Bos taurus gene for polyubiquitin 973 [2537 | 71% 00 9% | 69738423 | GWo9s412
DS_K2_platelb01 (1326 | AC0875523  |Oryza sativa Japonica Group chromosome 5 clone POS19E07, complete sequence 518 |518 8% 0007 [70% | 69738424 | Gwo9s413
DS_K2_plate1b17 [1043 | EFS5642711  |Capra hircus translationally-controlled 1 mRNA, partial cds 706 [ 706 | 51% 00 89% | 69738425 | GW99B414
DS_K2_platelc03 | 846 | NM_001033624.1 Sdus Taurus ribosomal profein SL6 (RPS16), MRNA >gbBC102215.1| Bos taurus ribosomal protein S16, MRNA (cONA clone MGC:127222 IMAGE:7945806), COMPIEEe | o0 | 919 | 6596 00 9% | oo73az6 | Gwoseats
DS_K2_platelc05 [1012 | EF564270.1  |Capra hircus serum amyloid A3 mRNA, complete cds 879|879 | 579% 00 93% | 69738427 | GW998416
DS_K2_plate1c09 [ 1123 FI786110.1  |Uncultured bacterium clone N4-29 165 ribosomal RNA gene, partial sequence 435 [435 | 53%  [200E-118 |76% | 69738428 | GW998417
DS_K2_plate1c13 [ 1070 U67853.1 Ovis aries selenoprotein W (SelW) mRNA, complete cds 1011|1011 | 60% 00 94% | 69738420 | GW998418
DS_K2_platelcl? | 1044 | NM_001076982.1 :BMusA !gtgt;sg%gtﬂ;el;ﬂ glr;[eeucnd QIIGCHEQA& (MGCI26945), MRNA >GblBC102234.1] Bos taurus Nypolhetical protein MGC126945, MRNA (CONA clone MGCT126945 | oo | o0 | agso |Lo0E177 |@9% | o7asaa0 | Gweosdts
DS_K2_platelc18 [1030 [XM_001099389.1 |PREDICTED: Macaca mulatta phosphatidylinositol-4-phosphate 5-kinase type 11 alpha (PIPSK2A), mRNA 379 [379 | 719%  [100E-101 |72% | 69738431 | GW998420
DS_K2_platelcls | 1079 | NM_001033613.1 ;3;5 taurus ribosomal protein S2 (RPS2), MRNA >gb|BC102227.1] Bos taurus fibosomal protein 52, mRNA (cDNA clone MGC:126925 IMAGE:7929390), complete 202 | 762 | 72% 00 5% | corasaz | Gwossaz
DS_K2_plateld12 [1040 | FPO67372.10  |Pig DNA sequence from clone CH242-220F6 on chromosome 2, complete sequence 915 |o15 | 19% [900E-15 |70% | 69738433 | Gwogs4z2
DS_K2_plateld13 [1045 | NM_009656.3  |Mus musculus aldehyde dehydrogenase 2, mitochondrial (Aldh2), nuclear gene encoding mitochondrial protein, mRNA 933 |33 | 32% [300E-15 |66% | 69738434 | Gwogs423
DS_K2_plateld14 [1128 | BX00524412  |Mouse DNA sequence from clone RP23-134F14 on chromosome X, complete sequence 500 |500 | 11% 0027 |69% | 69738435 | Gwo9s424
DS_K2_plateld?2 [1100 | AC223421.3  |Homo sapiens FOSMID clone ABC11-48431100J21 from chromosome unknown, complete sequence 536 |536 | 18% 0002 |67% | 69738436 | Gw99s425
DS _K2_plateld23 [1204 | AE014298.4  |Drosophila melanogaster chromosome X, complete sequence 428 | 428 2% 040ca [96% | 69738437 | Gwogsaze
DS_K2_plateledl (1048 | XR 0140731  |PREDICTED: Macaca mulatta SET binding factor 1 (SBFL), mRNA 820|829 | 69% 00 85% | 60738438 | GW998427
DS_K2_plaete0s | 1019 | NM_001034625.1 ?uns taurus ribosomal protein L8 (RPLB), MRNA >gb|BC102277.1| Bos taurus fibosomal protein L8, mRNA (CDNA clone MGC:127227 IMAGE:7945641), complete 260 | 1200 | 80% 00 1% | oo7amaz0 | Gwessizs
DS_K2_plate1e05 |1033 |NM_001009795.1 |Ovis aries alpha-S1-casein (csn1s1), MRNA >emb|X03237.1] Sheep mRNA for alpha-S1-casein 820 [820 | 78% 00 81% | 69738440 | GW998429
DS_K2_plateled7 [1023 | BT020999.1  |Bos taurus caspase 4, apoptosis-related cysteine protease (CASP4), mRNA, complete cds 1041 1041 | 75% 00 90% | 69738441 | GW998430
DS_K2_plateledd [1012 | AC192139.4  |Pan troglodytes BAC clone CH251-590K1 from chromosome 7, complete sequence 726 |726 | 82% 00 80% | 69738442 | GW998431
DS_K2_platelell  [1047 X16482.1 [Sheep mRNA for beta-casein 1072|1072 | 82% 00 88% | 60738443 | GW998432
DS_K2_platele13 [1048 [XM_001252316.2 |PREDICTED: Bos taurus hypothetical LOC783847 (LOC783847), partial mRNA 681 |68l | 71% 00 80% | 69738444 | GW998433
DS_K2_platelel4 [ 1000 X72221.1 C hircus mRNA for alpha S1 Casein E allele 1272 1272 | 86% 00 93% | 69738445 | GW998434
DS_K2_platelel5 [1004 [NM_001114192.2  [Bos taurus heat shock 70kDa protein 4 (HSPA), MRNA 1303 1303 | 82% 00 97% | 69738446 | GW998435
DS_K2_platelel7 | 988 [XM_001790162.1 [PREDICTED: Bos taurus enoyl-Coenzyme A, Coenzyme A (EHHADH), mRNA 1249 1317 | 87% 00 9% | 69738447 | GW998436
DS_K2_platele19 [ 1031 X59836.1 C hircus mRNA for as1-casein 1209 1299 | 83% 00 92% | 69738448 | GW998437
DS_K2_platele2l (1020 | XM_539004.2  [PREDICTED: Canis familiaris similar to SUMO1/sentrin specific protease 6 (LOC481883), MRNA 899 [899 [ 78% 00 85% | 69738449 | GW998438
DS_K2_plate1e23 | 836 [ NM_001075292.1 |Bos taurus Sec61 beta subunit (SEC61B), mRNA >gblBC111652.1] Bos taurus Sec61 beta subunit, mRNA (cDNA clone MGC:137059 IMAGE:8026488), complete cds | 942 | 942 | 67% 00 96% | 69738450 | GW998439
DS_K2_platele24 [ 1029 X59836.1 C.hircus MRNA for as1-casein 1108 1108 | 67% 00 95% | 60738451 | GW998440
DS_K2_platelfo3 1203 | AL683807.22  [Human DNA sequence from clone RP13-297E16 on chromosome X, complete sequence 158 |158 | 68% |700E35 |67% | 69738452 | GW99844l
DS_K2_plate1fo4 | 989 X59836.1 C hircus mRNA for as1-casein 1276|1276 | 86% 00 92% | 69738453 | GW99B442
DS_K2_plate1f05 1011 [NM_001009363.1 [Ovis aries alpha-52-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1200 1209 | 78% 00 91% | 69738454 | GW998443
DS_K2_plate1fl2 | 991 X16482.1 [Sheep mRNA for beta-casein 358 [358 | 74% [400E95 |72% | 69738455 | GWo9s4ad
DS_K2_platelfl3 |1077 |NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mMRNA for alpha-S2-casein 545 |545 | 47%  [100E-151 |84% | 69738456 | GW998445
DS_K2_platelfl4 [1014 [NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1225 (1225 | 78% 00 95% | 69738457 | GW99Bd46
DS_K2_platelf17 | 1026 | NM_001034628.1 &oé éat{;;so glalla’xwe Adgtéy%%gzesr;als)e ta ms{ ;s;:ghle) (MDH), mRNA >gbJBC102133.1] Bos taurus malate dehydrogenase 1, NAD (soluble), MRNA (cDNA clone 208 | 408 | za% |eooziwo |oew | covasass | owessear
DS_K2_plate1f22 [ 1026 X16482.1 [Sheep mRNA for beta-casein 1288 (1288 | 78% 00 96% | 69738459 | GW99Bd4s
DS_K2_plate1f23 | 1089 X16482.1 [Sheep mRNA for beta-casein 1261 [1261 | 71% 00 96% | 69738460 | GW99B449
DS_K2_platelf24 [1265 | CU2251281  [Populus EST from leave 518 [s518 [ 11% 0007 [70% | 69738461 | GW99B450
DS_K2_plate1g0l [ 1007 X72221.1 C hircus mRNA for alpha S1 Casein E allele 1200 1290 | 84% 00 94% | 69738462 | GW998451
DS_K2_plate1g03 [ 1005 X59836.1 C hircus mRNA for as1-casein 1272 1272 | 82% 00 93% | 69738463 | GW99B452
DS_K2_plate1g04 |1024 | XM_6146733  |PREDICTED: Bos taurus nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 3, transcript variant 1 (NFATC3), mRNA 116 | 116 | 22% |200E22 [73% | 69738464 | Gw99Bd53
DS_K2_plate1g05 |1028 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 452 | 452 | 77%  |200E-123 [71% | 69738465 | Gwo9sdsa
DS_K2_plate1g06 |1027 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 937 | 937 | 76% 00 88% | 69738466 | GW998455
DS_K2_platelg07 [1065 | BC118494.1  |Bostaurus cDNA clone IMAGE:8276981 1306|1306 | 80% 00 94% | 69738467 | GW998456
DS_K2_plate1g09 | 873 AC192139.4  [Pan troglodytes BAC clone CH251-590K1 from chromosome 7, complete sequence 185 | 185 | 34%  [500E43 |74% | 69738468 | GW99845T
DS_K2_plate1gl0 |1035 | NM_205797.1  |Bos taurus ribosomal protein L12 (RPL12), mRNA >gb|AY528249.1| Bos taurus ribosomal protein L12 (RPL12) mRNA, complete cds 830 | 830 | 55% 00 92% | 69738469 | GW99B458
DS_K2_platelgll |1078 | AC102119.10  |Mus musculus chromosome 19, clone RP23-173J6, complete sequence 644 | 644 4% 100E-06 |93% | 69738470 | GW998459
DS_K2_platelgl2 [1050 X16482.1 [Sheep mRNA for beta-casein 486 | 486 | 35%  [100E-133 |89% | 69738471 | GW998460
DS_K2_plate1gl3 [1054 X16482.1 [Sheep mRNA for beta-casein 818 |[818 | 52% 00 93% | 69738472 | GW99B461
DS_K2_platelgld [ 1050 S741711 (C)=alpha s2 casein [Capra hircus=Goats, mammary, Genormic, 964 nt] 329 [329 | 37% [200E86 |79% | 69738473 | GWo9s462
DS_K2_platelgls |1032 X16482.1 [Sheep mRNA for beta-casein 1471 1471 | 84% 00 97% | 69738474 | GW99B463
DS_K2_plate1gl7 |1024 X72221.1 C.hircus mRNA for alpha S1 Casein E allele 1308 (1308 | 84% 00 93% | 69738475 | GW99Bd64
DS_K2_platelgl8 | 699 BC103192.1  |Bostaurus S100 calcium binding protein A4, mRNA (cDNA clone MGC:128646 IMAGE:7986762), complete cds 776 | 776 | 68% 00 96% | 69738476 | GW998465
DS_K2_platelgle | 1023 | NM_001033623.1 &oé éat{;;ss glﬁs'&rfgéy;sgxzsgﬁmg; legs;"c% Spm(eln (PBP). MRNA >gb|BC102389.1] Bos taurus phosphatidylethanolamine binding protein, mRNA (CDNA clone 1027 1027 | 76% 00 s0% | oo73a7r | owesees
DS_K2_platelg21 |1039 |NM_001009378.1 |Ovis aries casein kappa (CSN3), mMRNA >emb|X51822.1] Sheep kappa-Cn mRNA for kappa-casein 1456 [1456 | 80% 00 98% | 69738478 | GW99B467
DS_K2_plate1h03 |1047 | BC1181151  |Bos taurus THAP domain containing 4, mRNA (cDNA clone IMAGE:8176505), complete cds 967 [967 | 67% 00 90% | 69738479 | GW998468
DS_K2_plate1hos [ 1009 X65160.1 C hircus mRNA for as2-casein 1086 |1086 | 84% 00 86% | 69738480 | GW998469
DS_K2_plate1h06 | 997 [ NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb]X03238.1| Sheep mRNA for alpha-52-casein 1305 1305 | 85% 00 93% | 69738481 | GW998470
DS_K2_platetho9 | 1113 F1440845.1  |Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 358 [358 | 20% [400E-95 |85% | 69738482 | GW9984TL
DS_K2_plateth10 |1015 | BT030587.1  |Bos taurus high-mobility group box 1 (HMGBL), mRNA, complete cds 1288|1288 | 84% 00 93% | 69738483 | GW998472
DS_K2_plateth1l |1020 | AP003128.2  |Homo sapiens genomic DNA, chromosome 11q clone:RP11-90K17, complete sequence 554|554 5% 600E-04 |82% | 69738484 | GW998473
DS_K2_plateth12 [1014 X16482.1 [Sheep mRNA for beta-casein 1103 1103 | 89% 00 88% | 60738485 | GW9984T4
DS_K2_plate1h13 [1052 X16482.1 [Sheep mRNA for beta-casein 563 | 563 | 66%  [500E-157 |78% | 69738486 | GW998475
DS_K2_plateth14 |1009 | XM_592279.4  |PREDICTED: Bos taurus similar to mitogen-activated protein kinase kinase kinase 7 interacting protein 2 (MAP3K7IP2), mRNA 1193 1193 | 82% 00 92% | 69738487 | GW998476
DS_K2_plate1h1s | 1043 X16482.1 [Sheep mRNA for beta-casein 928 |928 | 63% 00 91% | 69733488 | GW998477
DS_K2_plate1h19 | 959 AC1986213  [Pan troglodytes BAC clone CH251-590G17 from chromosome 7, complete sequence 626 |626 | 15%  [400E-06 |71% | 69733489 | GW998478
DS _K2_plateth21 [1073 | AC154367.1  [Mus musculus BAC clone RP23-123N11 from 13, complete sequence 608 |608 | 14% [100E05 |72% | 6973849 | Gwo9s479
DS_K2_plateth22 [ 1043 X16482.1 [Sheep mRNA for beta-casein 1104 1104 | 69% 00 95% | 69738491 | GW998480
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DS_K2_plate1i01 1018 XM_592784.4 PREDICTED: Bos taurus similar to WD repeat-containing protein 3 (WDR3), mMRNA 1144|1144 81% 0.0 91% 69738492 GW998481
DS_K2_plate1i03 1072 AJ276820.1 Ovis aries c/EBP delta gene for CCAAT/enhancer binding protein delta 672 672 38% 0.0 96% 69738493 GW998482
DS_K2_plate1i05 [1029 |NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 697 697 73% 0.0 79% 69738494 GW998483
DS_K2_platelios | 1000 | NM_001102632.1 &u; s zréklyaz et 25’8”22')" zg "(‘\;Iz‘s:a cdﬂl;maln) (ANKRDZ7), MRNA >gb[BC151385.1] Bos taurus ankyrin repeat domain 27 (VPS9 domain), MRNA (DNA clone | 1,00 [ 100" [ go0e 00 93% | co7asass | Gwossass
DS_K2_plate1i07 1061 X16482.1 [Sheep MRNA for beta-casein 985 985 83% 0.0 86% 69738496 GW998485
DS_K2_plate1i09 1041 FJ695513.1 Ovis aries breed Gray Horned Heath alpha-s1-casein variant precursor (CSN1S1) mRNA, CSN1S1-1 allele, complete cds 59.0 59.0 21% 5,00E-05 68% 69738497 GW998486
DS_K2_plate1i10 |1080 XM_613393.4 PREDICTED: Bos taurus similar to Sentrin-specific protease 6 (Sentrin/SUMO-specific protease SENP6) (SUMO-1-specific protease 1) (SENP6), mMRNA 354 354 63% 5,00E-94 2% 69738498 GW998487
DS_K2_platelill [1093 | XM_5154252  |PREDICTED: Pan troglodytes son of sevenless homolog 1 (SOS1), mRNA 185 | 185 | 26%  |500E-43 |74% | 69733499 | GW998488
DS_K2_platelilz | 1043 | NM_001075571.1 ﬁwui\‘ggsz :\{’g%?elézaml g&eg :0(:512596 (LOCE12596), MRNA >Gb|BC118322.1]Bs taurus hypothetical protein LOC512506, MRNA (cDNA clone MGC140053 | 510 | 570 | a0% | 200853 | 72% | 6o7assoo | Gwessass
DS_K2_platelil3 |1038 |NM_001075571.1 m;‘gg:szgxlggglflcﬁamlglreolleelcrliI;OC512595 (LOC512596), mRNA >gh|BC118322.1| Bos taurus hypothetical protein LOC512596, mRNA (cDNA clone MGC:140053 933 933 49% 2,00E-15 65% 69738501 GW998490
DS_K2_platelil5 [1063 | AL1393165  |Human chromosome 14 DNA sequence BAC R-698F20 of library RPCI-11 from chromosome 14 of Homo sapiens (Human), complete sequence 212|212 | 63% [400E51 |65% | 69738502 | GW998491
DS_K2_plateli16_| 985 | NM_001075571.1 ﬁwui\‘ggsz :\{’g%?elézaml g&eg :0(:512596 (LOC512596), MRNA >GblBC118322.1] Bos taurus hypothetical profein LOC512596, MRNA (cDNA clone MGC140083 | oo™ g™ | 799 00 5% | 69738503 | Gwossdoz
DS K2_platelil? |1033 | NM_001034047.1 |§£ss taurus ribosomal protein S3 (RPS3), MRNA >gb|BC102090.1] Bos taurus ribosomal protein 53, mMRNA (cDNA clone MGC:127206 IMAGE:7945675), complete 1395 | 1395 52% 00 96% 59738504 | Gwoss4sa
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DS_K2_plateli19 1012 | NM_001009795.1 [Ovis aries alpha-S1-casein (csn1sl), MRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1128 |1128 78% 0.0 91% 69738506 GW998495
DS_K2_plate1i20 911 BC114773.1 Bos taurus casein alpha-S2, mRNA (cDNA clone MGC:140111 IMAGE:8063354), complete cds 208 208 15% 4,00E-50 92% 69738507 GW998496
DS_K2_plateli21 | 776 BC102249.1  |Bostaurus ribosomal protein S11, MRNA (cDNA clone MGC:127069 IMAGE:7943288), complete cds 892 |[892 | 69% 00 96% | 69738508 | GW998497
DS_K2_plate1i23 [1040 |NM_001014894.1 |Bos taurus ribosomal protein L4 (RPL4), mRNA >gb|BT021487.1| Bos taurus ribosomal protein L4 (RPL4), mRNA, complete cds 1029 1029 | 71% 00 91% | 69738509 | GW998498
DS_K2_plateli24 [1012 | XR_027859.2  |PREDICTED: Bos taurus misc_RNA (LOC509415), miscRNA 304 [304 | 33%  [400E-106 |86% | 69738510 | GW998499
DS_K2_plate1j03 1011 XM_846850.1 PREDICTED: Canis familiaris similar to Actin-related protein 10 (hARP11), transcript variant 2 (LOC480337), mMRNA 1095 | 1095 81% 0.0 89% 69738511 GW998500
DS_K2_plate1j05 | 1026 AC101948.10 Mus musculus chromosome 15, clone RP24-139K14, complete sequence 716 132 37% 6,00E-09 68% 69738512 GW998501
DS_K2_plate1j06 [1071 | BC102521.1  |Bostaurus ribosomal protein L4, mRNA (cDNA clone MGC:127841 IMAGE:7956073), complete cds 773 773 | s6% 00 89% | 69738513 | GW998502
DS_K2_plate1j08 [1017 | XM_853783.1  |PREDICTED: Canis familiaris BCL2-like 2, transcript variant 5 (BCL2L2), MRNA 1068|1068 | 73% 00 92% | 69738514 | GW998503
DS_K2_plate1j10 |1080 AC197049.5 [Zea mays BAC clone CH201-53G1 from chromosome 5, complete sequence 46.4 46.4 4% 0.24 82% 69738515 GW998504
DS_K2_plateljll | 1044 AC157508.1  |Dasypus i clone Dasypus i 10, complete sequence 536 |536 6% 0002 |78% 69738516 | GW998505
DS_K2_plate1j12 1003 XM_876757.3 PREDICTED: Bos taurus similar to Heterogeneous nuclear ribonucleoprotein H (hnRNP H), transcript variant 26 (HNRPH1), MRNA 1063 | 1063 7% 0.0 91% 69738517 GW998506
DS_K2_plate1j13 [1085 | XM_852029.1 |PREDICTED: Canis familiaris similar to Heterogeneous nuclear ribonucleoprotein H (hiRNP H), transcript variant 19 (LOC481455), mRNA 585 |585 | 49%  [100E-163 |85% | 69738518 | GW998507
DS_K2_platej14 [1040 X16482.1 [Sheep mRNA for beta-casein 684 |68 | 70% 00 82% | 69738519 | GW998508
DS_K2_plate1j15 |1075 X16482.1 [Sheep MRNA for beta-casein 302 302 49% 2,00E-78 73% 69738520 GW998509
DS_K2_plate1j16 | 1050 AC011551.3 Homo sapiens chromosome 19 clone LLNLR-276E7, complete sequence 482 482 3% 0.069 85% 69738521 GW998510
DS_K2_plate1j17 886 AC126046.3 Mus musculus BAC clone RP23-176P24 from chromosome 19, complete sequence 46.4 46.4 6% 0.24 80% 69738522 GW998511
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DS_K2_plate1j20 | 1036 X16482.1 [Sheep MRNA for beta-casein 957 957 51% 0.0 99% 69738524 GW998513
DS_K2_plate1j23 | 1035 [NM_001014894.1 [Bos taurus ribosomal protein L4 (RPL4), MRNA >gb|BT021487.1| Bos taurus ribosomal protein L4 (RPL4), MRNA, complete cds 944 | 944 61% 0.0 93% 69738525 | GW998514
DS_K2_plate1k0l [1053 X59836.1 C hircus mRNA for as1-casein 560 [560 | 73%  [500E-156 |77% | 69738526 | GW998515
DS_K2_plate1k03 [1057 | XM_512564.2  |[PREDICTED: Pan troglodytes ankyrin repeat domain 27 (VPS9 domain), transcript variant 5 (ANKRD27), MRNA 860 |860 | 34%  [300E-13 |66% | 69738527 | GW99s516
DS_K2_plate1k05 | 990 [NM_001009795.1 |Ovis aries alpha-S1-casein (csn1s1), mRNA >emb|X03237.1 Sheep mRNA for alpha-S1-casein 1314 1314 | 87% 00 93% | 69738528 | GW998517
DS_K2_plate1k06 | 1034 X59836.1 C.hircus mRNA for as1-casein 603 938 65% [4,00E-169 | 97% 69738529 GW998518
DS_K2_plate1k07 |1053 FJ440845.1 Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 966 966 62% 0.0 92% 69738530 GW998519
DS_K2_platelk08 [1294 | CU6339165 [Zebrafish DNA sequence from clone CH1073-228J22 in linkage group 23, complete sequence 500 |590 | 30% [400E-05 |66% | 69738531 | GW99s520
DS_K2_platelkil [1048 | XM_6133934  |PREDICTED: Bos taurus similar to Sentrin-specific protease 6 (Sentrin/SUMO-specific protease SENP6) (SUMO-1-specific protease 1) (SENP6), mRNA 221 |221 | 67% [500E54 |68% | 69738532 | GW9gss21
DS_K2_platelki2 [1064 | XR_023556.1  |[PREDICTED: Pan troglodytes similar to heterogeneous nuclear ribonucleoprotein H1 (LOC471546), mRNA 734 |734 | 11%  [200E-09 |74% | 69738533 | Gwogss22
DS_K2_plate1k13 |1068 DQ317447.1 Bubalus bubalis beta-casein MRNA, complete cds 787 1180 68% 0.0 5% 69738534 GW998523
DS_K2_platelk15 |1017 X16482.1 [Sheep MRNA for beta-casein 609 609 7% 1,00E-170 | 78% 69738535 GW998524
DS_K2_platelk16 [1074 | BC103133.1  |Bostaurus ribosomal protein S24, mRNA (cDNA clone MGC:128292 IMAGE:7989195), complete cds 820|829 | 48% 00 95% | 69738536 | GW998525
DS_K2_platelki7 [1024 [NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1] Sheep mRNA for alpha-52-casein 1041 1041 | 82% 00 88% | 69738537 | GW998526
DS_K2_plate1kis | 1050 XM_855276.1 PREDICTED: Canis familiaris similar to Probable RNA-dependent helicase p72 (DEAD-box protein p72) (DEAD-box protein 17), transcript variant 3 (LOC474508), 468 468 350 2,00E-128 | 879% 69738538 GW998527
DS_K2_plate1k19 |[1016 |NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1294 |1294 7% 0.0 97% 69738539 GW998528
DS_K2_plate1k20 [1120 X16482.1 [Sheep mRNA for beta-casein 600 [600 | 44%  [500E-168 |87% | 69738540 | GW998529
DS_K2_platelk2l [1021 [NM_001009795.1 |Ovis aries alpha-S1-casein (csnls1), mRNA >emb|X03237.1 Sheep mRNA for alpha-S1-casein 1342 1342 | 80% 00 96% | 69738541 | GW998530
DS_K2_platelk23 |1010 [XM_001142795.1 [PREDICTED: Pan troglodytes fetal globin inducing factor, transcript variant 1 (ANKRD49), mMRNA 976 | 976 81% 0.0 86% 69738542 | GW998531
DS_K2_plate1106 998 NM_173893.3 ;D: taurus beta-2-microglobulin (B2M), mRNA >gb|BC118352.1| Bos taurus beta-2-microglobulin, MRNA (cDNA clone MGC:140690 IMAGE:8275195), complete 1036 | 1036 84% 0.0 88% 69738543 GW998532
DS_K2_plate1l08 [1054 | AC022018.10  |Homo sapiens chromosome 10 clone RP11-214N15, complete sequence 201 [201 | 33% [600E48 |72% | 69738544 | GW998533
DS_K2_platellll [1010 | XM_613393.4 |PREDICTED: Bos taurus similar to Sentrin-specific protease 6 (Sentrin/SUMO-specific protease SENP6) (SUMO-1-specific protease 1) (SENP6), mMRNA 1249 1249 | 81% 00 94% | 69738545 | GW998534
DS_K2_plate1l12 995 NM_001009784.1 |Ovis aries actin, beta (ACTB), mMRNA >gb|U39357.1/0AU39357 Ovis aries beta actin mRNA, complete cds 444 444 29% 3,00E-121 | 93% 69738546 GW998535
DS_K2_platell16 |1025 [NM_001009795.1 [Ovis aries alpha-S1-casein (csn1sl), mRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1274 |1274 76% 0.0 96% 69738547 | GW998536
DS_K2_plate1l17 [ 1073 X59836.1 C hircus mRNA for as1-casein 453 [ 554 | 34%  [600E-124 |96% | 69738548 | GW998537
DS_K2_plate1l18 [1008 |XM_001789066.1 |PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (LOC100139419), mRNA 1029 1029 | 69% 00 93% | 69738549 | GW998538
DS_K2_plaet1e |1021 | xM_gss2761 :ﬁg\‘DACTED: Canis familiaris similar to Probable RNA-dependent helicase p72 (DEAD-bOX protein p72) (DEAD-Dox protein 17), transcript variant 3 (LOCA74508), | 1oee™[00e™ [ 7500 00 92% | oo738550 | Gwosssas
DS_K2_plate1120 | 1065 NM_181021.3 Bos taurus GNAS complex locus (GNAS), mRNA >gh|BC122757.1| Bos taurus GNAS complex locus, mRNA (cDNA clone MGC:152036 IMAGE:8166171), complete 360 360 44% 1,00E-95 77% 69738551 GW998540
DS_K2_platelm01 |1010 |NM_001009795.1 [Ovis aries alpha-S1-casein (csnisl), mRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1312 1312 | 84% 00 94% | 69738552 | GW998541
DS_K2_plateim02 | 1039 | NM_001099947.2 E/IO(; (l:a:;uzsg e hfﬂ.;gévE %ifglfé',’e Dg(:rr‘\;ailerl\;ngd ilA (ZC3HIIA), mRNA >gb|BC142497.1] Bos taurus zinc finger CCCH-type containing 11A, MRNA (cDNA clone 214 |121a | 77 00 9% | oo7aesss | Gwosssaz
DS_K2_platem03 | 1096 BT025415.1 Bos taurus solute carrier family 43, member 3 (SLC43A3), mRNA, complete cds. 450 450 40% 8,00E-123 | 82% 69738554 GW998543
DS_K2_platelm05 | 999 | XM_5846164  [PREDICTED: Bostaurus MHC class | heavy chain (LOC507917), mRNA 1029 1029 | 78% 00 88% | 69738555 | GW998544
D5_K2_platelm07 | 1044 | NM_001034420.1 &oé el g;flfmnngp;ggg ;)la)mé:(:; ;(:Qsl;; 6A (TRAPPC6A), MRNA >b|BC102525.1] Bos taurus trafficking protein particle complex 6A, MRNA (GDNA clone 178 |u7s | 75% 00 03 | 69738556 | Gwosesds
DS_K2_plateIm08 (1051 |XM_001788102.1 [PREDICTED: Bos taurus similar to F-box and WD repeat domain containing 8, transcript variant 2 (FBXW8), mMRNA 796 796 52% 0.0 92% 69738557 GW998546
DS_K2_platelm09 | 1044 X16482.1 [Sheep mMRNA for beta-casein 1483 |1483 | 82% 00 98% | 69738558 | GW998547
DS_K2_platelm10 | 1031 F1440845.1  |Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 886|886 | 63% 00 91% | 69738550 | GW99B548
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DS_K2_platelm22 [1030 |XM_001790211.1 [PREDICTED: Bos taurus salvador homolog 1 (Drosophila) (SAV1), MRNA 1106 | 1106 75% 0.0 91% 69738571 GW998560
DS_K2_platelm23 |1008 X62917.1 B.taurus mRNA for immunoglobulin light chain 107 107 46% 1,00E-19 66% 69738572 GW998561
DS_K2_platelm24 |1006 BT029797.1 Bos taurus transmembrane protein 97 (TMEM97), mRNA, complete cds 1032|1032 69% 0.0 92% 69738573 GW998562
05K plateinoz | 1008 | xw saoases (Pgiagc):trz;‘; g;a;‘ui ;a”r;\'l‘ltlazrl(sl_ Sart E;l::gmc twansiation iniiation factor 4 gamma 2 (€lF -4-gamma 2) (¢1F-4G 2) (e1F4G 2) (p37) (Death associated Protin 5) | 100+ | 1002 | 8avs 00 o | corasora | oweosses
DS_K2_plate1n03 1057 X16482.1 [Sheep MRNA for beta-casein 1092|1092 68% 0.0 92% 69738575 GW998564
DS_K2_plate1n04 1117 BC148014.1 Bos taurus ribosomal protein L23, mRNA (cDNA clone MGC:179238 IMAGE:7943505), complete cds 269 269 28% 2,00E-68 79% 69738576 GW998565
DS_K2_plate1n05 |[1028 |NM_001009795.1 [Ovis aries alpha-S1-casein (csn1sl), MRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 410 410 31% 7,00E-111 | 88% 69738577 GW998566
DS_K2_plate1n07 |1122 |NM_001009373.1 |Ovis aries casein beta (CSN2), mRNA 338 (338 | 23% |400E-89 |88% | 69738578 | GW99B567
DS_K2_plate1n09 |1036 | EF490456.1  |Ovis aries cell-line OLL15 mitochondrion, complete genome 1090 (1000 | 65% 00 |oe6% | 69738579 | Gwogsses
DS_K2_plateln12 1112 BC118469.1 Bos taurus FK506 binding protein 5, mMRNA (cDNA clone IMAGE:8277068), partial cds 670 670 41% 0.0 92% 69738580 GW998569
DS_K2_plateln13 1049 NG_007992.1 Homo sapiens actin, beta (ACTB) on chromosome 7 116 116 15% 2,00E-22 76% 69738581 GW998570
DS_K2_platelnis |1003 | XM_8707323 |PREDICTED: Bos taurus similar to alanine aminotransferase 2 (GPT2), mRNA 1223 (1223 | 75% 00 |oe6% | 6o7asse2 | GwogssTL
DS_K2_plateln16 1030 AC233693.7 Bos taurus Y Chr CH240-84122 (Children's Hospital Oakland Research Institute Bovine BAC Library (male)) complete sequence 239 W# 46% 3,00E-59 94% 69738583 GW998572
DS_K2_plateln17 1041 X59836.1 [C.hircus mMRNA for as1-casein 1038|1038 63% 0.0 95% 69738584 GW998573
DS_K2_plateln18 |1122 BC113347.1 Bos taurus growth arrest and DNA-damage-inducible, beta, mMRNA (cDNA clone MGC:138134 IMAGE:8086930), complete cds 545 545 40% 1,00E-151 | 86% 69738585 GW998574
DS_K2_plate1n19 | 1029 X16482.1 |Sheep MRNA for beta-casein 1234 (1234 | 73% 00 |o6% | 69738586 | GWogssTS
DS_K2_plate1n20 |1024 |NM_001009795.1 [Ovis aries alpha-S1-casein (csnis1), mRNA >emb|X03237.1] Sheep mRNA for alpha-S1-casin un (1 | 7% 00 |esw | eoraese7 | GwegssTe
DS_K2_plateln21 |1020 | AC007783.26  |Homo sapiens 3 BAC CTB-140019 (Cal Tech Human BAC Library B) complete sequence 31 [473 | 53%  [300E102 |78% | 69736588 | GwogssTT
DS_K2_plateln22 |1006 X59836.1 [C.hircus mMRNA for as1-casein 1135 |[1135 76% 0.0 93% 69738589 GW998578
DS_K2_plate1n23 |1096 X59836.1 [C.hircus mMRNA for as1-casein 385 385 38% 3,00E-103 | 80% 69738590 GW998579
DS_K2_plateln24 |1058 |NM_001009373.1 |Ovis aries casein beta (CSN2), mRNA 1207 (1297 | 86% 00 |e2% | 6o7assor | Gwogssso
DS_K2_platelo0l |1060 | AC1875254  |Pan troglodytes BAC clone CH251-321118 from chromosome 7, complete sequence 25 |275 | 43w  [a00E70 |74% | 69736502 | GwoosssL
DS_K2_platelo02 |1041 |NM_001078161.2 |Bos taurus hypothetical protein LOC777786 (LOC777786), MRNA 1265 (1265 | 79% 00 |oe4% | eo7aese3 | Gwogsss2
DS_K2_plate1003 | 1025 AC187525.4 Pan troglodytes BAC clone CH251-321119 from chromosome 7, complete sequence 470 470 75% 9,00E-129 | 73% 69738594 GW998583
DS_K2_plate1004 981 X59836.1 [C.hircus mMRNA for as1-casein 1355 | 1355 84% 0.0 96% 69738595 GW998584
DS_K2_platelo05 |1000 | AC2363911  |Felis catus BAC clone FCAB-82H12 from chromosome unknown, complete sequence 343 [s86 | 67% [o00E-01 [ssw | 69738506 | Gwoossss
DS_K2_plate1007 | 1021 X72221.1  |Chircus mRNA for alpha S1 Casein E allele 1195 (1195 | 81% 00 |oe1% | eo7asse7 | Gwogssss
DS_K2_plate1009 |1018 | NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1040 | 1040 75% 0.0 89% 69738598 GW998587
DS_K2_plateloll |1003 X65160.1 [C.hircus MRNA for as2-casein 1243|1243 85% 0.0 91% 69738599 GW998588
DS_Ko_plaetot2 | 1024 | Nw_oot100341.1 5B.n:|'I:;:Ir/:s(sgﬁ;iﬁg:::;‘gi;f;rgﬂelr:&;:gg%’;ﬂ%ii;’i‘;‘r‘nﬁ;éfdiTDS)‘ TMRNA >gblBC 142481 1] Bos (aurus potassium channel telramerisation domain contaimng | 100 | oo™ - 00 90% | 69733000 | Gwesssss
DS_K2_platelo1s | 995 X72221.1  |Chircus mRNA for alpha S1 Casein E allele 125 (1225 | 81% 00 |oea% | eoraseor | Gwoesseo
DS_K2_platelol4 997 NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1292|1292 83% 0.0 95% 69738602 GW998591
DS_K2_platelo15 |1057 EF564266.1 [Capra hircus prealpha-lactalbumin mRNA, complete cds 971 971 52% 0.0 98% 69738603 GW998592
DS_K2_platelo17 |1011 |NM_001082426.1 [Bos taurus CLPTM1-like (CLPTM1L), MRNA >gb[BC133589.1| Bos taurus CLPTM1-like, nRNA (cDNA clone MGC:148642 IMAGE:8118078), complete cds 1067 | 1067 75% 0.0 91% 69738604 GW998593
DS_K2_platelol8 |1015 |NM_001102503.1 |Bos taurus KIAAOS28-like (LOC520387), MRNA >gblBC148077 1] Bos taurus KIAA0528-like, MRNA (cDNA clone MGC:142988 IMAGE:8317089), completecds | 1182 [1182 | 82% 00 |oe2% | 69738605 | Gwogss9s
DS_K2_platelo19 |1018 | XM 5874683 |PREDICTED: Bos taurus AHNAK nucleoprotein, transcript variant 1 (AHNAK), MRNA 1272 (1212 | 82% 00 |oea% | eo7as60s | Gwogsses
DS_K2_plate1020 900 AY948385.1 Bubalus bubalis alpha S1 casein mRNA, complete cds 879 879 63% 0.0 94% 69738607 GW998596
DS_K2_plate1o21 |1002 XM_592299.3 PREDICTED: Bos taurus similar to KIAA0409 (LOC540208), mMRNA 1133|1133 78% 0.0 92% 69738608 GW998597
DS_K2_platelo22 |1077 | AJ0054321  |Bubalus bubalis mRNA for beta-casein 805 |805 | 52% 00 |oe1% | 69738609 | Gwogss9s
DS_K2_plate1023 |1033 | AC120950.6  [Bostaurus, clone RP42-518P7, complete sequence 500 |500 | 7% 0026 |79% | 69738610 | GW998599
DS_K2_platelo24 |1113 | EF564259.1  |Capra hircus ribosomal protein S2 (RPS2) MRNA, partial cds 255 [255 | 21% [300E-64 |83% | 69738611 | Gwogss00
DS_K2_plate1p03 | 1058 AY855168.1 Rattus norvegicus RPGR mRNA, partial cds 734 734 16% 2,00E-09 72% 69738612 GW998601
DS_K2_platelp04 | 1046 AK239130.1 [Sus scrofa mMRNA, clone: THY010065F01, expressed in thymus 168 168 11% 4,00E-38 90% 69738613 GW998602
DS_K2_plate1p0s | 899 | AC1471622  |Mus musculus BAC clone RP24-270A10 from chromosome 13, complete sequence 572 |572 | 3% 200804 [65% | 69738614 | Gwo99s603
DS_K2_plate1p07 | 991 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOCA443363), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1236 (1236 | 77% 00 |es% | 6o7as615 | Gwogss0s
DS_K2_platelpl2 |1034 |NM_001098863.1 :3,\::2?;5557[3;%'6(:’1;“,?:‘3&?;jifase-like (SC4MOL), mRNA >gb|BC146235.1| Bos taurus sterol-C4-methyl oxidase-like, NRNA (cDNA clone MGC:166199 1099 | 1099 69% 0.0 94% 69738616 GW998605
DS_K2_plate1p13 |1024 X59836.1 C.hircus mRNA for as1-casein 1209 |1209 80% 0.0 93% 69738617 GW998606
DS_K2_platelpls |1031 |NM_001009795.1 |Ovis aries alpha-S1-casein (csnisl), mRNA >embjX03237.1) Sheep mRNA for alpha-S1-casein a1 |31 | 6% [so0Es1 | 1% | 69738618 | Gwogsso7
DS_K2_platelpls |1021 |XM_001255095.2 |PREDICTED: Bos taurus similar to nudE nuclear distribution gene E homolog (A, nidulans)-like 1, transcript variant 1 (NDELL), mRNA 1103 (1108 | 74% 00 |es% | eo7ase19 | Gwogssos
DS_K2_platelpld [1138 |NM_001075135.1 |BOStaurus s';'z'a;“e"gz“gg"ﬁk”:;‘j::‘e'l’:‘°:"F‘§‘;19;"£9D§KVC’I“;I_SA%3C' Tfﬁﬁﬁ',\’}lfgggbsfgﬂ‘?gﬁ jg:;'?dc:oz“zs 1] Bos taurus similar to Putative ubiguitin- 482 |482 | 379  [100E-132 |85% | 69738620 | Gwogss0o
DS_K2_plate1p20 |1032 X59836.1 C.hircus mRNA for as1-casein 1121 1121 69% 0.0 95% 69738621 GW998610
DS_K2_platelp21 |1018 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOCA443363), MRNA >emb|X03238.1| Sheep MRNA for alpha-S2-casein 1168 (1168 | 76% 00 |e2% | eorase22 | Gwosssil
DS_K2_platelp22 |1426 | AC1184149  [Ratus norvegicus 3 BAC CH230-223K21 (Children's Hospital Oakland Research Institute) complete sequence 82 |482 | 9% 0091 |70% | 69738623 | Gw99BsL2
DS_K2_platelp24 |1025 | AY945228.1  |Bos taurus mitochondrial glycerol phosphate acyltransferase (GPAM) gene, exons 11 through 21 and complete cds; nuclear gene for mitochondrial product 580 | 580 57%  |7,00E-162 |82% | 69738624 | GW998613
DS_K2_plate2a01 |1017 | NM_001009366.1 [Ovis aries be in (BLG), mMRNA 1/ Ovine mRNA for beta-lactoglobulin 587 587 64% [4,00E-164 | 81% 69738625 GW998614
DS_K2_plate2a02 | 1052 BT030705.1  [Bostaurus STT3, subunit of the oligosaccharyltransferase complex, homolog A (S. cerevisiae) (STT3A), MRNA, complete cds 984 | 984 71% 00 90% | 69738626 | GW99B61S
DS_K2_plate2a03 1031 | NM_001040481.2 52zS‘?I“.’“Dshz"EJ;;':';;fnc“’gg:gfs';g‘y"“&wﬂe{ég:jf l:énDeMMl’Gegf:gLnf :m’fée; éf&;g{’ m%{;s:@ >gblBC118361.1] Bos taurus major histocompatibility complex, — f 175 | 107, 74% 0.0 90% 69738627 | GW998616
DS_K2_plate2a05 | 1047 BC151413.1 Bos taurus basigin, MRNA (cDNA clone MGC:179285 IMAGE:8036100), complete cds 710 710 58% 0.0 86% 69738628 GW998617
DS_K2_plate2a06 987 NM_001009366.1 |Ovis aries b in (BLG), mMRNA 1/ Ovine mRNA for beta-lactoglobulin 1180 |1180 2% 0.0 93% 69738629 GW998618
DS K2_plaa07 | 1052 | Nw_ootospart1 |20 A ?ézzl_ozsascs;::::;i arcgene 3 (BAG3), WANA >GDIEC133574.1 B0 aurus BCLZ-ssacated ainnoger 3, MRNA (DA cone MGC 148719 st |sm | oom 00 |owe | oorames | oweseots
DS_K2_plate2a09 | 1023 | NM_001075617.1 ?:;“:Ig’g“f '::;;‘ ;JSJ'XT:S‘;,TZ:;S m%'ﬂsg‘;‘i‘.h’)fc'“ v 'é’zgsﬁ.yfsai? Em;?e)(e";is’v 1A >gh[BC113909.] Bos s IMP4, US smell nucleolar iboncleaprotein 987 |987 6% 600E-17 |95% | 69738631 | Gwo9s620
DS_K2_plate2al0 |1062 |NM_001083373.1 [Bos taurus cyclin I (CCNI), MRNA >gb[BC114754.1| Bos taurus cyclin I, mRNA (cDNA clone MGC:138097 IMAGE:8087006), complete cds 600 600 38% 7,00E-168 | 92% 69738632 GW998621
DS_K2_plate2all |1056 | XM 8572791 |PREDICTED: Canis familiaris similar to keratin 13, transcript variant 6 (LOC490983), mRNA 940 1777 | 73% 00 |e7% | 69738633 | Gwogss22
DS Ko_plarzatz | 1132 | x_oo1ooensr (PTRpF:rlnll)c;EzA Macaca mulata similar (o Translationally-controlled tumor protein (TCTP) (p23) (Histamine-releasing factor) (HRF) (Fortilin), Granscript variant 6 27 |27 | 1% |eooess |eow | oorsmess | owessezs
DS_K2_plate2al3 | 1001 |NM_001035402.1 ﬁ\::‘é\gu;oég;ggzp;C(';Sopmhglg;‘yecsaas[e mutase (BPGM), mRNA >gb[BC102611.1| Bos taurus 2,3-bisphosphoglycerate mutase, mRNA (cDNA clone MGC:127743 1265 | 1265 83% 0.0 93% 69738635 GW998624
DS Ko_plazas | 667 | NM_ooioseeTas |S_uoss Taurus ribosomal protein S7 (RPS7), MRNA >gb|BC146133.1] Bos faurus ribosomal protein S7, MRNA (CONA clone MGC:165697 IMAGE B068046), complete oor loor | om 00 lors | ooramess | owessors
DS_K2_plate2al6 | 784 | BC102560.1 [Bos taurus ribosomal protein S25, MRNA (cDNA clone MGC:127761 IMAGE 7962930), complete cds 843 |843 | 62w 00 |esw | 69738637 | Gwogse2s
DS_K2_plate2al? [1024 | EF489539.1 [Ovis aries isolate sheepB1125c10 MHC class | antigen (ovar) mRNA, complete cds 632 |63 | s8% [LO0E-177 |83% | 69738638 | Gw99se2
DS_K2_plate2al8 | 923 | AC062015.7  |Homo sapiens BAC clone CTD-2031EL7 from 2, complete sequence 345 |624 | 60% |200E91 |89% | 69738630 | Gwaose2s
05 Ka platezato | 1031 | NW_0010756071 2‘3&?l“.i33??2[:"33332%?2232"%’3%?9ifm"lﬂt“e'i"d? (NUDC), mRNA >gbBC1L8381 1| Bos taurus nuclear distrbution gene C homolog (A nidulans), MRNA | oo= | 993 | o295 S PP e p—
DS_K2_plate2a20 | 997 | NR_0014642 [Bos taurus X (inactive)-specific transcript (XIST), non-coding RNA 500 |989 | 71%  [500E-138 |98% | 69738641 | GW998630
DS_K2_plate2a21 1030 |NM_001102153.1 ?ADGSéa\{;\gz;!;a\ll’?;ggEffgfgl%fsal)as;?“';?:g‘;f; 2 (SCARB2), MRNA >gh|BC149935.1| Bos taurus scavenger receptor class B, member 2, mMRNA (cDNA clone 921 921 58% 0.0 94% 69738642 GW998631
DS_K2_plate2a22 | 990 X16482.1 |Sheep mRNA for beta-casein 1422 1422 | 89% 00 |e6% | eorases3 | Gwoosesz
DS_K2_plate2a23 | 1062 AB046792.1  |Homo sapiens mRNA for KIAA1572 protein, partial cds 524 | 524 74%  [4,00E-145 |74% 69738644 | GW998633
DS_K2_plate2a24 |1029 | XM_001787208.1 |PREDICTED: Bos taurus hypothetical LOC785958 (BANF1), mRNA 165 |165 | 40% |so00E-a7 [es% | 69738645 | Gwoosess
DS_K2_plate2b02 |1007 | NM_001009363.1 |Ovis aries alpha-S2-casein (LOCA443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1330 1330 | 82% 00 |e6% | 69738646 | Gwo9Be3s
D5 K_pltezb04 | 1010 | Nw_ootoasogs 1|20 s ge'“n;nxr(acnszftggnv:a(g TIE, plypepids 2 bt %sg)a és;;z;ezld THRIVA >GDIBCI05362.1] B0 taurusgerral Uanscrpon fatr E. poypeptce 2 189 |1ee | son 00 |ows | ooramear | owessoas
DS_K2_plate2b06 |1032 | NM_001009363.1 |Ovis aries alpha-S2-casein (LOCA443363), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein EHERED 00 |s6% | eorasess | Gwooses7
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DS K2 plate2b07 [1340 | oSO 69738649 | GW998638
DS_K2_plate2b08 | 936 | AC2347825  |Homo sapiens BAC clone RPLL-552F15 from chromosome X, complete sequence 244 | 244 | 40% [GOOE6L |73% | 69738650 | Gwogse3o
DS_K2_plate2b09 [ 1072 | NM_001009378.1 |Ovis aries casein kappa (CSN3), MRNA >emb|X51822.1] Sheep kappa-Cn mRNA for kappa-casein 895 | 895 | 67% 00  [88% | 69738651 | GW998640
D5 K2 plate2b10 | 1017 | NM 0010346251 |95 s FbOSOmal profein LB (RPLE), MRNA >Gb|BC102277.1] Bos taurus ribosomal profein LB, MRNA (ONA clone MGC:127227 IMAGE:7945641), Complete | 120 | 1301 | oo I T T T
DS_K2_plate2b11 [1062 | FJ440845.1  |Ovis aries breed Merinoland sheep alpha st casein precursor (CSN1S1) MRNA, CSN1SL-C" allele, complete cds 841 |81 | 59% 00 [9%0% | 6o73ses3 | Gwegsss2
DS_K2_plate2b12 | 926 | AY563891.1  |Bos taurus clone NGOL000BB10AL0 MRNA, complete sequence 693 | 693 | 59% 00 |87% | eo7asess | Gwogseas
DS_K2_plate2b13 | 1019 X16482.1 [Sheep MRNA for beta-casein 1011 [1011 | 59% 00  |97% | 69738655 | Gwogssds
DS_K2_plate2bl4 [1008 | AY911322.1  |Bostaurus clone IMAGE:7961461 beta-2-microglobulin mRNA, complete cds 1061 [1061 | 81% 00  [88% | 69738656 | GW99s6ds
DS_K2_plate2b16 | 1006 X70083.1 0.aries MRNA for g gamma 2 constant region heavy chain 1288 [1288 | 84% 00 [94% | 69738657 | Gwogsss
DS_K2_plate2b17 | 1293 Si“,‘noi Iﬂﬂmﬁi”ﬂ'ﬂ 69738658 | GW998647
DS_K2_plate2b19 (1090 | FJ440845.1  |Ovis aries breed Merinoland sheep alpha sl casein precursor (CSN1S1) mRNA, CSN1SL-C" allele, complete cds 580 | 589 | 46%  [LO0E-164 |86% | 69738659 | GW998648
DS_K2_plate2b22 1032 | BT030487.1  |Bos taurus heat shock 70kDa protein 8 (HSPA), MRNA, complete cds 1005 [1005 | 74% 00  [90% | 69738660 | GWo9s649
DS_K2_plate2c01 [1003 |XM_001249987.2 |PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1AL), mRNA 1303 [1303 | 84% 00 [94% | 69738661 | GwogsesO
DS_K2_plate2c02 | 993 BT030705.1  [Bostaurus STT3, subunit of the oligosaccharyltransferase complex, homolog A (S. cerevisiae) (STT3A), mRNA, complete cds 1339 [1339 | 88% 00 [95% | 6o7asee2 | GwogsesL
DS_K2_plate2c03 1032 | AC0275146  |Homo sapiens chromosome 18, clone RP11-173A16, complete sequence 572 [107 | 47% |200E04 [71% | 69738663 | Gwogses2
DS_K2_plate2c04 1072 | EF564271.1  |Capra hircus translationally-controlled 1 mRNA, partial cds 253 | 253 | 35% |L00E63 |75% | 69738664 | GW9986s3
DS_K2_plate2c05 1007 | AC122439.4  |Mus musculus BAC clone RP24-222B4 from chromosome 3, complete sequence 644 [644 | 6% |100E06 [82% | 69738665 | GW99B654
DS_K2_plate2c07 |1068 |XM_001107318.1 |PREDICTED: Macaca mulatta similar to transcription factor 20 isoform 2 (LOC710016), mRNA 527 | 527 | 33%  [400E-146 |92% | 69738666 | GW9gsess
DS_K2_plate2c08 | 986 X59836.1 C hircus mRNA for as1-casein 1332 [1332 | 84% 00 [9%% | 69738667 | Gwogsess
DS_K2_plate2c09 [1008 | XM_001097821.1 |PREDICTED: Macaca mulatta similar to U2 small nuclear ribonucleoprotein B, transcript variant 3 (SNRPA), mRNA 944 | oaa | 84% 00  [85% | 69738668 | GwogsesT
15_K2_plate2c10 | 1010 | NM 0010346751 |05 UIUS IDGSOMal profein LB (RPLE), MRNA >GolBCI02277 1] Bos taurus ibosormal protein LB, MRNA (CONA clone MGG 127227 IMAGETT94564D), Ot | o6 | 1506 | 9106 00 |om | oo7aese | owoesssss
DS_K2_plate2c1l | 1014 X59836.1 C hircus mRNA for as1-casein 1303 [1303 | 85% 00 [94% | 69738670 | Gwogseso
DS _K2_plate2c12 1020 | AK026642.1  |Homo sapiens cDNA: FLI22989 fis, clone KAT11824, highly similar to AF220191 Homo sapiens uncharacterized hypothalamus protein HSMNPL MRNA 641 | 641 | 53%  [200E-180 |86% | 69738671 | GW9gs660
DS_K2_platezci4 | 914 BCO00613.2  [Homo sapiens inhibitor of DNA binding 1, dominant negative helix-loop-helix protein, mRNA (cDNA clone MGC:1717 IMAGE:3346009), complete cds 127 [127 | 1% |100E25 [77% | 69738672 | Gwo9sssL
DS_K2_plate2c15 1021 | AK299616.1  |Homo sapiens cDNA FLI53178 complete cds, highly similar to Beclin-1 706 | 706 | 64% 00  [83% | 69738673 | Gwogsss2
DS_K2_plate2c16 | 987 |NM_001008795.1 |Ovis aries alpha-S1-casein (csnlsl), mRNA >emb|X03237.1| Sheep mMRNA for alpha-S1-casein 1299 [1299 | 88% 00 |93% | eorase7s | Gwogssss
DS_K2_plate2c17 | 1017 X722211 C hircus mRNA for alpha S1 Casein E allele 1005 [1005 | 74% 00 [93% | 6o7ase7s | Gwogssss
DS Ko_platezets | 051 | NwL7a0e33 Sdo: taurus beta-2-microglobulin (B2M), MRNA >GbBC118352.1] Bos taurus beta-2-microglobulin, MRNA (CDNA clone MGC:140690 IMAGE 8275195), complete 20 | o0 | oo 00 lows | corasore | owoosses
DS_K2_plate2c19 | 1041 | Nw_o0t0770421 :Bduss Taurus brain protein 44-Tike (BRPAL), MRNA >GbJBC102377 1] Bos taurus brain protein 44-Tike, MRNA (cDNA clone MGC:127561 IMAGE:7952048), complete | oo [ o - 00 low | ooraser | owesssos
DS_K2_plate2c20 1079 | ACO068322  |Caenorhabdiis elegans cosmid ZK355, complete sequence 680 [217 | 25% |100E07 |67% | 69738678 | Gwo99BEET
DS K2_plate2c21 [1041 | BT030487.1  |Bos taurus heat shock 70kDa protein 8 (HSPAB), MRNA, complete cds 930 |93 | 63% 00 [91% | 6o7ase7o | Gwogssss
DS_K2_plate2c24 | 996 | XR_012050.1  [PREDICTED: Macaca mulatia similar to C04G6.4 (LOC704248), mRNA 149 [149 | 82% |400E-32 [65% | 69738680 | GW99B66Q
DS_K2_plate2d02 [1011 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1] Sheep MRNA for alpha-S2-casein 1245 [1245 | 78% 00  [93% | 69738681 | GwogssT0
DS_K2_plate2d03 (1086 | FJ440845.1 |Ovis aries breed Merinoland sheep alpha sL casein precursor (CSN1S1) MRNA, CSN1SL-C" allele, complete cds 742 | 742 | s9% 00 [86% | 6o7ases2 | GwogseTL
DS_K2_plate2do4 | 998 X722211 C hircus mRNA for alpha S1 Casein E allele 1287 [1287 | 88% 00 [93% | eorasess | GwogseT2
DS_K2_plate2d06 1013 | GQB91094.1  |Panthera tigris altaica clone DBHO901 ferritin (FTHL) mRNA, complete cds 1216 [1216 | 79% 00  |94% | 6o73se84 | GwooseT3
DS_K2_plate2d07 (1049 | F440845.1  |Ovis aries breed Merinoland sheep alpha sL casein precursor (CSN1S1) MRNA, CSN1SL-C" allele, complete cds 1040 [1040 | 61% 00  [9% | 69738685 | GwogseTs
DS_K2_plate2d08 [1030 |XM_001249987.2 |PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1AL), mRNA 1182 [1182 | 75% 00  [94% | 69738686 | GwogseTs
DS_K2_plate2d09 [1057 | AC090058.21  |Homo sapiens 12 BAC RP1L-112N23 (Roswell Park Cancer Institute Human BAC Library) complete sequence 316 |316 | 51% |100882 |73% | 69738687 | GW9gs676
D5_Ka_plte2d10 | 1031 | NML0010761561 2;5&1?;5[)\;\721;%;;32@sloarguinngtl:ﬂzlngéugosg;gl‘:sri\éﬁsfg‘é\éfa) MRNA >gb|BC119836.1] Bos (aurus vacuolar protein sorting 4 homolog B (S. Cerevisias), 058 | 1058 | 7% 00 oz | oorasoms | owesser?
DS_K2_plate2d11 [1535 | BX294434.12  |Zebrafish DNA sequence from clone CH211-236H17 in linkage group 23, complete sequence 226 | 453 | 66% |200E55 |68% | 69738689 | GW99se78
D5_Ka_platc2d1s | 1079 | NW 0010833621 ffi.'?ﬁ(:iift’ Tinger protein 5A (PHFSA), MRNA >gbJBC123773.1] Bos taurus PHD finger protein 5A, mRNA (cDNA clone MGC:142755 IMAGE:8205786), o9 | oss | s 00 e | oorasom0 | owessero
DS_K2_plate2d14 | 1016 X59836.1 C hircus mRNA for as1-casein 1276 [1276 | 74% 00 |97% | eoraseer | Gwegseso
DS_K2_plate2d15 | 1034 X722211 C hircus mRNA for alpha S1 Casein E allele 1082 [1032 | 71% 00  [91% | 69738692 | GwogsesL
DS_K2_plate2d16 | 987 | XM_5322232  |PREDICTED: Canis familiaris similar to NS1-associated protein 1 isoform 2 (LOC474986), mRNA 1355 [1355 | 88% 00  [94% | 69738693 | Gwooses2
DS_K2_plate2d18 [1012 |XM_001099389.1 |PREDICTED: Macaca mulatta phosphatidylinositol-4-phosphate 5-kinase type 11 alpha (PIPSK2A), MRNA 475 | 415 | 7%  [200E-130 |75% | 6973sees | Gwogsess
DS_K2_plate2d19 | 1062 X16482.1 [Sheep MRNA for beta-casein 1007 1007 | 66% 00 [95% | 69738695 | Gwogses4
DS_K2_plate2d20 | 1045 793323.1 B.taurus gene encoding butyrophilin 1101 1101 | 80% 00  |92% | 6973869 | GwogBess
DS_K2_plate2d22 | 882 | AY048385.1  [Bubalus bubalis alpha S1 casein mRNA, complete cds 794 |70 | s8% 00  [94% | 69738697 | Gwogsess
DS_K2_plate2dz3 | 1050 | NWL001034459.1 E::;:;;‘r:zéusbosomal protein L17 (RPLL7), MRNA >gb[BC102600.1] Bos taurus ribosomal protein 17-like, MRNA (cDNA clone MGC:128012 IMAGE 30057113), a2 | o2 | s 00 |ows | corasoss | owesses?
DS_K2_plate2¢01 [1060 |NM_001008795.1 |Ovis aries alpha-S1-casein (csnlsl), mRNA >emb|X03237.1| Sheep mMRNA for alpha-S1-casein o1n o1 | 63% 00 [90% | 69738699 | Gwooaess
DS_K2_plate2e0z | 1016 | NWL001035945.1 ﬁﬁi'é“é%’;ﬁ?é‘%mi'o?“'ﬁ'.ilg S:s X-Tinked (RPS4X), MRNA >gb|BCL02476.1] Bos taurus ribosomal protein S4, Y-linked 2, MRNA (CDNA clone MGC:127573 w20 |12a | e 00 |os% | corasr0 | owesssss
DS_K2_plate2e03 | 1057 | Nw_001075999.1 L?;Ds;‘a:rculs‘):leu&rgocsolrggégm;eggns%;rsaﬁrgg ?t;:h:)elggczilHQORle), TMRNA >gbJBC114704.1] Bos taurus chromosome 3 open reading frame 21 ortholog, MRNA | 100+ | 1007 | 6996 00 |ows | corasror | owesssso
DS_K2_plate2¢04 (1064 | XM_617909.4  [PREDICTED: Bos taurus similar to PHD finger protein 2 (PHF2), MRNA 1004|1004 | 75% 00 [90% | 69738702 | Gwagseol
DS_K2_plate2e05 [ 1015 |XM_001928251.1 |PREDICTED: Sus scrofa similar to Semaphorin-3G precursor (Semaphorin semz2) (LOC100157653), mRNA 928 |98 | 7% 00 |87% | 69738703 | Gwegseoz
DS_K2_plate2e06 | 995 BC105409.1  [Bostaurus prosaposin, mRNA (cDNA clone MGC:128268 IMAGE:7986319), complete cds 1202 [1202 | 81% 00 [93% | 69738704 | Gwooseos
DS_K2_plate2e07 [1021 | XM_616264.4 |PREDICTED: Bos taurus GCNI general control of amino-acid synthesis 1-like 1 (yeast) (GCN1L1), mRNA 1204 [1208 | 83% 00  [94% | 69738705 | Gwogseos
DS_K2_plate2¢08 | 996 X16482.1 [Sheep MRNA for beta-casein 1454|1454 | 89% 00 [9% | 69738706 | Gw9gse9s
DS_K2_plate209 1020 | BC1334781  |Bos taurus thymosin beta 4, X-linked, mRNA (cDNA clone MGC:157367 IMAGE:8260878), complete cds 994 |[ooa | 60% 00 [9%% | 69738707 | Gwogs69s
DS_K2_plate2e10 1000 | AF000167.1 |Capra hircus 14.3 kDa perchloric acid soluble protein mRNA, complete cds 1211 [1211 | 80% 00  |94% | 69738708 | GwogseoT
DS_K2_platezell [1003 | AJ5047112 |Capra hircus csn1S1 gene for alpha sL casein, allele F, exons 1-19 1328 [1577 | 84% 00  [9% | 69738700 | Gwogsess
DS_K2_plate2e13 | 1035 X50836.1 C hircus mRNA for as1-casein 1148 [1148 | 73% 00  [94% | 69738710 | Gwogseoo
DS_K2_plate2e14 (1006 | XM_5900284 |PREDICTED: Bos taurus hyaluronan-mediated motility receptor (RHAMM) (HMMR), MRNA 1056 [1056 | 78% 00 [9%0% | 6o7as7i1 | Gwagszoo
DS_K2_plate2e15 [1003 |NM_001102371.1 |Homo sapiens FAD-dependent oxidoreductase domain containing 2 (FOXRED2), transcript variant 2, mRNA 7 |77 | esw 00 [79% | eoras712 | Gwegsror
DS_K2_plate2el6 |1040 | XM_537332.2 :;Eg;g;Eﬁ;gi?:ﬂj}?{g;g'ﬁiﬁ"ﬂ“;ﬁ: “ova”amll {Loc 4;;20'“;'?’2’;"‘“9; t ted protein A (VAMP-associated protein A) (VAMP-A) (VAP-A) (33 kDa Vamp- | g5 | 538 53%  [2,006-149 |81% 69738713 | GW998702
DS_K2_plate2e18 | 995 | AK230576.1  [Sus scrofa mRNA, clone:AMPO10011D11, expressed in alveolar macrophage 342 |32 | 25% [300E90 |89% | 69738714 | Gwoos703
DS_K2_plate2e19 [1089 [ XM_001787721.1 |PREDICTED: Bos taurus similar to thymosin, beta 4 (LOC100140827), MRNA 311|311 | s57%  [500E81 |72% | 69738715 | Gwogsos
DS_K2_plate2e20 (1087 | BC1096181  |Bos taurus casein alpha s1, mRNA (cDNA clone MGC:133694 IMAGE:8054791), complete cds 1144|1148 | 66% 00  |95% | 69738716 | Gwogsos
D5_K2_plate2ezl | 914 | NWL00104gad61 |05 TS W repeat domain 1 (WDRY), MRNA >GblBC0341 1] Bos (aurus WD repeat domain 1, mRNA (cDNA clone MGC: 127353 IMAGE T947170), Cmbiete | o7 | g37 | 7106 00 lows | corasrr | owessros
DS_K2_plate2e22 [1038 | AM494948.1  |Leishmania braziliensis chromosome 11 915 [915 | 50% |900E15 [65% | 69738718 | Gwoags7O7
DS_K2_plateze23 | 1043 | NM_001080210.1 g;;:j:‘r:zg:mnase 3-fike 1 (cartilage glycoprotein-39) (CHISLL), MRNA >gblBT021635.1] Bos taurus chitinase 3-1ike 1 (cartilage glycoprotein-39) (CHIBLL), MRNA, | oo | 10 | go00 00 |am | oorsrie | owessros
DS K2_platezezs | 988 | NWL001076538.1 &shvla:rculz?;p'&rézs?g;gf;;mx%eg|gg§;;1(7c)og\mc;:§eng?sa) (ST14), MRNA >GbBC122638.1] Bos taurus suppression of umorigenicity 14 (colon carcinoma), MRNA [ 1o [ o[ g o 00 ows | corasrz0 | owessros
DS_K2_plate2f02 | 1029 X16482.1 [Sheep mMRNA for beta-casein 1308 [1308 | 87% 00  |93% | 69738721 | Gwogs7i0
DS_K2_plate2f03 1036 | NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mMRNA for alpha-S2-casein 1240 |1240 | 72% 00  |97% | 69738722 | Gwogsil
DS_K2_plate2f04 1049 | XR_042680.1  [PREDICTED: Bos taurus misc_RNA (BTAFL), miscRNA 1204 1204 | 82% 00  |94% | 69738723 | GwogsTi2
DS_K2_plate2fts | 1057 | NM_001081711.1 :3,;;vgugutaszggzhgglcam?émssnzyme subunit 1 (SAEL), MRNA >GblBCL33519.1] Bos urus SUMOI activating enzyme subunit 1, mRNA (cONA clone MGC151535 | 37 | 307 | s0%  |o00ce0 |sa% | oorasras | owseerss
DS_K2_plate2f06 | 1010 X16482.1 [Sheep MRNA for beta-casein 1377|1377 | 87% 00  |95% | 69738725 | Gwogsia
DS_K2_plate2f07 (1030 | AY9113291 [Bostaurus clone IMAGE:7961468 ferritin heavy polypeptide 1 mRNA, complete cds 612 | 612 | 56%  [LOOE-171 |84% | 69738726 | GW99s715
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194669648&dopt=GenBank&RID=MYDF88UN01N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!194669648
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file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!194679964
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=81673526&dopt=GenBank&RID=MYDF88UN01N&log$=nucltop&blast_rank=3
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!81673526
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DS_K2_plate2f08 [1061 | BC102695.1 [Bostaurus ribosomal protein, large, P1, MRNA (cDNA clone MGC:127703 IMAGE:7955197), complete cds 363 | 363 | 30% |9.00E97 |85% | 69738727 | GwegsTie
DS_K2_plate2f1o | 1012 X164821 [Sheep mRNA for beta-casein 1395 [1305 | 87% 00 [95% | 69738728 | Gwegs7i7
DS _K2_plate2fll [1018 | BC11480L1 |Bostaurusimmunoglobulin light chain, lambda gene cluster, MRNA (cDNA clone MGC:140380 IMAGE:8188713), complete cds 805 | 805 | 73% 00 |[8a% | 69738729 | Gwegsris
DS_K2_plate2f12 | 996 | AY750857.1 [Bubalus bubalis kappa-casein mRNA, complete cds 1009 [1000 | 91% 00 [85% | 69738730 | Gwogs71o
DS_K2_plate2f13 (1083 | BC118449.1 [Bostaurus chitinase domain containing 1, mRNA (cDNA clone MGC:140688 IMAGE:8275180), complete cds 302 392 | 3%  [200E-105 |81% | 69738731 | Gwogs720
DS_K2_plate2fia  [1023 X164821 [Sheep mMRNA for beta-casein 1370 [1370 | 86% 00 |95% | eoras7az | Gwegsral
DS_K2_plate2f15 [1113 |NM_001009795.1 [Ovis aries alpha-S1-casein (csnis1), mRNA >embjX03237.1] Sheep mRNA for alpha-SL-casein 461 | 461 | 41%  |400E-126 |82% | 69738733 | GwogsT22
DS_K2_plate2fi6 [1073 | CU467666.11  [Pig DNA sequence from clone CH242-127H16 on chromosome 18, complete sequence 464 [464 | 12% 031 |70% | 69738734 | Gwges723
DS_K2_plate2fl7 [1342 | CR37677619  |Zebrafish DNA sequence from clone CH211-13123, complete sequence 518 [518 | 6% 0007 [75% | 69738735 | Gwogsr2a
DS_K2_plate2f18 [1000 |NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), mRNA >emb[X03238.1| Sheep mRNA for alpha-S2-casein 919 |o19 | 83% 00  |8s% | 69738736 | GwogsT2s
DS_K2_plate2f20 | 1015 X722211  [C.hircus mRNA for alpha S1 Casein E allele 1260 [1260 | 82% 00 [94% | 69738737 | Gwegsr2e
DS_K2_plate2f22 | 1048 X598361 [C.hircus mRNA for asl-casein 1090 [1000 | 79% 00 |[8ew% | eo7as7as | Gwegsr2r
DS_K2_plate2f24 (1101 | BC102500.1 [Bostaurus ribosomal protein S12, mRNA (cDNA clone MGC:127883 IMAGE:7953998), complete cds 85 | 785 | 41% 00  |94% | 69738730 | Gwogs2s
o omap |1 | Aomou | S o o e o o R e e e S g e e EOR e w |a | o [voweor [ron | socar | ovwors
DS_K2_plate2g02 | 979 | NM_001008363.1 |Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1] Sheep MRNA for alpha-S2-casein 1308 [1308 | 84% 00 [95% | 6o73e7al | Gwegs7ao
DS_K2_plate2g03 1001 | BCL026321  |Bos taurus cDNA clone IMAGE:7963143 1187 [1187 | 83% 00 |92% | eoras7az | Gwegszal
DS_K2_plate2g04 | 991 X722211 C hircus mRNA for alpha S1 Casein E allele 1200 [1290 | 85% 00  |94% | 69738743 | GwoosTa2
DS_K2_plate2g05 | 1047 X16482.1 [Sheep MRNA for beta-casein 1400 [1400 | 83% 00  |9% | 69738744 | Gwoos73s
DS_K2_plate2g06 | 990 | BCL02789.1  |Bos taurus ribosomal protein S3A, MRNA (cDNA clone MGC:127088 IMAGE:7943245), complete cds 1388 [1388 | 90% 00  |94% | 69738745 | Gwoosas
DS_K2_plate2g07 [1001 |NM_001008795.1 |Ovis aries alpha-S1-casein (csnlsl), mRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1397 [1307 | 85% 00 [9%% | 6o73s7a6 | Gwegs7as
DS_K2_plate2g08 [1008 | XM_593521.4  |PREDICTED: Bos taurus similar to transmembrane protein 2 (TMEM2), MRNA 1220 [1220 | 82% 00 [93% | 6o7ae7a7 | Gwogs7as
DS_K2_plate2g10 1003 | XR_044493.1  |PREDICTED: Equus caballus misc_RNA (LOC100058349), miscRNA 1052 [1052 | 82% 00 |89% | 69738748 | GwoosaT
DS_K2_plate2g11 1008 | AY750857.1  |Bubalus bubalis kappa-casein mRNA, complete cds 1202 [1202 | 88% 00  |90% | 69738749 | Gwoosas
DS_K2_plate2g12 1046 | ACL65428.1 |Strongylocentrotus purpuratus BAC clone contig containing Eve, the hox cluster, cholinesterase, and COLPSalpha genes, complete sequence 806 (806 | 25% |200E-11 [68% | 69738750 | GW99B739
DS_K2_plate2g13 (1092 | NM_0150332  [Homo sapiens formin binding protein 1 (FNBPL), MRNA 587 | 587 | 52%  [500E-164 |83% | 69738751 | Gwogs74o
DS_K2_plate2g14 (1020 | BCL419951  |Bos taurus ribosomal protein S4, Y-linked 2, MRNA (cDNA clone MGC:158460 IMAGE:8389095), complete cds 162 [1162 | 74% 00 [94% | eorae7s2 | Gwegszal
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194676017&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=155372142&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115547042&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=7
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74267736&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164370&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194215055&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=147744651&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=311942&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=3
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=83406092&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=6
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1210&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=213391434&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194671596&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=311942&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=311942&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=2
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!311942
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=119712144&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164370&dopt=GenBank&RID=MYHFCVMH01N&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1210&dopt=GenBank&RID=MYJTKPXP016&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=93141048&dopt=GenBank&RID=MYJTKPXP016&log$=nucltop&blast_rank=8
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57526468&dopt=GenBank&RID=MYJTKPXP016&log$=nucltop&blast_rank=4
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=21450878&dopt=GenBank&RID=MYJTKPXP016&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194676054&dopt=GenBank&RID=MYJTKPXP016&log$=nucltop&blast_rank=1
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http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=5912205&dopt=GenBank&RID=MYJTKPXP016&log$=nucltop&blast_rank=1
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DS_K2_plate2m16 (1012 | NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1312|1312 76% 0.0 98% 69738884 GW998873
DS_K2_plate2m17 |1025 ‘AC008053.13 Homo sapiens chromosome 17, clone RP5-954K8, complete sequence 517 517 81% 7,00E-143 | 74% 69738885 GW998874
D5 K2_platzamis | 1055 | XM_602596.4 :F(aigé?&n’;ius taurus Similr (0 DNA-Tepair protein complementing XP-C cells (Xeroderma pigmentosum group C-complementing protein) (p125), Uanscript vaniant | o= | o= | 1096 | a00E1s | 76% | 6o7asses | owesears
DS_K2_plate2m19 [1072 | XM_001250061.2 |PREDICTED: Bos taurus similar to ATP synthase, H+ transporting, mitochondrial FO complex, subunit G (LOC782233), MRNA 1164 1164 | 79% 00 [o1% | 69738887 | Gweoss7e
DS_K2_plate2m20 | 1018 AY911322.1 Bos taurus clone IMAGE:7961461 beta-2-microglobulin mRNA, complete cds 957 957 3% 0.0 88% 69738888 GW998877
DS_K2_plate2m21 997 XM_876757.3 PREDICTED: Bos taurus similar to Heterogeneous nuclear ribonucleoprotein H (hnRNP H), transcript variant 26 (HNRPH1), mMRNA 1317 |1317 88% 0.0 93% 69738889 GW998878
DS_K2_platezm22 996 NM_001015677.2 2[;,\'?:fculz;ﬂeﬂ’yég]ljgé:?léeaj;gglgﬂ;;lgsleig‘ gm?:{eid(:AMllBB)‘ mMRNA >gb|BC118445.1| Bos taurus family with sequence similarity 118, member B, MRNA 1256 | 1256 85% 0.0 93% 69738890 GW998879
DS_K2_plate2m23 [ 1075 | NM_001009795.1 [Ovis aries alpha-S1-casein (csnis1), mRNA >embjX03237.1] Sheep mRNA for alpha-S1-casein 446 446 | a7% [ro0E-121 [85% | o731 | Gwoossso
DS_K2_plate2n02 | 1002 X59836.1 [C.hircus mMRNA for as1-casein 1362 |1362 82% 0.0 97% 69738892 GW998881
DS_K2_plate2n04 | 1022 EU255256.1 [Sus scrofa BTG2 (BTG2) mRNA, complete cds 684 684 75% 0.0 80% 69738893 GW998882
DS_K2_plate2n06 | 1010 BC151555.1 Bos taurus ribosomal protein L3, MRNA (cDNA clone MGC:179278 IMAGE:8976472), complete cds 201 201 42% 7,00E-48 0% 69738894 GW998883
D5_Ko_plaeands | 1015 | NM_ooiodes0 |20 e '7?;1'3‘)02 grfnGplep‘r:;l;\ Signaling 4 (RGSA), MRNA >gblBC114106.1] Bos taurus regulator of G-protein signaling 4, MRNA (cDNA dlone MGC 137562 w0 o0 | 7% 00 losw | coramses | owessoes
DS_K2_plate2n10 | 1019 X59836.1 [C.hircus mMRNA for as1-casein 1130 1130 74% 0.0 93% 69738896 GW998885
DS_K2_plate2n12 |1012 X59836.1 [C.hircus mMRNA for as1-casein 232 375 79% 4,00E-57 3% 69738897 GW998886
DS_K2_plate2n13 | 1074 |NM_001009373.1  [Ovis aries casein beta (CSN2), mRNA 264 |264 | s19% [700E67 |70% | 69738898 | Gwoosss7
DS_K2_plate2ni4 | 1007 |NM_001075749.1 [Bos taurus radixin (RDX), mRNA >gblBC109485.1] Bos taurus radixin, MRNA (DNA clone MGC:128776 IMAGE 7988858), complete cds 1200 1200 | 77% 00 [oa% | 69738899 | Gweossss
DS_K2_plate2ns | 1107 | AJB746742  [Ovis aries mRNA for MHC class I antigen (ovar-MHCI-D3 gene) 163 [163 | 16% |200e-36 [77% | 69738900 | Gwoossso
DS_K2_plate2n16 |1051 NM_174508.2 Bos taurus butyrophilin, subfamily 1, member A1 (BTN1A1), MRNA >gh|M35551.1|BOVBUTBT1 Bovine butyrophilin mRNA, complete cds 1124 |1124 1% 0.0 93% 69738901 GW998890
DS_K2_plate2n17 |1075 EU365990.1 [Ovis aries musimon isolate OomFr2 cytochrome b (cytb) gene, complete cds; mitochondrial 877 877 63% 0.0 89% 69738902 GW998891
DS_K2_plate2n18 | 1011 |NM_001009363.1  [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for al pha-S2-casein 1281 1281 | 78% 00 [o6% | 69738003 | Gwagssez
DS_K2_plate2n19 [ 1052 | BC102469.1 [Bos taurus cDNA clone IMAGE:7949784, containing frame-shift errors 432 482 | a4% [Lo0E-132 84w | 0738004 | Gwoosses
DS_K2_plate2n21 | 1067 X59836.1  |C.hircus mRNA for asl-casein 215 215 | as% [a00E70 [70% | 9738905 | Gwoeossos
DS_K2_plate2n22 | 1035 X59836.1 [C.hircus mMRNA for asl-casein 1209 |1209 73% 0.0 95% 69738906 GW998895
DS_K2_plate2n23 | 1144 AL121857.6 Human chromosome 14 DNA sequence BAC R-158A24 of library RPCI-11 from chromosome 14 of Homo sapiens (Human), complete sequence 66.2 66.2 6% 4,00E-07 7% 69738907 GW998896
DS_K2_plate2n24 | 1036 | NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1020 [1020 | 70% 00 [o2% | 69738008 | Gwagsser
DS_K2_plate2001 | 1027 | NM_001009224.1 [Ovis ries secreted phosphoprotein 1 (SPPL), RNA >gb|AF152416. 1jAF152416 Ovis aries osteopontin mRNA, complete cds 1020 1029 | 74% 00 [o1% | 69738000 | Gwagsses
DS_K2_plate2002 [1071 |NM_001082471.1 ﬁ\:;‘g\g\;zgé:zlz)zs-?scson:wialtsldeacl:j’\:ﬂﬂgene 3 (BAG3), mRNA >gb|BC133574.1| Bos taurus BCL2-associated athanogene 3, mRNA (cDNA clone MGC:148719 868 868 64% 0.0 88% 69738910 GW998899
DS_K2_plate2003 | 1024 XR_027546.2 PREDICTED: Bos taurus misc_RNA (LOC782776), miscRNA 1294 |1294 83% 0.0 94% 69738911 GW998900
DS_K2_plate2004 | 995 | EU185098.1  [Ovis aries clone INRA-L64HS, complete sequence 199 [s652 | 249 [20047 [02% | 69738012 | Gwoossor
DS_K2_plate2005 [ 1014 | XR 0273602  [PREDICTED: Bos taurus misc_RNA (LOC781691), miscRNA 951 |95t | 70w 00 |89 | 69738013 | Gwegssoz
DS_K2_plate2007 |1070 X16482.1 [Sheep MRNA for beta-casein 100 100 46% 2,00E-17 66% 69738914 GW998903
DS_K2_plate2008 | 1013 BT059944.1 [Salmo salar clone ssal-rgg-511-368 40S ribosomal protein S7 putative mMRNA, complete cds 64.4 221 3% 1,00E-06 97% 69738915 GW998904
DS_K2_plate2009 | 1036 X16482.1 [Sheep MRNA for beta-casein 978 978 73% 0.0 90% 69738916 GW998905
DS_K2_plate2010 | 1024 |  F1440845.1  [Ovis aries breed Merinoland sheep alpha s casein precursor (CSNLSL) mRNA, CSN1S1-C" allele, complete cds 612 612 | 67% [Lo00E-171 8% | 69738917 | Gwooseos
DS_K2_plate2o11 | 894 X05149.1 | Goat mRNA for prealpha-lactalbumin 43 [43¢ | aa% [600E-118 |01 | 0738018 | Gwooseor
DS_K2_plate2o12 |1014 X72221.1 [C.hircus mRNA for alpha S1 Casein E allele 1083 | 1083 73% 0.0 93% 69738919 GW998908
DS_K2_plate2013 | 1021 FJ440845.1 Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 926 926 69% 0.0 90% 69738920 GW998909
DS_K2_plate2o15 | 1041 X59836.1  |C.hircus mRNA for asl-casein 1000 1090 | 75% 00 |92 | 69738021 | Gwegseto
DS_K2_plate2016 | 1039 | NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1068 1068 | 74% 00 [o1% | 69738022 | Gwegsers
DS_K2_plate2017 | 1055 | AC189685.3 [Pantroglodytes BAC clone CH251-647111 from chromosome 7, complete sequence 120 120 | 45% [socoe26 [67% | 69738023 | Gwooserz
DS_K2_plate2018 |1120 AC115102.7 Homo sapiens chromosome 15, clone RP11-245C17, complete sequence 149 149 21% 4,00E-32 2% 69738924 GW998913
DS_K2_plate2019 | 1024 X59836.1 [C.hircus MRNA for asl-casein 1279 |1279 82% 0.0 95% 69738925 GW998914
DS_K2_plate2020 | 1079 | NM_001083373.1 [Bos taurus cyclin I (CCNI), mRNA >gblBC114754.1] Bos taurus cyclin I, mRNA (cDNA clone MGC:138097 IMAGE:8087006), complete cds 499 [ 499 | a0% [200E-137 8% | 69738926 | Gwoosers
DS_K2_plate2021 | 1071 | BC039060.1 |Homo sapiens retinoblastoma 1, mRNA (cDNA clone MGC:29887 IMAGE:5142020), complete cds AEEEED 00 |[s2% | 69738027 | owagsete
DS_K2_plate2022 | 1057 X16482.1  |Sheep mRNA for beta-casein 1375 1375 | sa% 00 |osw% | 69738028 | Gwagserr
DS_K2_plate2023 |1017 X59836.1 C.hircus mRNA for as1-casein 1281 |1281 81% 0.0 95% 69738929 GW998918
DS_K2_plate2024 [1081 |NM_001075179.1 &Dééﬂ\{;u;sg";T;\‘;;es-rgg;:;;o;;;}l:ﬂl;zf:{:i;&sﬂ 1(MPDU1), mRNA >gb|BC118438.1| Bos taurus mannose-P-dolichol utilization defect 1, mMRNA (cDNA clone 527 527 37% 4,00E-146 | 89% 69738930 GW998919
DS_K2_plate2p05 | 1117 UB32422  |Mus musculus D10 T-cell receptor alpha chain precursor mRNA, partial cds 648 |64 | 61% 00 |[s1% | 69738031 | owegsezo
DS_K2_plate2p06 | 1021 BT021482.1 Bos taurus ribosomal protein L5 (RPL5), MRNA, complete cds 1204 | 1204 7% 0.0 94% 69738932 GW998921
DS_K2_plate2p08 | 1031 | NM_001024469.2 chD: taurus ribosomal protein L9 (RPL9), MRNA >gb|BC103427.1| Bos taurus ribosomal protein L9, mMRNA (cDNA clone MGC:128037 IMAGE:7963712), complete 838 838 53% 0.0 94% 69738933 GW998922
05.K2_placzp09 | 1065 | N_oo107655m 1 [E05 U MECsomal ot i3 (RPLISA), TRNA >g0IBC103038 1/ B0s s ool prten L13a, TRNA (GONA dir MGC: 128158 IWAGE 798423), 505 o0 | 3% |2o0etos |29 | sorsmeas | owsesezs
DS_K2_plate2p10 |1029 |XM_001249987.2 [PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1A1), mRNA 1312|1312 82% 0.0 95% 69738935 GW998924
DS_K2_plate2pll |1124 | NM_080616.3  |Homo sapiens chromosome 20 open reading frame 112 (C200rf112), MRNA 675 | 675 5% 00 89% | 69738936 | GW998925
DS_K2_plate2p12 | 1006 X59836.1 C.hircus mRNA for as1-casein 1270 |1270 81% 0.0 95% 69738937 GW998926
DS_K2_plate2p13 | 1046 | NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 910 910 | 1% 00 [o2% | 69738038 | Gwegsezr
DS_K2_plate2pl4 | 1002 |NM_001009795.1  [Ovis aries alpha-S1-casein (csn1s1), mRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1285 1285 | 85% 00 [oaw | 69738039 | Gwagsezs
DS_K2_plate2p16 | 1021 X16482.1 [Sheep MRNA for beta-casein 1312|1312 88% 0.0 93% 69738940 GW998929
05Kz platezp1? | 1074 | NM_oot007089 1 z%s’::‘r(ﬁ)rﬁ:rgrg:iznésﬁxilrgu(MVZ?;s)EaEr\lc;?;g;;ggwnc:lpc;egér\issAs)‘ MRNA >gb|BC140659.1] Bos taurus neuroblastoma RAS viral (v-ras) oncogene homolog, D o 00 % 9738941 | GW998930
DS_K2_plate2p18 | 1057 | BC104532.1  [Bos taurus cyclin L2, mRNA (cDNA clone MGC:128891 IMAGE:8120074), complete cds 1014 1014 | s2% 00 |[e7% | 69738042 | owagseat
DS_K2_plate2p21 | 1135 |NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), MRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 560 | 560 | 41% [6,00E-156 |87 | 69738943 | Gweoses2
DS_K2_plate2p22 | 1094 sm S?.Ty"}iiﬂ'd 69738944 | GW998933
DS_K2_plate2p23 | 1461 | CR388090.9 [Zebrafish DNA sequence from clone DKEY-267J14 in linkage group 8, complete sequence 509 |952 | 4% [o00E-141 [73% | 69738945 | Gweosesa
DS K3 Platela0l | 724 | XR 0278592 |PREDICTED: Bos taurus misc_RNA (LOC509415), miscRNA 787 |87 | eow 00 [o6% | 69738046 | Gwagseas
DS_K3 Platela02 |1076 | AC206449.4 |Pongo abelii BAC clone CH276-181N14 from chromosome unknown, complete sequence 136 [136 | 16% |200e28 [78% | 69738047 | Gwoosose
DS_K3_Plate1a03 | 1093 XM_585949.4 PREDICTED: Bos taurus similar to alkB, alkylation repair homolog 6, transcript variant 1 (LOC539257), MRNA 605 605 33% 1,00E-169 | 96% 69738948 GW998937
DS_K3_Platela04 991 NM_001046081.1 BEDDS'\'IAAUmzﬁ:[&gﬂéz’;\j;sgﬁi;/;egglg%;fsagl';; ?i:':h:);;gc(d(;ZSH70”42)‘ mRNA >gb|BC110157.1| Bos taurus chromosome 7 open reading frame 42 ortholog, mMRNA 1373|1373 86% 0.0 96% 69738949 GW998938
D5_K3_Plate1a05 | 1010 | NM_001035008.1 Immmmal protein L37a (RPL37A), MRNA >gb|BC102044.1] Bos taurus ribosomal protein L37a, MRNA (cDNA clone MGC:128148 IMAGE.7986946), 551 | st 3% |200e153 |oan 09738950 | GW998939
DS_K3_Plaela0 | 750 | BC109683.1 [Bos taurus ribosomal protein L27a, mRNA (cDNA clone MGC:133578 IMAGE:8058503), complete cds 841|841 | 67% 00 [o6% | 69738951 | Gwegsado
DS K3 Platela07 |1029 | BT030695.1  |Bostaurus veraf-L murine leukemia viral oncogene homolog 1 (RAFL), mRNA, complete cds 1004 1004 | 73% 00 [o2% | 69738952 | Gwegsaal
DS K3 Platela08 [1013 | GUI311221  [Capra hircus ribosomal protein S6 (Rps6) MRNA, complete cds 1240 1240 | 80% 00 |oaw | 69738953 | Gwegseaz
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DS_K3_Platelal8 987 NM_001009795.1 |Ovis aries alpha-S1-casein (csn1s1), mMRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1460 | 1460 87% 0.0 98% 69738963 GW998952
DS_K3_Platelal9 721 BC150021.1 Bos taurus protein kinase, AMP-activated, beta 1 non-catalytic subunit, mMRNA (cDNA clone MGC:165935 IMAGE:8451132), complete cds. 648 648 56% 0.0 95% 69738964 GW998953
DS_K3_Plate1a20 1206 FJ440845.1 Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 109 109 20% 2,00E-20 1% 69738965 GW998954
05 1 Plaeiazt | 694 | NV _Ooiosso14 [P0 ol pten LZ3 (RPLZS) RN >gHCILZSS6. 1B i ol 25, WA (-ONA el WGC:127875 WAGE T96240) o0 o0 | 70m 00 lome | coramses | owessoms
05K Platetaz2 | 1070 | NM 0010460991 gzs“;aurus endoT:él:;\’Iwc/(:l(lsépaegllf:)c";genc\g(;?‘se{:%ulﬂalor (ECSCR), mRNA >gblBCT12471 1| Bos taurus endothelial cel-specific chemotaxi regulator, RNA (DNA | 471 | 579 2% |2o0E120 |05 | eorsaser | owesesse
DS_K3_Platela23 [1013 |NM_001009366.1 |Ovis aries bet: in (BLG), mMRNA 1| Ovine mRNA for beta-lactoglobulin 551 551 56% 2,00E-153 | 81% 69738968 GW998957
DS K3 PlatelbO1 | 994 | BT0305481 [Bostaurus secreted protein, acidic, cysteine-rich (osteonectin) (SPARC), MRNA, complete cds 1213 (1213 | 79% 00 |94% | 69738969 | Gwoss9ss
DS_K3_Platelb02 1012 |NM_001163602.1 |Ovis aries solute carrier family 39 (zin transporter), member 7 (SLC39A7), mRNA >gb|FJ937956.1] Ovis aries SLC39AT (SLC39A7) mRNA, complete cds 720 [ue7 | 0% 00 [oo% | 69738970 | Gwagsese
DS_K3_Platelb04 |1069 | NM_001097995.1 ﬁ\;;‘guguﬁs;:;gg;Sv\.l(?;emp":llke)gllcydgeﬂe 101 (TSG101), mRNA >gb|BC133615.1| Bos taurus tumor susceptibility gene 101, mRNA (cDNA clone MGC:148953 1086 | 1086 73% 0.0 920 69738971 (GW998960
DS_K3_Plate1b05 | 1015 FJ440845.1 Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 1155 |1155 3% 0.0 95% 69738972 GW998961
05_Ko_Platons | 1042 | NN 001040101 [Poese s 0 ope e e SE ol (CTATSa1560), RNA >GHBCE1635 1] Bos s v 10 opnaading Fame 56 orloo, "RNA |10z 120 | e 00 loswe | corasers | owessoo
DS_K3_Platelb07 |1068 |NM_001046010.1 (BE'.I}]S’\"AAUfculz'('):l&'goéi’gs;{;ﬁmlggdég%ggﬂlﬂ;e‘ ig;flr:lLﬂgd(SC7ngﬂr'56)‘ mRNA >gb|BC111635.1| Bos taurus chromosome 19 open reading frame 56 ortholog, mMRNA 315 315 4% 3,00E-82 750% 69738974 (GW998963
DS K3 Platelb08 |1055 | BC1024931 [Bostaurus ribosomal protein S6, mRNA (cDNA clone MGC:127553 IMAGE:7953793), complete cds 805 | 805 | s8% 00 |90% | 69738975 | Gwossses
05.Ko_Platto0s | 1065 | NN 00108aT0a1 [P B 17 o130 (RNFLSD) RN > QHBCLAZ2I0 1B i 7 s e 120, TRNA (CONA clore MGC 136518 WIAGE R21755), o0 o0 | s0m 00 Loz | corasors | owessoss
DS_K3_Platelbll |1021 NM_004813.2 Homo sapiens peroxisomal biogenesis factor 16 (PEX16), transcript variant 1, mRNA 423 423 40% 8,00E-115 | 83% 69738977 GW998966
DS_K3_Plate1b12 |1004 [NM_001009795.1 |Ovis aries alpha-S1-casein (csn1s1), mRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1274 |1274 78% 0.0 94% 69738978 GW998967
DS K3 Platelbi3 | 840 | AY911347.1 [Bostaurus clone IMAGE:7961486 RPL3SA protein mRNA, complete cds 66 | 646 | 46% 00 |96% | 69738979 | Gwossses
DS K3 Platelbl4 | 1013 |XM_00125064L.1 [PREDICTED: Bos taurus similar to serile alpha motif domain containing 1 (SAMDL), mRNA 1213 (1213 | 74w 00 |95% | 69738980 | GW99s969
DS K3 Platelbl6 |1041 | ACO120765 |Homo sapiens BAC clone RP11-497D24 from 2, complete sequence 154 | 154 | 43% |600E34 |69% | 69738981 | GW99s970
DS_K3_Platelbls | 869 |NM_0010463451 |B0S Burus '"g':}':e“z;;"a' \appa 'ég'c“eﬁ:'ifne:;;d:pgsﬁ'f"er"n“;ﬁ;'('gjiﬁelc'lfm';'",\:séé”f;'f;g KBKE). mRNA >gb5\3%|1;elzc§51\ Bos taurusinhibitor of kappa light 109 [109 | 1296 |200E20 [82% | 69738982 | GwogseTL
DS K3 Platelbl9 [1056 | AY911322.1 [Bostaurus clone IMAGE:7961461 beta-2-microglobulin mRNA, complete cds 987 |87 | 79% 00 |86% | 69738983 | Gwosss72
DS K3 Platelb20 |1016 | AY911347.1 [Bostaurus clone IMAGE:7961486 RPL3SA protein mRNA, complete cds 553 | 553 | 34%  [6,00E-154 |95% | 69738984 | GWe9se73
DS_K3_Plate1b21 | 1055 BC114898.1 Bos taurus chromosome 12 open reading frame 62 ortholog, mMRNA (cDNA clone MGC:139929 IMAGE:8284917), complete cds 522 522 41% 1,00E-144 | 86% 69738985 GW998974
DS_K3_Platelbz3 | 1100 | NM_001035503.1 gx;;:::irisbnsomal protein L28 (RPL28), mMRNA >gb|BC102344 1] Bos taurus ribosomal protein L28, mRNA (CDNA clone MGC:127438 IMAGE 7947058), o | e 3% |oooe133 o7 | eorsases | oweseers
DS K3 Platelb24 [1044 |  X598361 [Chircus mRNA for asl-casein 1296 [1206 | 79% 00 |95% | 69738987 | GW99s976
DS K3 PlatelcOl |1013 | BT059944.1  |Salmo salar clone ssal-rgg-511-368 405 ribosomal protein S7 putative mRNA, complete cds 536 982 | 5% 0002 |79% | 69738988 | Gwogse77
55_K3_Platelcoz | 1010 | NML 0010460731 ngiv‘?:lr:iglgn Tepeat domain 67 (WDR67), MRNA >gb|BC114127.1] Bos taurus WD repeat domain 67, mRNA (cDNA clone MGC 137686 IMAGE 8167850), 1353 | 1353 | e 00 9% | coraases | owessors
DS_K3_Plate1c03 |1077 AY949774.1 Ovi bosomal protein s15 (RPs15) MRNA, partial cds 192 192 29% 2,00E-45 73% 69738990 GW998979
05 K3 Plaeter | 1020 | i ootosionT 1 |CBlus aurus rbosomal protein 53 (RPS3), MRNA >gb/BC102090 1] Bos aurts ibosomal protein S3, MRNA (SDNA clone MGG 127206 IMAGE-TO45675), Gommiete | 1700 11150 | 7290 00 lome | coramsor | owessoao
DS_K3_Plate1c05 820 BC102249.1 Bos taurus ribosomal protein S11, mRNA (cDNA clone MGC:127069 IMAGE:7943288), complete cds 910 910 71% 0.0 94% 69738992 GW998981
DS_K3_Plate1c06 | 1064 BC107529.1 Bos taurus secreted protein, acidic, cysteine-rich (osteonectin), mRNA (cDNA clone MGC:128090 IMAGE:7988424), complete cds 342 342 18% 2,00E-90 97% 69738993 GW998982
DS K3 Platelc07 |1031 | M943274  |Bovine alpha 52 casein type A protein (CASAS?) gene, exons 1-18 646 | 994 | 66% 00 |95% | 69738994 | Gwoos9s3
DS K3 Platelc09 |1036 | NM 0010756601 |Bos taurus dynactin 3 (p22) (DCTNS), mRNA >gb|BC120309.1| Bos taurus dynactin 3 (p22), mRNA (GDNA clone MGC:142778 IMAGE 8208961), complete cds 302 [302 | 17% [200e78 [o6% | 69738095 | cwoososa
05 K3 Plae1el0 | 1035 | NV 001015552 [E05 G HBGhomal i L1 (RPLIS), FRNA >GPIBCI0RS07 1] Bos s 160s0mal prfen LIS, WRNA (CDNA o WGC 128138 IMAGE $1223%), w7 | 387 | 2% |ococtos | | corseese | oweosess
05K Platelcit | 1087 | CRastssats ‘Znib\',fg?hgenng/?ofe\f'a"fc?ﬁfafigﬁ‘ﬁéoﬂiifzr}éﬁlég".:{Zgneug,"éﬁ?n;fegoslﬁl?? 57end of a novel gene, the fancl gene for Fancon anemia complementation group L, | o+ | o+ P 022 loow | ocoraseor | owosssss
DS K3 Platelcl2 |1011 | NM 0010148941 |Bos taurus ribosomal protein L4 (RPL4), mRNA >gbJBT021487.1| Bos taurus ribosomal protein L4 (RPL4), mRNA, complete cds 1267 [1267 | 80w 00 [os% | 69738008 | Gwagses?
05 K3 Plaetets | 1020 | N 0010766311 [E05 1S oegen, el e  (COLSAD, MRNA > DB 123483 11 Bos aurs ol tpe . a1, TRNA (GONA clor MGC-190882 IMAGESZS10, | o5 | 355 | aom  [raneacs |7 | ooranoso | owososee
DS_K3_Platelcl4 971 NM_001009795.1 |Ovis aries alpha-S1-casein (csn1s1), mMRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1355 | 1355 85% 0.0 94% 69739000 GW998989
DS K3 Platelcl7 |1025 | BC102253.1  |Bostaurus ribosomal protein L3, mRNA (cDNA clone MGC:127077 IMAGE:7942978), complete cds 652 | 652 | 3% 00 |97% | 69739001 | GW998990
05.K3_lae1cls | 1051 | NM_oo1055513 1 [P0 BT OGSOl o1 2 (RPS2), TRNA >GHIBCH02227 s s sl ot S2, TRNA (GONA co MGG 126925 INAGE T528300) comete | 151 | 1731 | e 00 Lo | corsons | owessor
DS_K3_Plate1c19 | 1083 EF564257.1 ';pra hircus serum amyloid A3.2 precursor, MRNA, complete cds 930 930 51% 0.0 97% 69739003 GW998992
DS Ka_Plawc20 | 903 | NL_ootomemez2 ‘l?un;!::xiéisbnsomal protein L29 (RPL29), mMRNA >gb|BC102218 1] Bos taurus ribosomal protein L29, mRNA (CDNA clone MGC:127232 IMAGE: 7945604), 1020 1020 | 7% 00 o5 | oo739000 | owessoes
s s | o[ cosns s por o e e e e e e R oo on [ we | e | 00 o | s | v
DS_K3_Plate1c23 |1072 BC123791.1 Bos taurus aquaporin 3 (Gill blood group), mRNA (cDNA clone MGC:143308 IMAGE:8232952), complete cds 816 816 62% 0.0 88% 69739006 GW998995
DS_K3_Platelc24 [1013 |NM_001009784.1 [Ovis aries actin, beta (ACTB), mRNA >gb|U39357.1|0AU39357 Ovis aries beta actin mRNA, complete cds 1341 |1341 80% 0.0 97% 69739007 GW998996
DS K3 Plateldol [1015 | AY911322.1 [Bostaurus clone IMAGE:7961461 beta-2-microglobulin mRNA, complete cds 1007 (1047 | 75% 00 |89% | 69739008 | GW99s997
DS K3 Plateld02 | 994 | EF092408.1 [Ovisaries breed Finn Dorset cytochrome c oxidase subunit 1 (COL) gene, complete cds; mitochondrial 1355 [1355 | 80% 00 |98% | 69739009 | Gw9ss99s
DS_K3_Plate1d04 [1071 | NM_001037443.1 :}l‘):"pﬂi:‘f:i;isbﬂsomﬂ protein S15A (RPS15A), mMRNA >gb|BC108231.1| Bos taurus ribosomal protein SI5A, mRNA (cDNA clone MGC:133517 IMAGE:8046838), 801 801 44% 0.0 97% 69739010 GW998999
DS_K3_Plate1d05 | 1100 BT059924.1 [Salmo salar clone ssal-rgg-510-022 40S ribosomal protein S25 putative MRNA, complete cds 113 113 % 2,00E-21 91% 69739011 GW999000
DS K3 Plateld06 |1069 | F4408451 [Ovisaries breed Merinoland sheep alpha si casein precursor (CSN1S1) mRNA, CSNLSL-C" allele, complete cds 904 |04 | s8% 00 |93% | 69739012 | Gw9s001
DS K3 Plateld07 |1016 |  X030731 [Bovine retinal mRNA for transducin beta-subunit 1153 [1153 | 74% 00 |93% | 69739013 | Gw9ge002
DS_Ka_Plateld0s |1020 | NM_001035065.1 :fg:l';:rr:sRs’\r‘rEl(lcrgjﬁliazIr;::rxgeéaqrz.:égusnz%fgg%ggesgklicamssrlueR:gjl) MRNA >gb|BC102987.1] Bos taurus small nuclear ribonucleoprotein DI polypeptide o6 | 026 o, 00 90 | oo7a0re | owessoos
DS K3 Plateldil |1038 | FP06737210 |Pig DNA sequence from clone CH242-220F6 on chromosome 2, complete sequence 468 | 577 | 8% |200E128 |96% | 69730015 | Gwo99004
DS K3 Plateldi3 |1055 | BC1028651 [Bostaurus ribosomal protein L13, mRNA (cDNA clone MGC:127884 IMAGE:7961743), complete cds 719 [719 | 4w 00 |96% | 69739016 | GW999005
T o N B e i T e I N N el
DS_K3_Plate1d15 |1081 AC102663.6 Mus musculus chromosome 6, clone RP23-244M15, complete sequence 50.0 50.0 6% 0.018 7% 69739018 GW999007
05 Ko leeidte | 1017 | N_ommgaarar s [Posaue :42%)1:?:4‘";1&;:;05.5" pReudogene 1 (XBPP1), MRNA >golBCL02639 1] Bos urts X-bax binding pratein pseudogene 1, mRNA (GONA clone MGC127699 | oo [ 1700 | 7% 00 loms | corssom | owessoos
DS K3 Plateldi7 | 908 | XR 0287862 |PREDICTED: Bos taurus misc RNA (LOC789688), miscRNA 179 | 179 | 13% |200E41 |93% | 69739020 | Gw99e009
DS_K3_Plate1d18 | 1042 FJ440845.1 Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 1240 |1240 71% 0.0 97% 69739021 GW999010
DS_K3_Plate1d19 [1006 | NM_001100363.1 ;"}ééﬂ:é\;ssgg/TsﬂAlgép:gﬂ:ggagtae vdz;\[}:jd[;f;:r;:s: 1-like (GPD1L), mRNA >gb|BC149966.1| Bos taurus glycerol-3-phosphate dehydrogenase 1-like, MRNA (cDNA clone 1269 | 1260 84% 0.0 93% 69739022 GW999011
o5_Ka_piteiazo | 991 | N oososara.s 005 s RNAINing mtf protin  (SEVE) A >GHECILE 0 1 Bo urs VA Bng Mol e 5. TRIA (6DNA dlre MGG 137681 0 |05 | 0% o0 loms | corssor | owessorz
DS_K3_Plate1d21 | 1017 BC108150.1 Bos taurus selenoprotein K, mRNA (cDNA clone MGC:133565 IMAGE:8056355), complete cds 1148 |1148 74% 0.0 93% 69739024 GW999013
DS_K3_Plate1d22 | 1014 FJ440845.1 Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 1254 |1254 2% 0.0 98% 69739025 GW999014
DS K3 Plateld23 |1018 | BC1021891 [Bostaurusimmunoglobulin light chain, lambda gene cluster, MRNA (cDNA clone MGC:127066 IMAGE:7943014), complete cds 87 827 | 74w 00 |8a% | 69739026 | GW9gs0Ls
DS_K3_Platele01 1011 BC146272.1 Bos taurus cDNA clone MGC:159411 IMAGE:8046548, complete cds 856 856 75% 0.0 85% 69739027 GW999016
DS_K3_Platele02 | 1006 | NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1406 [1406 | 87 00 [96% | 69739028 | Gwossor?
DS K3 Platele03 |1082 | BC1148011  |Bostaurusimmunoglobulin light chain, lambda gene cluster, mRNA (cDNA clone MGC:140380 IMAGE:8188713), complete cds 601 | 601 | 48% [LOOE168 |85% | 69739029 | GWe9901s
05_K3_Plae1e0s | 1172 | NM_oo1015073 1 [E05 85 WD feea Qo 67 (WDRG!), MRNA ~G1BCT 121 Bos e W reptdor 67, MRNA (ZONA cloe MGC137688 MAGE S167850) 5 | | 4% |acoctor |7om | cerseoam | oweesor
DS_K3_Platele05 |1012 | NM_001009378.1 |Ovis aries casein kappa (CSNG), mRNA >embX51822.1| Sheep kappa-Cn mRNA for kappa-casein 1269 [1269 | 81% 00 |95% | 69739031 | GW999020
DS_K3_Platele06 |1035 |NM_001046515.1 20;’\“3:2\;;%\;022:2?2613 OlaeonZ;Esa?&\ig&ﬂ;el%g&%ﬂ?ico%(pcleztﬁelzigoﬁ'FlO) mMRNA >gb|BC114793.1| Bos taurus chromosome 10 open reading frame 10 ortholog, 1052 | 1052 81% 0.0 88% 69739032 GW999021
DS K3 Platele07 | 746 | XM 0012534862 |PREDICTED: Bos taurus similar o transcription factor-like protein 4, transcript variant 2 (MLX), mRNA 361 | 361 | 51% |200E9 |s1% | 69730033 | Gwoagoz2
DS K3 Platele08 |1003 | EF4904551  |ovis aries cell-line 1LL2 mitochondrion, complete genome 1397 (1397 | 80w 00 |98% | 69739034 | Gw9ge023
DS_K3_Platele09 |1040 | XM 0012513582 |PREDICTED: Bostaurus similar to 60 ribosomal protein L5 (LOC783070), mRNA 300 |309 | 30% |100E-80 |82 | 69730035 | Gwo9go24
DS K3 Platelel0 |1012 | BC148016.1  |Bostaurus ribosomal protein S9, RNA (cDNA clone MGC:179248 IMAGE:7946025), complete cds 1110 (110 | 6o% 00 |95% | 69739036 | Gw9s025
DS_K3_Platelell | 960 | NM_001009366.1 |Ovis aries b in (BLG), mRNA 1/ Ovine mRNA for beta-lactoglobulin 380 [389 | 23% |200E104 |99% | 69739037 | Gwe9go26
DS K3 Platelel? |1078 | AL845498.9  |Mouse DNA sequence from clone RP23-222D20 on chromosome 2 Contains part of the Nebl gene for nebulette, complete sequence 500 |500 | 4% 0018 [80% | 69739038 | Gwogg027
DS_K3_Platele13 |1001 |NM_oo1t01173.1 oS taurus cull dissociated 1 (CANDL), mRNA >gblBC151594.1] Bos taurus cull ted and dissociated 1, MRNA 1307 [1397 | 8a% 00 |97% | 69730039 | Gwassozs
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DS_K3_Platelel4 675 BC102560.1 Bos taurus ribosomal protein $25, mRNA (cDNA clone MGC:127761 IMAGE:7962930), complete cds 848 848 3% 0.0 98% 69739040 GW999029
DS_K3_Platelel5 680 NM_001034051.1 g;};':i:{:iéisbﬂsﬁmﬂ protein L27 (RPL27), MRNA >gb|BC102313.1| Bos taurus ribosomal protein L27, mRNA (cDNA clone MGC:127451 IMAGE:7949169), 832 832 72% 0.0 97% 69739041 (GW999030
DS K3 Platelel6 | 994 | XM 6132173 |PREDICTED: Bostaurus cingulin (CGN), mRNA 1025 [1025 | sew 00 |98% | 69739042 | GW9903L
DS K3 Platelel7 |1021 | XR 0280162 |PREDICTED: Bostaurus misc RNA (LOC539596), miscRNA 902 |02 | s2% 00 % | 69739043 | GWeggos2
DS_K3_Platelel8 |[1011 BT021482.1 Bos taurus ribosomal protein L5 (RPL5), mRNA, complete cds 1306 | 1306 83% 0.0 94% 69739044 GW999033
DS_K3_Platele19 811 NM_001009378.1 |Ovis aries casein kappa (CSN3), mRNA >emb|X51822.1| Sheep kappa-Cn mRNA for kappa-casein 955 955 1% 0.0 97% 69739045 GW999034
DS_K3_Platele21 895 BC102865.1 Bos taurus ribosomal protein L13, mRNA (cDNA clone MGC:127884 IMAGE:7961743), complete cds 917 917 62% 0.0 96% 69739046 GW999035
DS K3 Platele22 | 999 | EF4904561  |ovis aries cell-line OLL1S mitochondrion, complete genome 1359 [1359 | 77% 00 |99% | 69739047 | GW99036
05K Plaete2s | 1027 | NM_oo1055014.1[E05 B MOchomal i L23 (RPLZ3), RNA >GDIBCIOZS5E 1] Bos s 100s0mal prten L23, WRNA (CDNA cloe MGC 127875 IMAGE 7052402, 09 |20 | 3%  |oooeiss |so% | corasoss | oweesost
DS_K3_Platele24 |1067 EF168088.1 Sus scrofa clone KVL11996 microsatellite sequence 502 502 57% 1,00E-138 | 75% 69739049 GW999038
DS_K3_Plate1f01 1005 BC102490.1 Bos taurus ribosomal protein SA, mRNA (cDNA clone MGC:127394 IMAGE:7952265), complete cds 1227|1227 84% 0.0 92% 69739050 GW999039
DS K3 Platelfo2 |1026 | BT021029.1  |Bos taurus cytochrome c oxidase subunit IV isoform 1 (COX4I1), MRNA, complete cds 901 |01 | s9% 00 |96% | 69739051 | GW999040
DS K3 Platelfo4 | 1042 | NM_001009366.1 |Ovis aries b (BLG), MRNA >emb) 1/ Ovine MRNA for beta-lactoglobulin 810 |810 | s6% 00 |91% | 69739052 | Gwosg04L
DS_K3_Plate1f05 995 X16482.1 [Sheep MRNA for beta-casein 1402 | 1402 90% 0.0 95% 69739053 GW999042
DS_K3_Plate1f06 933 XM_001916993.1 |PREDICTED: Equus caballus dedicator of cytokinesis 4 (DoCK4), mMRNA 313 313 39% 1,00E-81 80% 69739054 GW999043
DS K3 Platelfo7 | 991 | DQ868526.1  |Bos taurus IgG Fe fragment receptor mRNA, complete cds 679 |679 | 4% 00 |96% | 69739055 | Gwogg044
DS K3 Platelfos |1023 | BCL48013.1  |Bos taurus ribosomal protein L14, mRNA (cDNA clone MGC:179272 IMAGE:7941970), complete cds 1124 [1124 | 72% 00 |94% | 69739056 | GW999045
DS_K3_Platelf09 |1020 | NM_001024541.1 |Bostaurus ribosomal protein S15 (RPS15), mRNA >gb|AY911317 1] Bos taurus clone IMAGE:7961456 ribosomal protein S15-like mRNA, complete cds 794 [ 794 | asw 00 [o7% | 69730057 | Gwegsose
DS_K3_Plate1fl0 |1053 | NM_001078069.1 g‘;'fg’(“;;'"”':;?I"]ye'd‘;s'r“n;‘msz‘gﬁfE'I‘g"”e’::épcwl’;{gi;mﬂz?ﬁ;‘g’%"gﬂ’“&zze MRNA >gbIBC126693.1]Bos taurus protein yrosine phosphatese, non-Teceplor | g79 | g1 | 095 00 4% | 69739058 | Gwe9g047
SRR P Fyp—— |§_uuss Taurus transeription factor 12 (TCF12), MRNA >GbJBCI26561 1] Bos taurus ranscription factor 12, mRNA (cDNA lone MGC:142325 IMAGE B185049), COmPIete | 13~ | 1393 | o190 00 lore | coraoss | owessoss
DS K3 Platelfl2 | 796 | AFO132151  |Bos taurus ribosomal protein S2 mRNA, partial cds 607 | 607 | 44% [300E470 |97% | 69739060 | GWe99049
DS_K3_Plate1f13 1018 | NM_001009378.1 [Ovis aries casein kappa (CSN3), MRNA >emb|X51822.1| Sheep kappa-Cn mRNA for kappa-casein 989 989 53% 0.0 100% 69739061 GW999050
DS_K3_Plate1fl5 | 1026 BC102865.1 Bos taurus ribosomal protein L13, mRNA (cDNA clone MGC:127884 IMAGE:7961743), complete cds 538 538 45% 1,00E-149 | 86% 69739062 GW999051
o5 i | 1ot S e T, O o ) e b oo T PRI TS b e | 6 [ | sinfocears s | eron | v
05_K3_Platelfl7 | 999 | NM_ 0010336131 ‘t:adn: taurus ribosomal protein 52 (RPS2), MRNA >gb|BC102227.1] Bos taurus ribosomal protein 52, mRNA (cDNA clone MGC:126925 IMAGE:7929390), complete 27 1272 | % 00 9% | o9739062 | Gwess0ss
DS_K3_Plate1f18 978 BC102490.1 Bos taurus ribosomal protein SA, mRNA (cDNA clone MGC:127394 IMAGE:7952265), complete cds 513 513 35% 6,00E-142 | 92% 69739065 GW999054
[SPATEPTR P e—— |§_duss aurus rbosomal protein S20 (RPS20), MRNA >gblBC103289 1] Bos faurus ibosomal protein S20, mRNA (cONA clone MGC126632 IMAGEBLIOATS), cOmiIete | 522 | 532 | aa90 00 lose | corsoss | owessoms
DS_K3_Plate1f20 | 1000 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1326|1326 83% 0.0 96% 69739067 GW999056
DS_K3_Plate1f21 890 BC053726.1 Mus musculus interferon alpha responsive gene, MRNA (cDNA clone IMAGE:30061379), with apparent retained intron 62.6 62.6 4% 3,00E-06 93% 69739068 GW999057
g e T e el P8 3 B T A e
DS K3 Platelf23 | 996 | BT030513.1  |Bos taurus ribophorin Il (RPN2), mRNA, complete cds 1281 [1261 | 82w 00 |95% | 69739070 | GW99059
DS_K3_Plate1f24 |1118 FN599527.1 Bubalus bubalis partial MRNA for serum amyloid A protein (saa gene) 217 217 27% 6,00E-53 76% 69739071 GW999060
DS_K3_Plate1g01 931 CT027994.2 M.spretus DNA sequence from clone XX-CH35_17P24 on chromosome 7, complete sequence 64.4 64.4 6% 8,00E-07 85% 69739072 GW999061
05.K_Plattgnz | 1037 | N oo1aasos [P0 s Tl L2 (RPLZ3), RN > GHBCI025S6 1 i ol 25, mRWA (SONA el MGC: 27675 IWAGET96240) o oo | som 00 lore | corsors | owesson
o g o0 | e O T o s s T ey S e e o B | 1y | | o s | ommre | ownos
DS_K3_Plate1g04 | 1010 X62916.1 B.taurus mRNA for immunoglobulin G1 heavy chain 798 798 72% 0.0 84% 69739075 GW999064
DS_K3_Platelg05 | 1046 |NM_001009795.1 |Ovis aries alpha-SL-casein (csnisL), mRNA >emb|X03237.1] Sheep mRNA for alpha-S1-casein 500 500 | 27% [400E-138 [98% | 69730076 | Gwaggoss
05.K_Pattgos | 647 | NN o0t0gzr271|(Cropu eV MGCOATI0 prtin (WGCEALE0) mRNA> BT A214 Xenopis v MCCOALSE o, mRNA (DN dlore WGCHATIE WAGESOSLIAD. |65 a0 | w0 | roneon [som | coraoorr | cwssooss
DS_K3_Plate1g07 |1059 |[XM_001251892.2 |PREDICTED: Bos taurus similar to 60S ribosomal protein L5 (LOC784446), MRNA 462 462 33% 9,00E-127 | 89% 69739078 GW999067
DS_K3_Plate1g08 944 XM_864732.3 PREDICTED: Bos taurus A kinase (PRKA) anchor protein 8-like, transcript variant 3 (AKAPSL), mRNA 527 527 48% 3,00E-146 | 85% 69739079 GW999068
DS K3 Platelg0d | 810 | AF1726961 [Ovisaries clone 53 immunoglobulin light chain variable region (IGLV) MRNA, partial cds 212 [212 | 22% |300E51 |86% | 69739080 | GW99goe9
DS K3 Platelgl0 |1120 | XM 8692192 [PREDICTED: Bos taurus similar to hCG23722 (LOC617040), mRNA 306 |306 | 3% |200E79 |77% | 69739081 | Gweage70
DS_K3_Platelgll |1029 XR_027546.2 PREDICTED: Bos taurus misc_RNA (LOC782776), miscRNA 560 560 47% 4,00E-156 | 86% 69739082 GW999071
DS_K3_Plate1g12 | 1019 XM_869219.2 PREDICTED: Bos taurus similar to hCG23722 (LOC617040), mRNA 755 755 42% 0.0 98% 69739083 GW999072
DS_K3_Plate1g13 | 1057 X56933.1 B.taurus mRNA, alternative polyadenylation signals 259 259 62% 2,00E-65 70% 69739084 GW999073
05,13 Piawtote | 1070 | Beisonsat |§_uoss Taurts Solute cafer Tamily 26 (MROCKONGIal arer, adenine nucleotide Gamsocator), member 6, mRNA (cONA clone MGC 166054 IMAGEB634856), comete | o | 471 | s |2cocazo | 62v | covaoss | owosoora
DS_K3_Plate1g15 |1033 XR_028654.2 PREDICTED: Bos taurus misc_RNA (LOC514507), miscRNA 504 504 52% 3,00E-139 | 81% 69739086 GW999075
DS_K3_Plate1g17 | 1065 EF564275.1 [Capra hircus ribosomal protein S18 (RPS18) mRNA, complete cds 753 753 44% 0.0 94% 69739087 GW999076
DS_K3_Plate1g18 991 AC150492.4 Bos taurus BAC CH240-454H24 (Children's Hospital Oakland Research Institute Bovine BAC Library complete sequence 735 853 85% 0.0 69739088 GW999077
05.1_Plattgis | 706 | NN 0010312701 [P e OB ucleRNA g ot (CIRGP). A >GH 1021731 Bk s cold el RNA Hnding prten, RNA CONA one WECTZI0R | e [ G54 | ame o0 loms | corasom | owessors
DS_K3_Plate1g20 | 1048 M34676.1 [Sheep MHC class | protein gene, complete cds 181 181 23% 4,00E-42 7% 69739090 GW999079
DS_K3_Plate1g21 | 1052 [NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mMRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 906 906 66% 0.0 90% 69739091 GW999080
DS_K3_Plate1g22 | 1066 BC102324.1 Bos taurus B-cell receptor-associated protein 31, mRNA (cDNA clone MGC:127335 IMAGE:7951282), complete cds 1132 1132 73% 0.0 93% 69739092 GW999081
DS K3 Platelg23 | 1260 | AL672277.20 |Human DNA sequence from clone RPL1-309M23 on chromosome X contains a novel gene and a ribosomal protein L14 (RPL14) pseudogene, complete sequence 80 |860 | 27% |300E-3 |68% | 69739093 | GW999082
DS_K3_Platelg24 | 1030 |NM_001009366.1 [Ovis aries be (BLG), MRNA >emb) 1]Ovine mRNA for beta-lactoglobulin 1076 [1076 | 72% 00 |92% | 69739004 | Gwooo0s3
DS_K3_Plate1h01 899 BC134702.1 Bos taurus cDNA clone IMAGE:7944277 684 684 45% 0.0 96% 69739095 GW999084
DS_K3_Platelh02 |1114 |NM_001009378.1 |Ovis aries casein kappa (CSN3), mRNA >emb|X51822.1| Sheep kappa-Cn mRNA for kappa-casein 657 | 657 35% 00 97% | 69739096 | GW999085
DS K3 Plateth03 |1019 | AY73468L1 [Ovisaries immunoglobulin lambda light chain constant region segment 1 mRNA, partial cds 755 | 755 | 43 00 |97% | 69739097 | Gwososs
55,13 Piathos | 1099 |t ootoanser |§_uoss Taurus bosamal protein 21 (RPSZ1), MRNA >gblBCI08180.1] Bos aurus ibosormal protein SZ1, mRNA (cONA clone MGC 133562 IMAGEB0ES700), comiee | oy | 56 | oo ocor1ao | 5% | covasoss | owosoos
DS_K3_Plate1h05 |1002 [NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1335 |1335 85% 0.0 95% 69739099 GW999088
DS_K3_Plate1h06 | 1014 [NM_001159413.1 |Bos taurus guanylate kinase 1 (GUK1), transcript variant 3, nRNA 140 140 14% 1,00E-29 81% 69739100 GW999089
DS_K3_Platelh07 | 1031 |XM_0012515412 |PREDICTED: Bos taurus similar to ribosomal protein L15 (RPL1S), mRNA 1054 [1054 | 4% 00 |95% | 69739101 | GW999090
DS K3 Platelh08 | 1051 | XR 0274572  |PREDICTED: Bos taurus misc RNA (LOC510333), miscRNA 118 |18 | 18% |400E23 |73% | 69739102 | GW999091
DS_K3_Platelh10 | 1005 |XM_001251358.2 |PREDICTED: Bos taurus similar to 60S ribosomal protein L5 (LOC783070), mRNA 426 [426 | 35% 6006116 |87% | 69739103 | GW999092
DS_K3_Plate1h12 | 1031 AJ780930.1 Bos taurus gart gene, son gene, donson gene and cryzl1 gene 1299 |1299 76% 0.0 97% 69739104 GW999093
DS_K3_Platelhi3 |1040 | CR7496061  |Homo sapiens mRNA; cCONA DKFZp686D09128 (from clone DKFZp686D09128) 170 |10 | 20% [sooese [78% | 69739105 | Gwossoss
DS_K3_Platelh14 |1010 |NM_001009795.1 |Ovis aries alpha-SL-casein (csnisL), mRNA >emb|X03237.1] Sheep mRNA for alpha-S1-casein 1220 (1220 | 77% 00 |s% | 69730106 | Gweggoss
DS_K3_Platethts | 1087 | NW_00103505.0 gu;;:‘r:iélsbosomal protein L28 (RPL28), MRNA >gb|BC102344.1] Bos taurus ribosomal protein L28, mRNA (CDNA clone MGC:127438 IMAGE: 7947058), w2 |2z 2% |acoetz | oom so739107 | oweseoss
DS_K3_Platelh18 [1082 |NM_001035503.1 CBDD:':)?:‘V:;;LDOSONN protein L28 (RPL28), MRNA >gb|BC102344.1| Bos taurus ribosomal protein L28, mMRNA (cDNA clone MGC:127438 IMAGE:7947058), 414 414 23% 4,00E-112 | 96% 69739108 GW999097
DS K3 Platelh1d |1142 | BCI513381 [Bostaurustubulin folding cofactor D, mRNA (cDNA clone MGC:166138 IMAGE:8096702), complete cds 77a | 774 | s 00 |87% | 69739100 | Gw9s098
DS K3 Plateth20 |1027 | BC1423801 [Bostaurus cytochrome b-245, alpha polypeptide, MRNA (cDNA clone MGC:166045 IMAGE:8632874), complete cds 488 | 488 | 43% |200E134 |84% | 69739110 | GW999099
DS_K3_Plateth2l | 934 | NM_1766411 |Bos taurus sequestosome 1 (SQSTML), mRNA >gbJBC108087.1] Bos taurus sequestosome 1, mRNA (cDNA clone MGC:127197 IMAGE:7945833), complete cds 762 | 762 | 58% 00 |90% | 69739111 | Gweselo0
DS K3 Platelh22 |1031 | BC1268491 [Bostaurus ribosomal protein S8, mRNA (cDNA clone MGC:157088 IMAGE 8438890), complete cds 735|735 | 4% 00 |o7% | o701tz | Gwosslor
DS K3 Platelh23 |101L | F4408451  [Ovisaries breed Merinoland sheep alpha si casein precursor (CSN1S1) mRNA, CSNLSL-C" allele, complete cds 1153|153 | 74% 00 |95% | 69739113 | Gwoseloz
DS K3 Plateth24 |1057 | AJ249734.1 [Capra hircus mRNA for glycosylation-dependent cell achesion molecule-1 (GLYCAM1 gene) 524|524 | 6% [300E-45 |77% | 69730114 | GW999103
DS K3 Plateli0l | 1026 | AB098986.1  |Bos taurus mRNA for similar to heregulin-betal, partial cds, clone: ORCS11678 91 [o21 | s 00 |98% | 69739115 | Gwosl04
e o T Ty o 4 Tie 2 (WORFALZ), TR >GbBCLAGE00.1] B0 aurusmoriny factor 4 e 2, IRNA (GONA con MGC 166351 IWAGE 236805, | 100 1009 | oo 50 lome | cormois | owesoros
DS K3 Plateli03 | 1002 | NM 173969.3  |Bos taurus vimentin (VIM), mRNA >gb[BCL18269.1] Bos taurus vimentin, mRNA (cDNA clone MGC:139781 IMAGE:8282574), complete cds 1207 1207 | 819 00 [oaw | 69730117 | owegeios
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DS_K3_Plateli05 | 1081 XM_608337.4 PREDICTED: Bos taurus similar to WD repeat domain 37 (WDR37), MRNA 805 805 46% 0.0 95% 69739118 GW999107
DS K3 Plateli0s | 1035 | NM_001046075.1 |B9S 2UrUs acetwf?nelgﬁ//'-\n?cgﬁlﬁ%ﬁ?e“i:l%?ié;:ﬁﬁ;&gégg‘;’:geﬂle),ecn:rzdpilz?e"c|(iilsomund(ial protein, MRNA >gb|BC113328.1] Bos taurus acetyl-Coenzyme A 26 | 286 18% 200673 | 92% 60730119 | Gwogo108
DS_K3_Plateli07 1070 | AL008634.1  [Human DNA sequence from clone RP3-396D17 on chromosome 1p33-35.3 Contains EST, STS, GSS, complete sequence 698 | 698 6% 300E-08 |83% | 69739120 | GW999109
DS_K3_Plateli08 1021 |XM_001172059.1 [PREDICTED: Pan troglodytes CD84 antigen (leukocyte antigen), transcript variant 4 (CD84), mRNA 149 | 149 | 30% [400E-32 [71% | 69739121 | GW999110
DS K3 Plateli09 | 1013 | NM_001076801.1 zgﬁ:rculzﬁgr&rgl)csorg;;;opeggadlng f';xmoe GC(Z]rtrl\rlFﬂlugd(CYngur'SZ) mRNA >gb|BC123408.1| Bos taurus chromosome 19 open reading frame 62 ortholog, mRNA {5, [ 1104 76% 0.0 % 60730122 | Gwego111
DS_Ka_Platetitd | 1018 | NM_001046357.1 W%mm&ﬂmm mitochondrial protein, mMRNA >gbjBC112716.1] Bos taurus transmembrane protein 173, 1059 | 1059 5% 00 9% 59739123 | Gwossiiz
DS_K3_Platelill [1019 [NM_001009795.1 [Ovis aries alpha-S1-casein (csnisl), mRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1279 1279 | 80% 00 96% | 69739124 | GW999113
DS_K3 Platelil2 |1049 | NM_001075462.1 ﬁ;;‘ggﬁ;iz";ggs(?;i;';‘;;eedcz;mem 35 (IFI35), mRNA >gb|BC122808.1| Bos taurus interferon-induced protein 35, mRNA (cDNA clone MGC:152255 949 949 61% 0.0 93% 69739125 GW999114
DS_K3_Plateli13 |1032 |NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 466 466 47% 1,00E-127 69739126 GW999115
DS Ka_Platetite | 992 | NM_001128501.1 Igi:‘;a:ﬂrésc Figgé 231 ’\‘//I\gjerégega; ;fg?mc :%r::la;;n;gd 512 (FBXW12), mRNA >gbBC103020.1] Bos taurus F-box and WD repeat domain containing 12, MRNA (@NA | e[ oo™ oo 00 0a% | 6o7a0127 | owoesoiis
DS_K3_Platelil5 |1079 BC102695.1 Bos taurus ribosomal protein, large, P1, mRNA (cDNA clone MGC:127703 IMAGE:7955197), complete cds 824 824 11% 4,00E-12 75% 69739128 GW999117
DS_K3_Plateli17 |1030 AC022748.10 Homo sapiens chromosome 15, clone RP11-160C18, complete sequence 123 123 40% 1,00E-24 67% 69739129 GW999118
DS_K3_Platelil8 | 879 BC102490.1  |Bostaurus ribosomal protein SA, MRNA (cDNA clone MGC:127394 IMAGE:7952265), complete cds 1047 1047 | 74% 00 94% | 69739130 | GW999119
DS_K3_Platelil9 |1049 | AC1463775 [Pan troglodytes BAC clone RP43-79B6 from chromosome 7, complete sequence 434|434 | 75%  [600E-118 |72% | 69739131 | GW999120
DS_K3_Plateli20 | 870 BC149632.1  [Bostaurus clusterin, mRNA (cDNA clone MGC:159672 IMAGE:8581039), complete cds 565 |565 | 4206  [L00E-157 |93% | 69730132 | GW999121
DS_K3_Plateli21 | 1052 NM_176612.1 Bos taurus high-mobility group box 1 (HMGBL1), mRNA >emb|X12796.1| Bovine mRNA for high mobility group 1 (HMG1) protein 340 340 48% 1,00E-89 75% 69739133 GW999122
DS_K3_Plate1i22 985 NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1355 |1355 84% 0.0 96% 69739134 GW999123
5. Ka_Platetiza | 953 | NM_001034051.1 g;:‘ :;a:‘r:z [;lshusumal protein L27 (RPL27), MRNA >gb[BC102313.1] Bos taurus fibosomal protein L27, mRNA (cDNA clone MGC: 127451 IMAGE:7949169), 100 | 100 | 1% |100E1s |so% | corserss | oweserzs
DS_K3_Platelj02 1044 |NM_001009366.1 [Ovis aries by (BLG), mRNA >emb]. 1] Ovine MRNA for beta-lactoglobulin 235 [235 | 20% [300E58 |77% | 69739136 | GW999125
DS_K3_Plate1j03 996 NM_001009795.1 |Ovis aries alpha-S1-casein (csn1s1), mMRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1388 |1388 85% 0.0 96% 69739137 GW999126
DS_K3_Plate1j04 |1014 [NM_001009378.1 |Ovis aries casein kappa (CSN3), mRNA >emb|X51822.1| Sheep kappa-Cn mRNA for kappa-casein 1258 |1258 73% 0.0 97% 69739138 GW999127
DS_K3_Platelj06 1052 | XM_001249987.2 [PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEFLAL), mRNA 810 |[810 [ 50% 00 94% | 69739130 | GW999128
DS_K3_Platelj07 1059 |XM_001917510.1 [PREDICTED: Equus caballus similar to alpha 1,2-mannosidase (LOC100147103), mRNA 147 | 147 | 56%  |L00E-31 [68% | 69739140 | GW999129
DS_K3_Plate1j08 | 1024 [NM_001009795.1 |Ovis aries alpha-S1-casein (csn1s1), mMRNA >emb|X03237.1| Sheep mRNA for alpha-S1-casein 1281 |1281 78% 0.0 96% 69739141 GW999130
DS_K3_Plate1j09 | 1001 BC102789.1 Bos taurus ribosomal protein S3A, mRNA (cDNA clone MGC:127088 IMAGE:7943245), complete cds 1240 |1240 92% 0.0 0% 69739142 GW999131
DS K3_Plateljl0 | 1018 | NM_001033613.1 Bos taurus ribosomal protein S2 (RPS2), MRNA >gb|BC102227.1] Bos taurus ribosomal protein S2, mRNA (cDNA clone MGC:126925 IMAGE:7929390), complete 1104 | 1108 74% 00 93% 0730143 | Gwosorse
DS_K3 Plateljll | 989 | XM_584508.4 [PREDICTED: Bostaurus similar to leucine rich repeat containing 8 family, member E (LRRCSE), mRNA 228 | 228 15%  [500E-56 |92% | 69730144 | GW999133
DS_K3_Plate1j12 869 NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 939 939 60% 0.0 99% 69739145 GW999134
DS_K3_Plate1j13 700 BC102500.1 Bos taurus ribosomal protein S12, mRNA (cDNA clone MGC:127883 IMAGE:7953998), complete cds 571 571 48% 3,00E-159 | 97% 69739146 GW999135
DS_K3_Plate1j14 | 1046 AC026806.5 Homo sapiens chromosome 19 clone LLNLR-271E7, complete sequence 107 107 17% 1,00E-19 73% 69739147 GW999136
DS_K3_Plateljl7 | 924 AB168426.1  [Macaca fascicularis testis cCDNA clone: QtsA-12056, similar to human hypothetical protein MGC3067 (MGC3067), mRNA, RefSeq: NM_024295.3 199 | 199 | 59%  |200E-47 [68% | 69739148 | GW999137
DS_K3 Plateljl8 1020 | BC102608.1 [Bos taurus ribosomal protein S8, MRNA (cDNA clone MGC:127751 IMAGE:30957337), complete cds 1202 1202 | 69% 00 97% | 69739149 | GW999138
DS K3 Platelj1o | 1010 | NM_001035296.1 Bcnsr\v;aAums:lﬁggticzt;r;sala:’i;;gg?agggflag(o;;,“sul::enictdt (EIF3L), mRNA >gb[BC102112.1] Bos taurus eukaryotic translation initiation factor 3, subunit L, mRNA [0 [ 2 0% 00 91% 60730150 | Gwo99139
DS _K3 Platelj20 |1041 | BC1497321  [Bostaurus lymphotoxin beta (TNF superfamily, member 3), mRNA (cDNA clone IMAGE:8430047), partial cds 572|572 | 350  [L00E-159 |94% | 69730151 | GW999140
DS_K3_Plateljz1 | 915 | NM_001075581.1 g;; ;?ﬁ(e“i élslmsumal protein L11 (RPL11), MRNA >gbJBC102524.1] Bos taurus fibosomal protein L11, mRNA (cCDNA clone MGC:127967 IMAGE:7956291), 07 | 957 | o5% 00 9% | 69730152 | owoesotal
DS_K3_Plate1j22 | 1059 BC109743.1 Bos taurus H2A histone family, member Z, mRNA (cDNA clone MGC:133929 IMAGE:8065476), complete cds. 917 917 61% 0.0 91% 69739153 GW999142
DS_K3_Plate1j23 | 1055 [NM_001009366.1 |Ovis aries b in (BLG), mMRNA 1/ Ovine mRNA for beta-lactoglobulin 787 787 69% 0.0 84% 69739154 GW999143
DS_K3_Platelk0l [1045 |NM_001009784.1 |Ovisaries actin, beta (ACTB), mRNA >gb|U39357.10AU39357 Ovis aries beta actin mRNA, complete cds 825 |825 | 65% 00 87% | 69739155 | GW999144
DS_K3_Platelk03 [ 1055 |NM_001009778.1 |Ovis aries aldehyde dehydrogenase 1 family, member Al (ALDH1AL), mRNA >gb|U12761.10AU12761 Ovis aries aldehyde dehydrogenase mRNA, complete cds 1418 |1418 | 82% 00 96% | 69739156 | GW999145
DS_K3_Platelko4 | 857 EF564265.1  [Capra hircus glycosylation-dependent cell adhesion molecule-1 (GLYCAML) mRNA, complete cds 1004|1004 | 73% 00 98% | 69739157 | GW999146
DS K3 Platelk05 | 1042 | NM_001163808.1 ﬁ\:;g\g\;szg\;ii%g-;tzlol:w:;r:eirlsgnlaining 72 (CCDC72), mRNA >gb|BC126807.1| Bos taurus hypothetical LOC615251, MRNA (cDNA clone MGC:148581 780 | 780 4% 00 07% 60730158 | Gwo00147
DS_K3._Plaelk0s | 1143 | NML001076016.1 ﬁw“i\'é“é“ai gcsltl;es\is)c% ::Iy:‘:.g dcsnmalnlng 22 (CCDC22), MRNA >gbBC114868.1] Bos taurus coiled-coil DSmain containing 22, MRNA (cDNA clone MGC:140310 324 | s24 | 25% |800E8s |saw | coraoise | owosetds
DS_K3_Plate1k09 984 X59836.1 C.hircus mRNA for as1-casein 1434 | 1434 88% 0.0 97% 69739160 GW999149
DS_K3_Platelk10 | 988 AY319519.1 Ovis aries type 11 in-releasing hormone receptor-like gene, complete sequence 1204|1204 82% 0.0 92% 69739161 | GW999150
DS_K3_Platelkll |1041 |NM_001033613.1 ISlD: taurus ribosomal protein S2 (RPS2), MRNA >gb[BC102227.1| Bos taurus ribosomal protein S2, mRNA (cDNA clone MGC:126925 IMAGE:7929390), complete 295 295 30% 4,00E-76 81% 69739162 GW999151
DS_K3_Platelk12 [1012 |NM_001009784.1 |Ovisaries actin, beta (ACTB), MRNA >gb|U39357.10AU39357 Ovis aries beta actin mRNA, complete cds 1323 1323 | 81% 00 96% | 69739163 | GW999152
DS_K3_Plate1k13 816 BC151555.1 Bos taurus ribosomal protein L3, MRNA (cDNA clone MGC:179278 IMAGE:8976472), complete cds 1036 | 1036 73% 0.0 98% 69739164 GW999153
DS_K3_Platelkl4 [1053 |NM_001035503.1 ?;:;r:i;isbnsomal protein L28 (RPL28), MRNA >gb|BC102344.1| Bos taurus ribosomal protein L28, mRNA (cDNA clone MGC:127438 IMAGE:7947058), 812 812 46% 0.0 97% 69739165 GW999154
DS_K3_Platelk15 [1041 | CP00158L.1  |Clostridium botulinum A2 str. Kyoto, complete genome 500 |500 4% 002 [84% | 69739166 | GW999155
DS_K3_Platelk16 |1011 |NM_001076966.1 |Bostaurus CTP synthase Il (CTPS2), mRNA >gb[BC114742.1| Bos taurus CTP synthase I, mRNA (cDNA clone MGC:137978 IMAGE:8083522), complete cds 1308 (1308 [ 75% 00 98% | 69739167 | GW999156
DS_K3_Plate1k17 | 1024 X16482.1 [Sheep MRNA for beta-casein 1223 |1223 75% 0.0 96% 69739168 GW999157
DS_K3_Platelk18 | 997 $53077.1 Ovis aries CD3 epsilon chain mRNA, complete cds 1319 1319 | 84% 00 95% | 69739169 | GW999158
DS_K3_Platelk19 [1051 BC102286.1 Bos taurus guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1, MRNA (cDNA clone MGC:127528 IMAGE:7947024), complete cds 1124|1124 65% 0.0 95% 69739170 | GW999159
DS_K3_Platelk20 | 992 BC133430.1  |Bostaurus ribosomal protein L6, MRNA (cDNA clone MGC:148603 IMAGE:8113933), complete cds 1083 1083 | 69% 00 95% | 69739171 | GW999160
DS_K3 Platelk2l [1016 | BC151688.1  |Bostaurus cDNA clone IMAGE:8393772, containing frame-shift errors 1303 1393 | 85% 00 96% | 69739172 | GW999161
DS_K3_Plate1k23 |1111 |NM_001080241.2 |Bos taurus hepsin (HPN), mRNA >gb|BC140636.1| Bos taurus hepsin, mMRNA (cDNA clone MGC:148484 IMAGE:8196479), complete cds. 1005 | 1005 61% 0.0 93% 69739173 GW999162
DS_K3_Platell05 | 1016 |NM_001076998.1 ‘li:);u?:‘r:iéisbnsomal protein L13a (RPL13A), mRNA >gb|BC103039.1| Bos taurus ribosomal protein L13a, MRNA (cDNA clone MGC:128198 IMAGE:7984430), 1139|1139 65% 0.0 97% 69739174 GW999163
DS_K3_Plateli06 | 1020 X69797.1 0.aries MRNA for immunoglobulin gammal chain secreted form 013 [9o13 [ 75% 00 85% | 69739175 | GW999164
DS_K3_Platell08 |1047 |XM_001790296.1 [PREDICTED: Bos taurus similar to mCG10725 (LOC785691), MRNA 821 821 | 44% 00 98% | 69739176 | GW999165
DS_K3_Plate1l09 | 1022 |XM_001479826.1 |PREDICTED: Mus musculus similar to Gene model 672, (NCBI) (LOC100048138), mMRNA 86.0 86.0 23% 4,00E-13 69% 69739177 GW999166
DS_K3_Plate1l10 | 1068 XR_028808.2 PREDICTED: Bos taurus misc_RNA (LOC519422), miscRNA 699 699 56% 0.0 85% 69739178 GW999167
DS_K3_Platell11 1005 |XM_001249987.2 [PREDICTED: Bos taurus similar to eukaryotic translation elongation factor 1 alpha 1, transcript variant 1 (EEF1AL), mRNA 1380 |1380 | 82% 00 97% | 69739179 | GW999168
DS_K3_Platell12 1060 [NM_001009363.1 [Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1011 1011 | 71% 00 91% | 69739180 | GW999169
DS_K3_Platell14 1048 |NM_001014928.1 (Bos taurus ribosomal protein L7 (RPL7), mRNA >gb[BT021516.1| Bos taurus ribosomal protein L7 (RPL7), MRNA, complete cds 1007 1007 | 66% 00 95% | 69739181 | GW999170
DS_K3_Plate1l15 897 NM_001075443.1 |Bos taurus lactate dehydrogenase D (LDHD), nuclear gene encoding mitochondrial protein, MRNA 178 178 14% 8,00E-41 88% 69739182 GW999171
DS K3_Platell16 | 982 | NM_001075581.1 z::;u?:{euiéisbnsomal protein L11 (RPL11), mRNA >gb[BC102524.1| Bos taurus ribosomal protein L11, mRNA (cDNA clone MGC:127967 IMAGE:7956291), a3 | gos 56% 00 95% oraeiss | Gweserr2
DS_K3_Platell21 | 989 AC149694.4  [Bos taurus BAC CH240-423C21 (Children's Hospital Oakland Research Institute Bovine BAC Library complete sequence 439 %" 20%  |LOOE-119 [96% | 69739184 | GW999173
DS_K3_Platell22 1010 [NM_001009366.1 [Ovis aries b in (BLG), MRNA 1| Ovine mRNA for beta-lactoglobulin 783 | 783 | 64% 00 87% | 69739185 | GW999174
DS_K3_Plate1l23 | 999 F1440845.1  |Ovis aries breed Merinoland sheep alpha s casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 1236 1236 | 74% 00 97% | 69739186 | GW999175
DS_K3 Platell24 1144 |NM_001009366.1 [Ovis aries bet (BLG), mRNA >emb]. 1] Ovine mRNA for beta-lactoglobulin 794 | 794 | 50% 00 91% | 69739187 | GW999176
DS_K3_Platelm01 [1049 |NM_001009202.1 |Ovis aries ubiquitin C (UBC), mRNA >gbAF038129.1/AF038129 Ovis aries polyubiquitin mRNA, complete cds 1077|2681 | 72% 00 92% | 69739188 | GW999177
DS_K3_Platelm02 [1066 | XM_5903814  |PREDICTED: Bos taurus cofactor of BRCAL (COBRAL), mRNA 652|652 | 51% 00 85% | 69739189 | GW999178
DS_K3_Platelm03 [1020 | BC102383.1  |Bostaurus CD74 molecule, major histocompatibility complex, class 11 invariant chain, mRNA (cDNA clone MGC:127643 IMAGE:7947216), complete cds 616 |[616 | 43%  [900E-173 |91% | 69739190 | GW999179
DS_K3_Platelm04 [1063 | BC041700.1  |Homo sapiens rabaptin, RAB GTPase binding effector protein 1, mRNA (cDNA clone MGC:48839 IMAGE:6046320), complete cds 416 | 416 | 66%  [200E-112 |73% | 69739191 | GW999180
DS_K3_Platelm05 | 790 BC102560.1  |Bostaurus ribosomal protein 525, MRNA (CDNA clone MGC:127761 IMAGE:7962930), complete cds 807|807 | s579% 00 99% | 69739192 | GWo99181
DS_K3_Platelm06 [1011 |NM_001127243.1 |Bos taurus ornithine decarboxylase antizyme 1 (OAZ1), mRNA 441 | 441 | 55%  [400E-120 |78% | 69739103 | GW999182
Bos taurus similar to Polycystic kidney disease and receptor for egg jelly related protein precursor (PKD and REJ homolog) (LOC537366), mRNA >gb|BC120167.1] Bos
DS_K3_Plate1m07 [1036 |NM_001076093.1 |taurus similar to Polycystic kidney disease and receptor for egg jelly related protein precursor (PKD and REJ homolog), mRNA (cDNA clone MGC:142466 370 [370 | 40% [600E99 |76% | 69739194 | GW999183
IMAGE:8133092), complete cds
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DS_K3_Plate1m08 761 X16482.1 [Sheep MRNA for beta-casein 881 881 65% 0.0 99% 69739195 GW999184
DS_K3_Plate1m09 663 BC134702.1 Bos taurus cDNA clone IMAGE:7944277 677 677 61% 0.0 96% 69739196 GW999185
DS_K3_Platelm10 | 1090 BC153296.1 Bos taurus cDNA clone IMAGE:8239216, containing frame-shift errors 244 244 31% 6,00E-61 76% 69739197 GW999186
DS K3 Platelmil [1007 |  X65160.1  |Chircus mRNA for as2-casein 199 199 | 61% |200E47 |69% | 69739198 | Gwoss1s?
DS K3 Platelmi2 [1256 | BT060349.1  |Salmo salar clone ssal-gh-516-L35 60S ribosomal protein L18a putative mRNA, complete cds 554 | 110 | 2% |600E04 |97% | 69739199 | Gwosolss
DS_K3_Platelm13 990 X59836.1 [C.hircus mMRNA for as1-casein 1415 |1415 87% 0.0 6% 69739200 GW999189
DS_K3_Platelm14 | 987 NM_001009363.1 |Ovis aries alpha-S2-casein (LOC443383), mRNA >emb|X03238.1| Sheep mRNA for alpha-S2-casein 1344 | 1344 85% 0.0 94% 69739201 GW999190
DS_K3_Platelm15 | 1041 AF515786.2 Bos taurus beta-1,4-galactosyltransferase mRNA, partial cds 426 426 36% 9,00E-116 | 85% 69739202 GW999191
DS K3 Platelmi6 |1087 | BC102695.1  |Bostaurus ribosomal protein, large, P1, mRNA (cDNA clone MGC:127703 IMAGE:7955197), complete cds 695 | 695 | 43% 00 |92% | 69739203 | Gwossiez
DS K3 Platelmi7 |1052 |XM 0019148011 |PREDICTED: Equus caballus similar to endoglycan (LOCLO00S3737), mRNA 729 [729 | e 00 |8a% | 69739204 | Gwoso193
5. K3 Platelmis | 1064 | NM 0011003811 ?;Sm's:rmls fnugﬁe/fﬁge&}f'Sgxeanin(sc"cpfzrl5'539"mﬁgg:‘ag‘f}?uﬁylcfkc@fﬂ?; MRNA >gb|BC150134.1] Bos taurus solute carrier family 31 (copper transporters), ot | 908 7% 00 9% | 69739205 | Gwossroa
o5_Ko_Pasnis 1036 | _oo1iorzts_|P2% 1 s el ttsariston domancotiing 10 (KCTDL0) mRNA >GHECIA10 11208 s s el eramarstondoma o5 lom | aom 00 lowe | corzezos | owesorss
DS K3 Platetmz0 | 990 X598361 | hircus mRNA for asL-casein 1346 [1346 | 82w 00 |ew | 69739207 | Gwoss1ge
DS_K3_Platelm21 850 BC126797.1 Bos taurus TYRO protein tyrosine kinase binding protein, mRNA (cDNA clone MGC:148751 IMAGE:8242679), complete cds 863 863 65% 0.0 94% 69739208 GW999197
DS_K3_Platelm23 | 1030 |NM_001009366.1 |Ovis aries bet: in (BLG), mMRNA 1| Ovine mRNA for beta-lactoglobulin 1270 |1270 76% 0.0 96% 69739209 GW999198
DS K3 Platelmz4 | 771 | BC148018.1  |Bostaurus ribosomal protein S17, MRNA (cDNA clone MGC:179335 IMAGE:8409653), complete cds s [774 | s 00 |98% | 69739210 | Gwoss199
DS K3 Plateln02 |1053 | BC1021031 [Bostaurus chloride intracellular channel 1, mRNA (cDNA clone MGC:126905 IMAGE:7928456), complete cds 1025 (1025 | s9% 00 |96% | 69739211 | GW999200
DS K3 Plateln05 [1029 |  X598361 [Chircus mRNA for asl-casein 1148 (1148 | 71% 00 |95 | 69739212 | Gwossz01
DS_K3_Plate1n06 994 FJ440845.1 Ovis aries breed Merinoland sheep alpha s1 casein precursor (CSN1S1) mRNA, CSN1S1-C" allele, complete cds 1205 |1205 74% 0.0 96% 69739213 GW999202
DS_K3_Plateln07 | 1028 X16482.1 [Sheep MRNA for beta-casein 1034 |1034 69% 0.0 92% 69739214 GW999203
DS_K3_Plateln09 | 983 | XM_0012512342 |PREDICTED: Bos taurus similar to Amyloic-like protein 2 precursor (Amyloid protein homolog) (APPH) (CDEI box-binding protein) (CDEBF) (APLP2), mRNA 1256 [1256 | 6% 00 |93% | 69739215 | Gw9gs204
DS K3 Platelni0 |1036 | AC2008992  |MACACA MULATTA BAC clone CH250-490N22 from chromosome 14, complete sequence 302 |49 | 50% |300E78 |82% | 69739216 | GW999205
DS K3 Platelnil |1117 | BCI514761 [Bostaurus ribosomal protein L39, mRNA (cDNA clone MGC:179345 IMAGE:8459215), complete cds 288 |288 | 20% |600E74 |86% | 69730217 | GW999206
DS_K3_Plateln12 [1041 | NM_ 1743142  [Bos taurus fatty acid binding protein 4, adipocyte (FABP4), mRNA >emb|X89244.1] B.taurus mRNA for adipocyte-type fatty acid binding protein 904 | 904 56% 00 0a% | 69739218 | GW999207
DS_K3_Plateln13 | 1026 AC092298.2 Homo sapiens chromosome 19 clone LLNLF-132G8, complete sequence 334 334 26% 4,00E-88 86% 69739219 GW999208
DS K3 Platelni4 |108L |  X164821 [Sheep mRNA for beta-casein 792 [792 | 6% 00 |8s% | 69739220 | GW999209
DS K3 Platelni5 |1028 | XM 6078894 |PREDICTED: Bos taurus similar to UPF3 regulator of nonsense transcripts homolog A (UPF3A), mRNA 893 | 893 | 64% 00 |oo% | 69739221 | Gwss210
DS_K3_Plateln16 985 CR956416.5 Pig DNA sequence from clone Pigl-464E6 on chromosome 7, complete sequence 156 156 16% 2,00E-34 2% 69739222 GW999211
D5_K3_Platelnt? | 1005 | NM_o01076219.1 ﬁ\:;vg;g;szﬂggfgari:pflaegimsmember 3(YIPF3), MRNA >gb|BC120404.1] Bos taurus Yipl domain family, member 3, mRNA (cCDNA clone MGC:142928 23 1230 | 7% 00 0% | o9739223 | owesszr
DS K3 Platelnis | 1047 |XM_ 0012544722 [PREDICTED: Bos taurus similar to pumilio 1 (PUM1), mRNA 1189 [1189 | 73% 00 |95 | 69739224 | Gwosoz13
DS K3 Plateln1o | 992 | EF490455.1 [Ovisaries cell-ine LLL2 mitochondrion, complete genome 1301 (1301 | 80w 00 |98% | 69739225 | Gwosszta
D5_K3_Platelnz0 | 997 | NM_001034694.1 ?::‘!:Izru;(ésr:f:o}r;st;g:s:espholomorphogsalgI:I);?‘c;lcﬁ(}sgh;;lg{;éﬁ«;;lzgops7|;)4(5(é§)9|>54()mmT{NA >gb/BC103017.1] Bos taurus COP9 CORSHLUIVE PhOIOmOrphogenic | 120 | 120 | g1os 00 " 0739226 | Gwesoats
05Ktz | 1059 | N ootoiserr2_ [P s amily wih seuerce sty 16, menbar s (FAVILAE), mRIA >QHBCL1g445. 1o s Gy wih sewerce Sty 16, membr B, 7RA | 0 | s0u | e [souea0 [som | soraozzr | cwosoats
DS K3 Plateln23 |1064 | XM 5810564 [PREDICTED: Bos taurus similar to Protein CDV3 homolog (CDV3), mRNA 937|937 | 52 00 |o7% | 69739228 | Gwosozt7
DS_K3_Plate1001 | 1049 BC148023.1 Bos taurus ribosomal protein L38, mRNA (cDNA clone MGC:179449 IMAGE:8658511), complete cds 394 394 27% 5,00E-106 | 90% 69739229 GW999218
DS_K3_Plate1002 | 1044 BC146271.1 Bos taurus prolyl 4-hydroxylase, beta polypeptide, nRNA (cDNA clone MGC:157271 IMAGE:8191784), complete cds 1227|1227 7% 0.0 94% 69739230 GW999219
05.K_Pattons | 748 | N ootazsaps o [P0 e sl L3 (RPLESA), mRNA >GHBCLL165 11203 s bosomal profey L35, RN GONA clre MGC 131069 IMAGE 00896, 2 |7 | o 00 lowe | corszs | owesezzo
DS K3 Platelod4 |1051 | BC1096831 [Bostaurus ribosomal protein L27a, mRNA (cDNA clone MGC:133578 IMAGE:8058503), complete cds 370 [370 | 22% |600E-99 |o4% | 69730232 | Gwegsza
DS_K3_Plate1005 | 1026 BC102374.1 Bos taurus ribosomal protein S5, mRNA (cDNA clone MGC:127574 IMAGE:7951084), complete cds 1173|1173 70% 0.0 95% 69739233 GW999222
DS_K3_Plate1006 | 1013 BC114801.1 Bos taurus immunoglobulin light chain, lambda gene cluster, mMRNA (cDNA clone MGC:140380 IMAGE:8188713), complete cds 931 931 74% 0.0 87% 69739234 GW999223
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file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!57164366
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57526468&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!57526468
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=213391434&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!213391434
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194676239&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!194676239
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=139948631&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!139948631
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194669590&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!194669590
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=194383785&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!194383785
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57526468&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!57526468
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=75812941&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!75812941
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=66792923&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!66792923
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74001897&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!74001897
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=94966838&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!94966838
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=195462353&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!195462353
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=81674754&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!81674754
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=187829866&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!187829866
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=151554546&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!151554546
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=153799353&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!153799353
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=74268251&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!74268251
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=151557096&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!151557096
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164370&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!57164370
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=213391434&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!213391434
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164366&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!57164366
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=219805075&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!219805075
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164366&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!57164366
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=146231703&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!146231703
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115496853&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!115496853
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164248&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!57164248
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=115495504&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!115495504
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=1210&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!1210
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=Nucleotide&list_uids=57164366&dopt=GenBank&RID=N9ABNEU801N&log$=nucltop&blast_rank=1
file:///C:/Users/pc/Desktop/tez_mediondan/accession%20tablo/DS_EST_blast.xls%23RANGE!57164366
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EK 2: Dogum o6ncesi contiglerin bp uzunluklar1 ve contigleri olusturan EST’ler ile EST’lerin

accession numaralari

Contig Contig EST Contigleri olugturan EST ler EST’lerin accession
No bp sayisl numaralari
1 768 4 U_TL-090730_DO_K2_plate1a03.h3 + GW996848
U_TL-090730_DO_K2_plateli09.b3 + GW997005
U_TL-090730_DO_K2_plate2g11.b3 + GW997290
U_TL-090730_DO_K2_plate2h16.b1 GW997312
2 1121 2 U_TL-090730_DO_K2_platell17.b1 + GW997071
U_TL-090730_DO_K2_platelb06.b1 GW996869
3 1049 2 U_TL-090730_DO_K2_plate1b05.b1 + GW996868
U_TL-090730_DO_K2_plate1d05.b1 GW996910
4 860 2 U_TL-090730_DO_K2_plate1d09.b1 + GW996912
U_TL-090730_DO_K2_plate1g05.b3 GW996964
5 1193 2 U_TL-090730_DO_K2_platele19.b3 + GW996937
U_TL-090730_DO_K3_ plate2a07.b3 GW997768
6 1083 5 U_TL-090730_DO_K2_plate1f01.bl + GW996942
U_TL-090730_DO_K2_platell19.b1 + GW997073
U_TL-090730_DO_K2_plate2i06.b1 + GW997325
U_TL-090730_DO_K2_plate2i05.h3 + GW997324
U_TL-090730_DO_K2_plate2e04.h1 GW997240
7 1171 4 U_TL-090730_DO_K2_plate1o07.b3 + GW997119
U_TL-090730_DO_K2_platelm01.b3 + GW997078
U_TL-090730_DO_K2_platela05.b3 + GW996850
U_TL-090730_DO_K2_plate2m09.h3 GW997407
8 1049 2 U_TL-090730_DO_K2_plate2¢c01.b3 + GW997194
U_TL-090730_DO_K3_ plate2c01.b3 GW997799
9 1394 2 U_TL-090730_DO_K2_plate2¢c17.b3 + GW997209
U_TL-090730_DO_K3_plate2m05.h3 GW997994
10 842 2 U_TL-090730_DO_K3_plateld15.b1 + GW997543
U_TL-090730_DO_K2_plate2h18.b1 GW997314
11 1088 2 U_TL-090730_DO_K2_plate2k01.b3 + GW997361
U_TL-090730_DO_K2_plate2b08.b1 GW997183
12 1239 2 U_TL-090730_DO_K2_plate2011.b3 + GW997452
U_TL-090730_DO_K3 platele10.bl GW997561
13 1036 2 U_TL-090730_DO_K2_platele13.b3 + GW996933
U_TL-090730_DO_K3_ plateld13.bl GW997541
14 875 4 U_TL-090730_DO_K3_plate1f07.b1 + GW997582
U_TL-090730_DO_K2_plate1c05.h3 + GW996889
U_TL-090730_DO_K2_plate1c03.b3 + GW996887
U_TL-090730_DO_K2_platelc04.hbl GW996888
15 765 3 U_TL-090730_DO_K3_plate1f09.b1 + GW997583
U_TL-090730_DO_K3_platelk17.hb3 + GW997679
U_TL-090730_DO_K2_platelm15.h3 GW997089
16 1032 4 U_TL-090730_DO_K3_platelil7.h3 + GW997642
U_TL-090730_DO_K2_plate1fl7.b1 + GW996954
U_TL-090730_DO_K3_plateli23.h3 + GW997647
U_TL-090730_DO_K3_plate2b14.b1 GW997791
17 1101 2 U_TL-090730_DO_K2_plate2g02.b1 + GW997281
U_TL-090730_DO_K3_platelk07.b3 GW997670
18 1297 2 U_TL-090730_DO_K3_plate2a23.b3 + GW997781
U_TL-090730_DO_K3_plate2g16.b1 GW997890
19 1082 2 U_TL-090730_DO_K3_plate2d20.b1 + GW997833
U_TL-090730_DO_K3_plate2d21.b1 GW997834
20 890 2 U_TL-090730_DO_K3_plate2h20.b1 + GW997910
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U_TL-090730 DO_K2_plate2m23.b3 GW997420
21 965 U_TL-090730_DO_K2_plate2017.b3 + GW0997458
U_TL-090730_DO_K2 plate2k21.b3 GW997379
22 1097 U_TL-090730_DO_K2_platela23.b3 + GW0996864
U_TL-090730 DO K3 plate2m15.b3 GW998002
23 1288 U_TL-090730_DO_K3_plate2m23.b3 + GW998008
U_TL-090730_DO_K3_plate1k11.b3 + GW997673
U_TL-090730 DO K3 plate1009.b3 GW997740
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EK 3: Dogum sonras1 contiglerin bp uzunluklar1 ve contigleri olusturan EST’ler ile EST’lerin

accession numaralari

Contig Contighp | EST Contigleri olusturan EST’ler EST’lerin accession
No sayist numaralari
1 1015 2 U_TL-090730_DS_K1_plate1c05.h3 + GW998110
U_TL-090730_DS_K1_platelb04.b1 GW998088
2 1332 2 U_TL-090730_DS_K1_platelc13.h3 + GW998118
U_TL-090730_DS_K1_plate1018.h1 GW998377
3 1039 3 U_TL-090730_DS_K1_platele13.b3 GW998161
U_TL-090730_DS_K1_plate1b09.b1 GW998093
4 1992 10 U_TL-090730_DS_K1_plate1h08.b1 + GW998221
U_TL-090730_DS_K2_plate2c01.b3 + GW998650
U_TL-090730_DS_K2_plate2i06.b1 + GWwW998777
U_TL-090730_DS_K1_plate1g11.b3 + GW998204
U_TL-090730_DS_K3_platell1l.bl + GW999168
U_TL-090730_DS_K2_plate2p10.b1 + GW998924
U_TL-090730_DS_K1_platelcl7.b3 + GWwW998122
U_TL-090730_DS_K1_platelk17.b3 + GW998294
U_TL-090730_DS_K1_platell18.b1 + GW998316
U_TL-090730_DS_K1_platelg21.b3 GW998213
5 1074 2 U_TL-090730_DS_K1_plateli09.b3 + GW998244
U_TL-090730_DS_K2_platelil7.h3 GW998493
6 2068 2 U_TL-090730_DS_K1_platelm24.b1 + GW998341
U_TL-090730_DS_K3_platelh13.b1 GW999094
7 1031 2 U_TL-090730_DS_K1_platelb24.b1 + GW998105
U_TL-090730_DS_K1_plate1019.b3 GW998378
8 1072 3 U_TL-090730_DS_K2_plate1f04.b1 + GW998442
U_TL-090730_DS_K2_plate1g03.b3 + GW998452
U_TL-090730_DS_K2_platele19.b3 GW998437
9 1383 2 U_TL-090730_DS_K2_platell06.b1 + GW998532
U_TL-090730_DS_K2_plate2c18.b GW998420
10 1283 5 U_TL-090730_DS_K2_platelm17.b3 + GW998555
U_TL-090730_DS_K3_platelal8.bl + GW998952
U_TL-090730_DS_K2_plate2g07.b3 + GW998735
U_TL-090730_DS_K3_platel1j03.b1 + GW999126
U_TL-090730_DS_K2_platelk21.h3 GW998530
11 1042 4 U_TL-090730_DS_K2_plate1h06.b1 + GW998470
U_TL-090730_DS_K2_plate2k13.b3 + GW998827
U_TL-090730_DS_K2_platelp07.b1 + GW998604
U_TL-090730_DS_K2_platelol1.b3 GW998588
12 1071 13 U_TL-090730_DS_K2_platelol4.b1 + GW998591
U_TL-090730_DS_K2_plate2102.b1 + GW998840
U_TL-090730_DS_K2_plate2h06.b1 + GW998755
U_TL-090730_DS_K3_plate1h05.b1 + GW999088
U_TL-090730_DS_K2_plate2g02.b1 + GW998730
U_TL-090730_DS_K1_plate1d02.b1 + GW998130
U_TL-090730_DS_K3_plate1f20.b1 + GW999056
U_TL-090730_DS_K1_platelj14.b1 + GW998270
U_TL-090730_DS_K3_plateli22.bl + GW999123
U_TL-090730_DS_K1_platelh21.b1 + GW998234
U_TL-090730_DS_K3_platele02.b1 + GW999017
U_TL-090730_DS_K1_platelc23.b3 + GWw998127
U_TL-090730_DS_K2_plate2b02.b1 GW998635
13 1048 2 U_TL-090730_DS_K1_platelil3.h3 + GW998248
U_TL-090730_DS_K2_plate2e09.b3 GW998696
14 1487 21 U_TL-090730_DS_K2_plate2k12.b1 + GW998826
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U_TL-090730_DS_K2_plate1f22.b1 + GW0998448
U_TL-090730_DS_K1_plate1e01.b3 + GW998150
U_TL-090730_DS_K2_plate2e08.b1 + GW998695
U_TL-090730_DS_K2_plate2i12.b1 + GW998783
U_TL-090730_DS_K2_platelm12.b1 + GW998550
U_TL-090730_DS_K2_plate2m14.b1 + GW998871
U_TL-090730_DS_K3_plate1f05.b1 + GW999042
U_TL-090730_DS_K2_plate2a22.b1 + GW998632
U_TL-090730_DS_K2_plate2f06.b1 + GW998714
U_TL-090730_DS_K3_platelal4.bl + GW998948
U_TL-090730_DS_K2_plate2f14.b1 + GW998721
U_TL-090730_DS_K2_plate2f10.b1 + GW998717
U_TL-090730_DS_K2_plate2g17.b3 + GW998744
U_TL-090730_DS_K2_platelm15.b3 + GW998553
U_TL-090730_DS_K3_platelal7.b3 + GW998951
U_TL-090730_DS_K2_plate1m09.b3 + GW998547
U_TL-090730_DS_K2_plate1g15.b3 + GW998463
U_TL-090730_DS_K1_platelm11.b3 + GW998328
U_TL-090730_DS_K3_platelm08.b1 + GW999184
U_TL-090730_DS_K1_platele10.b1 GW998159
15 1116 2 U_TL-090730_DS_K2_plate2g24.b1 + GW0998751
U_TL-090730_DS_K3_plate1018.b1 GW999234
16 1088 2 U_TL-090730_DS_K2_plate2k09.b3 + GW0998823
U_TL-090730_DS_K2_plate2e02.b1 GW998689
17 1361 2 U_TL-090730_DS_K3_plate1a06.b1 + GW0998940
U_TL-090730_DS_K3_plate1004.b1 GW999221
18 1054 2 U_TL-090730_DS_K1_plate1c07.b3 + GW0998112
U_TL-090730_DS_K3_plate1c07.b3 GW998983
19 994 2 U_TL-090730_DS_K3_plate1b12.b1 + GW0998967
U_TL-090730_DS_K3_platelcl4.bl GW998989
20 1105 3 U_TL-090730_DS_K3_plate1e19.b3 + GW999034
U_TL-090730_DS_K2_plate1g21.b3 + GW998467
U_TL-090730_DS_K2_plate2g11.h3 GW998738
21 1060 2 U_TL-090730_DS_K1_plate1c03.b3 + GW0998108
U_TL-090730_DS_K3_plate1f09.b1 GW999046
22 1318 2 U_TL-090730_DS_K3_plateli18.b1 + GW999119
U TL-090730 DS _K3_plate1f18.b1 GW999054
23 1069 2 U_TL-090730_DS_K3_plate1j09.b1 + GW999131
U_TL-090730_DS_K2_plate2g06.b1 GW998734
24 1150 2 U_TL-090730_DS_K3_plate1k20.b1 + GW0999160
U_TL-090730_DS_K1_plateln21.b1 GW998359
25 1079 2 U_TL-090730_DS_K3_platele14.bl + GW999029
U_TL-090730_DS_K3_plate1l08.b1 GW999165
26 1439 38 U_TL-090730_DS_K3_plateIn06.b1 + GW999202
U_TL-090730_DS_K3_plate1l23.b1 + GW999175
U_TL-090730_DS_K2_plate2c08.b1 + GW0998656
U_TL-090730_DS_K2_plate2g04.b1 + GW998732
U_TL-090730_DS_K2_plateli19.b3 + GW998495
U_TL-090730_DS_K2_plate2c16.b1 + GW998663
U_TL-090730_DS_K2_plate2d04.b1 + GW998672
U_TL-090730_DS_K3_plate1p13.b1 + GW999251
U_TL-090730_DS_K2_plate1n22.bl + GW0998578
U_TL-090730_DS_K2_plate2p12.bl + GW998926
U_TL-090730_DS_K2_plate2j12.b1 + GW998804
U_TL-090730_DS_K2_plate1013.b3 + GW998590
U_TL-090730_DS_K2_plate2p14.bl + GW998928
U_TL-090730_DS_K2_plate2019.b3 + GW998595
U_TL-090730_DS_K2_plate2h12.bl + GW998760
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U_TL-090730_DS_K3_plate1009.b3 +
U_TL-090730_DS_K2_plate2k04.b1 +
U_TL-090730_DS_K2_plateIm01.b3 +
U_TL-090730_DS_K2_plate1g01.h3 +
U_TL-090730_DS_K2_plate1k05.h3 +
U_TL-090730_DS K2 plate2g16.b1 +
U_TL-090730_DS K2 plate2n02.b1 +
U_TL-090730_DS_K2_plate2k22.h1 +
U_TL-090730_DS_K2_platelm18.b1 +
U_TL-090730_DS_K2_plate2c11.b3 +
U_TL-090730_DS_K2_plate2m01.h3 +
U_TL-090730_DS_K2_plate10o04.b1 +
U_TL-090730_DS_K2_plate2k20.b1 +
U_TL-090730_DS_K3_plate1k09.h3 +
U_TL-090730_DS_K3_platelm20.b1 +
U _TL-090730_DS_K2_plateleld.bl +
U _TL-090730_DS K1 platela23.b3 +
U _TL-090730_DS K1 platelo23.b3 +
U_TL-090730_DS_K3_platelm13.h3 +
U_TL-090730_DS_K1_plate1d05.b1 +
U_TL-090730_DS_K1_plate1d20.b1 +
U_TL-090730_DS_K3_platelo16.b1 +
U _TL-090730_DS_K2_plate2d14.b1

GW999226
GW998819
GW998541
GW998451
GW998517
GW998743
GWwW998881
GW998836
GW998556
GW998659
GW998860
GW998584
GW998834
GW999149
GW999196
GW998434
GW998084
GW998379
GW999189
GW998132
GW998147
GW999232
GW998680

27

1059

U_TL-090730_DS_K3_plateIn19.b1 +
U_TL-090730_DS_K3_plate1e08.b1 +
U_TL-090730_DS_K1 plateld12.b1

GW999214
GW999023
GW998139




OZGECMIS

Dogum tarihi

Dogum yeri

Lise

Onlisans

Lisans

Yiksek Lisans

24.10.1981
Kolonya
1996-1999

1999-2001

2002-2006

2007-2010
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Almanya

Gebze Lisesi

Afyon Kocatepe Universitesi

Tibbi Laboratuvar Programi

Ege Universitesi Fen Fakiiltesi

Biyoloji Boliimii

Yildiz Teknik Universitesi Fen Bilimleri Enstitiisii
Biyoloji Anabilim Dali, Molekiiler Biyoloji ve

Genetik Programi



